MpenckypaHT ycnyr

OCHOBHON
Kog CTonmocTb
Kog HMY HaumeHoBaHune ycnyru ycnyru Mpumevanne
ycnyrm
(RUB)

01 AmM6ynamopHasi 2uHeKosio2usi
01/1 KoHcynbmayuu 2uHekonoza
01/1/3 3aoyHble KOHCynbmayuu
010202 |B01.001.001.13 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLLuepa-rmHeKonora nepeUYHbIN

3a04Hasg KOHCynbTauns 2 600
010206 |B01.001.001.16 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLLuepa-rmHeKonora nepeUYHbIN

3a04Hasi KOHCYNbTauus, 4.M.H./INaBHbIV CNeunanncT/pykoBoauTeNb 5 000
010204 |B01.001.001.14 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLLuepa-rmHeKonora nepeUYHbIN

3a04Hasi KOHCyNbTauns, K.M.H./goueHT/BeayLumi cneumanmct 3100
010245 |B01.001.001.029 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLLuepa-rmHeKonora neperUYHbIN

3ao4yHas KOHCybTauusi, CneunanmncT no Ta3oBbiIM ANCHYHKUNSIM 2 600
010257 |B01.001.001.035 |TTpvem (oCMOTp, KOHCYNbTaLMs) -aKyLlepa-rmHekonora nepBuYHbIN

3ao4yHas KoHCynbTauusi, cneumManucT no Ta3oBbiM AUCHYHKLMAM,

O.M.H./rmaBHbIN cneuuanuct/pykoBoanTenb oTaeNeHns 5 000
010255 |B01.001.001.034 |/TPviem (0CMOTP, KOHCYTbTaLMsA) -aKyLlepa-rTMHeKorora NepBuYHbIN

3aoyHas KoHcynbTaums, cneunanucT no Ta3oBbiM AUCHYHKUMSAM,

K.M.H./goueHT/BeayLmi cneumanmct 3100
010203 |B01.001.002.13 |Mpmem (ocmoTp, KOHCYNbTaLMSA) Bpada-akyLlepa-rMHeKonora NnoBTOPHbIN

3a04Has KOHCyNbTauus 2 000
010207 |B01.001.002.16 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLlepa-rmHeKonora NoBTOPHbIN

3a04Hasi KOHCYNbTauus, 4.M.H./rNaBHbIV cneunanncT/pykoBoauTesb 4 200
010205 |B01.001.002.14 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLlepa-rmHeKkonora NoBTOPHbIN

3a04Hasi KOHCyNbTaums, K.M.H./goueHT/BeayLumin cneumnanmct 2 400
010246 |B01.001.002.022 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLlepa-rmHeKkonora NoBTOPHbIN

3ao4yHas KOHCybTauusi, CneumnanmncT no Ta3oBbiM ANCAHYHKUNSIM 2 000
010258 |B01.001.002.028 |TTpvem (0CMOTp, KOHCYNbTaLMs) -aKyllepa-ruHekosiora NoBTOPHbIV

3ao4yHas KoHCynbTaumsi, cneumManucT no Ta3oBbiM AUCHYHKLMAM,

O.M.H./rmaBHbIN cneuuanuct/pykoBoanTernb oTaeneHns 4 200
010256 |B01.001.002.027 |ITPvieM (OCMOTP, KOHCYTbTaLisl) -aKyLlepa-rMHeKonora NoBTOPHbIN

3aoyHas KoHCcynbTaums, cneunanucT no Ta3oBbiM AUCAYHKLMSAM,

K.M.H./goueHT/BeayLmi cneumanmct 2 400
010271 |B01.001.001.043 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLuepa-rmHeKonora nepeuyHasi

3ao4yHas KOHCybTauusl, AETCKUA TMHEKONOr 2 600
010275 |B01.001.001.045 |[TTpvem (oCcMOTp, KOHCYNbTaLMs) -aKyLlepa-ruHekonora nepeuyHasi

3ao4Has KoHCynbTauus, 4ETCKUIA TMHEKOsor, A.M.H./INMaBHbIN

crneunanucT/pykoBoauTenb OTAeneHus 5 000
010273 |B01.001.001.044 [lMpuem (ocMOTp, KOHCYNbTaLMS) -aKyLlepa-rmHeKosriora nepe1MyHas

3aoyHas KoOHCyNbTaUus, AETCKUN FTMHEKONOr, K.M.H./IoLeHT/BeayLni 3100
010272 |B01.001.002.037 [[Mpuem (ocMOTp, KOHCYNbTaLMSA) -aKyLlepa-rmHeKoriora NoBTOpHas

3ao4yHas KOHCyNbTaUus, JEeTCKUA FTMHEKONor 1380
010276 |B01.001.002.039 |VTPvieM (OCMOTP, KOHCYMnbTaLVisA) -aKyLlepa-rMHeKornora noBTopHas

3aoyHas KoHCcynbTauus, 4ETCKUIA TMHEKONOT, A.M.H./rNMaBHbI

cneymanncTt/pykoBoanTenb oTAeneHuns 4 200
010274 |B01.001.002.038 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLLuepa-rmHeKkonora NoBTopHas

3aoyHas KoOHCybTauusl, AeTCKU TMHEKONOr, K.M.H./doUeHT/BegyLuni 2 400
01/1/1 OyYHble KOHCYyNbmayuu
010421 (08.01.031 KoHcynbTaums akylepa ruHekornora Ans perynuumum MeHcTpyanbHOro uukna

¢ npenapatom "MudenpucTton" ( B komnnekce) 7 400
010101 {B01.001.001 [Npuem (ocMOTp, KOHCYMNbTaLNS) Bpaya-akyllepa-rMHeKkonora nepBuYHbIn 2 600
010133 [B01.001.003 Mpuem (oCcMOTP, KOHCYNbTaLMA) Bpada-akyLlepa-rmHekonora ¢

yNbTPa3BYyKOBbLIM UCCNEeA0BAHNEM SSMMHUKOB AJ1S1 OLLEHKM OBapuanbHOro 4 000
010210 |B01.001.003.2 I'lpyem (OCMOTP, KOHCYbTaLMA) Bpada-akyLlepa-rmHekonora ¢

yNbTPa3ByKOBbIM MCCNEAOBAHNEM SIMMHUKOB OS5l OLEHKM OBapuarnbHOro

pe3epBa K.M.H./0oLeHT/BeayLmnn cneunanmcT 4 500
010105 |B01.001.001.4 Mprem (oCMOTp, KOHCYNbTaUMS) -aKyLlepa-rMHeKonora NepBMUYHGIN

[.M.H./rMaBHbIN cneunanucT/pykoBoauTenb OTAeneHust 5 000
010103 |B01.001.001.3 Mprem (oCMOTp, KOHCYNbTaUMS) -aKyLlepa-rMHeKonora NepBMUYHGIN

K.M.H./0oueHT/BeayLmnm cneunanmct 3100
010241 |B01.001.001.027 [MMpuem (ocMoTp, KOHCYNbTaUMSA) -aKyLlepa-rmHeKosiora NepBUYHbIN

CneumanucT no Ta3oBbIM ANCAHYHKLIMSAM 2 600
010249 |B01.001.001.031 |VTPvieM (OCMOTP, KOHCYMbTaLVisl) -aKyLlepa-rMHeKornora nepeuyHbIv

CneunanucT no TasoBbIM ANCHYHKUNAM, 4.M.H./INaBHbIN

cneumanncTt/pykoBoanTenb oTAeneHus 5 000
010247 |B01.001.001.030 [lMpuem (ocMOTp, KOHCYNbTaUMS) -aKyLlepa-rmHeKoriora NepBUYHbIN

CneunanncT no TazoBbIM ANCAHYHKLUNSAM, K.M.H./O0OLEHT/BeayLmnit 3100
010102 |B01.001.002 [Nprem (oCcMOTp, KOHCYNbTaLUMS) Bpada-aKyllepa-rMHeKkornora NoBTOPHbIN 2 000
010134 |B01.001.003.1 TTpuem (OCMOTP, KOHCYNbTaLNs) Bpada-aKkyLllepa-rMHeKosiora ¢

yNbTPa3ByKOBbIM MCCMEA0BaHNEM SUHHUKOB Af1si OLeHKN OBapuanbHOro

pe3epBa KOHCyNbTauus akyllepa-ruHekosnora ¢ Y3W, noBTopHas 2 800
010106 |B01.001.002.4 Mpuem (0CMOTP, KOHCYNbTaLWS) -aKyLLepa-rMHeKonora NoBTOPHbI

0.M.H./IMaBHbIN cneunanucT/pykoBoanTeNb OoTAENEeHNs 4 200




010104 |B01.001.002.3 [Mprem (oCcMOTp, KOHCYNbTaLUMS) -aKyLlepa-rMHeKonora NOBTOPHbIN

K.M.H./goueHT/BeayLmni cneunanuct 2 400
010242 |B01.001.002.020 [lMpuem (ocMOTp, KOHCYNbTaUMs) -aKyLlepa-rmHeKonora NoBTOPHbIN

CneumanucT no Ta3oBbIM ANCHYHKLMUAM 2 000
010250 |B01.001.002.024 |VTpvieéM (OCMOTP, KOHCYMbTaLus) -aKyLlepa-TMHeKonora NoBTOPHbIN

CneumanucT no Ta3oBbiM ANCHYHKUMUAM, 4.M.H./rnaBHbIA

crneumanucT/pykoBoguTenb OTAENEHUS 4 200
010248 |B01.001.002.023 |Mprem (ocmoTp, KOHCYNbTaLMA) -aKyLLlepa-rmHeKonora NoBTOPHbIN

Cneumannct no TasoBbIM ANCHYHKUMAM, K.M.H./00LEHT/BeQyLLNIA 2 400
010213 |B01.001.001.26 |MNpuem (ocmoTp, KOHCYNbTaLMS) -aKyLLuepa-rmHeKonora neperUYHbIN

cneumanmncT no cekcyanbHOMY 3/0POBbHO 3700
010228 |B01.001.004.002 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLuepa-rmHekonora 6epemeHHon

nepBUYHbIN 5 500
010226 |B01.001.004.001 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLuepa-ruHekonora 6epemeHHon

nepBUYHbIN 4 000
010229 |B01.001.005.002 |Mpuem (ocmoTp, KOHCYNbTaLMS) -akyLuepa-rmHekonora 6epemeHHon

NMOBTOPHbIV 4 600
010227 |B01.001.005.001 |Mpuem (ocmoTp, KOHCYNbTaLMS) -akyLuepa-rmHekonora 6epemeHHon

NMOBTOPHbIV 3300
010265 |B01.001.001.040 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLuepa-rmHekonora neperuyHas

[eTckunin ruHekonor 2 600
010269 |B01.001.001.042 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLuepa-rmHekonora neperuyHas

[eTcKkunin rmHekonor, 4.M.H./IMaBHbIA cneuuanucT/pykoBoaNTENb OTAENEHNUS 5 000
010267 |B01.001.001.041 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLuepa-rmHekonora neperuyHas

[eTcKkunin rmMHeKonor, K.M.H./goueHT/BegyLwmnn cneynanuct 3100
010266 |B01.001.002.034 |Mpuem (ocmoTp, KOHCYNbTaLMA) -aKyLLuepa-rmHeKkonora NoBTopHas

[eTckunin ruHekonor 2 000
010270 |B01.001.002.036 |Mpuem (ocmoTp, KOHCYNbTaLMA) -aKyLLuepa-rmHeKkonora NoBTopHas

[eTcKkunin rmHekonor, 4.M.H./IMaBHbIA cneunanucT/pykoBoanTenNb oTaeNeHns 4 200
010268 |B01.001.002.035 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLuepa-rmHeKkonora NoBTopHas

[eTcKkunin rMHeKonor, K.M.H./goueHT/BegyLwmnn cneynanuct 2 400
01/2 MaHunynsyuu (*ymo4Hsilime 803MOXHOCMb MpoeedeHuUsi MaHUNynsiyul e KoJsi-
010146 [A03.20.004 BarnHockonusi 1300
010143 [A11.20.014 BBegeHve BHYTpUMAaTOYHOW cnvpanu 3700
010159 [A11.01.012 BBegeHne NCKYCCTBEHHbIX MMMMIaHTATOB B MSITKME TKaHU 4 000
010184 |A16.20.020.1 [peHnpoBaHue abcuecca XeHCKMX NOSoBbIX OpraHoB

C YCTaHOBKOW KaTeTepa 7700
010139 [A03.20.005 BynbBockonusi 650
010137 [A11.20.005 [Nony4yeHne BnaranuuiHOro Maska 400
010152 [A11.28.006 [Nlony4eHue ypeTpanbHoro oTaensieMoro 250
010166 |A11.01.016.1 MonyyeHne ma3ka-oTneyaTka c MOBEPXHOCTU KOXM

(3abop UMTONOrM4eCcKoro Maska C ByIbBbl) 300
010170 |A08.20.020.001 [XKmakocTHOEe LMTOMNOrMYeckoe nccriegoBaHne MUKponpenapaTa BYNbBbl 300
010151 [A11.20.002 [Nony4yeHne LiepBuKanbHOro maska 400
010165 |[A11.20.042 V3BneyeHve akyLLepckoro pasrpyxatoLlero noaaepXXvBaroLLero KonbLua

(neccapwus) 2100
010162 |A05.30.001 KapaunoTokorpadums nnoga 900
010163 |A05.30.001.1 KappauoTokorpadusi nnoga

[BONHS 1300
010138 [A03.20.001 Konbnockonus 2 000
010174 |A11.20.011.003 [Buoncus Lerkn MaTKn HoxXeBas 2100
010147 |A11.20.003 Buoncus TkaHen MaTku 5 400
010172 [A11.20.040 Buoncus BynbBbI 3100
010183 [A14.20.002 BBeaeHve, nssnevyeHne BrnaranviLHOro NoaaepXKMBatoLero KonbLa 1 500
010175 |A11.01.002.001 [lMookoxHoe BBEOAEHME NEkapCTBEHHbIX NpenapaToB

VimnnaHoH 19 200
010182 |A11.20.014.2 BBeaeHve BHyTpuMaTo4Hou cnupanu KannvHa 17 500
010144 |A11.20.014.1 BBeneHve BHyTpuMaTOYHON cnvpanu

MwupeHa 25 900
010168 |A25.20.004 HasHayeHune nekapCTBEHHbIX NpenapaToB npy 6epemeHHOCTU.[TpumeHeHne

npenapatoB (Muderni/MusonpocTton) 6 900
010173 [A11.20.037 Buoncusa BynbBbl pagMoBOHOBAas 2 800
010158 |A11.20.011.002.1 |Buoncus wewkn maTkn pagnoBONIHOBas KOHyCOBUAHAs!

2 KaTeropusi CoXHocCTun 13 100
010157 |A11.20.011.002 |Buoncus wewkn maTkn pagnoBOSIHOBas KOHYCOBUAHAs!

1 KaTeropus Cro)HocCTu 10 900
010153 |A16.20.036.003 |PagvoBonHoBoOE nevyeHune LWenkn MaTku 4100
010154 |A11.20.011.001 |Buoncus LWenku MaTkn pagmMoBorHoBas 4100
010155 |A11.20.011.001.1 |Buoncus wewkn maTkn pagnoBonHOBas

1 KaTeropusi CroXXHocTn 8 300
010156 |A11.20.011.001.2 [Buoncus ek MaTKN paanoOBONIHOBAas 2 KaTeropusi CroXHOCTH 11 600
010185 |A16.01.017.001.14 YaaneHne Aobpoka4eCcTBEHHbIX HOBOODPAa3oBaHUN KOXWU METO40M

anekTpokoarynauum

rMHekonorusi, 1 anemMeHT 1600
010140 |A16.01.017.001.1 |YBaneHue 0obpoKa4eCTBEHHbIX HOBOODPA30BaHWIN KOXWU METOOOM

anekTpokoarynauum

rMHeKonorus, 2-5 a1eMeHToB BKI4YUTENBHO 4 000
010141 |A16.01.017.001.2 |YBanexne fobpoKavyeCTBEHHBIX HOBOODPa30oBaHWUM KOXI METOOM

aneKkTpokoarynaunm

rmHekornorusi, bonee 5 anemeHToB 7500




010178 [A16.20.066 PacceyeHune cuHexui manbiX NonoBbIX ryo 2 100
010145 [A11.20.015 YoaneHne BHYTPUMATOYHOW cnupanu 2 500
010177 [A16.20.059 YpoaneHne MHOPOAHOro Tena U3 Bnaranuviia 2 100
010160 [A16.30.026 YpoaneHne umnnaHTa, TpaHcnnaHraTa 3000
010142 [A16.20.084 YpoaneHvne nonuna >XeHCcKUX NonoBbIX OpraHoB 3200
010150 [A03.20.003.002 [KoHTpacTHas axorncrepocanbMHrockonus 5700
03 AM6ynamopHasi yposio2usi, aHOpoJsio2usi
03/1 KoHcynbmayuu yposioza
03/1/3 3aoyHble KOHCynbmauyuu
030316 |B01.053.001.011 [lMpuem (ocMOTp, KOHCYNbTaLWs) -yporiora NepBUYHbIN

K.M.H./0oUeHT/BeayLnii cneumnanmcT, 3ao04Has KOHCynbTauus 3500
030314 |B01.053.001.007 [lTpuem (oCcMOTp, KOHCYNbTaLUMs) yporiora- NepBUYHbIN

3a04Has KOHCyNbTauns 2 800
030315 |B01.053.002.010 ["Tpvem (ocmoTp, KOHCYNbTaLmMs) Bpada yposiora- NOBTOPHbIV

3a04Has KoHcynbTaumsa" 2 000
03/1/1 O4Hble KOHCYynbmayuu
030312 |B01.053.001.010 [lMpuem (ocMoTp, KOHCYNbTaLWs) -yporiora NepBUYHbIN

K.M.H./goueHT/BeayLmin cneumanmct 3500
030313 |B01.053.002.008 [[Mpuem (ocMOTp, KOHCYNbTaLKMs) -yporiora NOBTOPHbIN

K.M.H./OoueHT/BeayLmi cneumanmct 2100
030101 |B01.053.001 [Nprem (oCcMOTp, KOHCYNbTaLMS) Bpada-yporiora NepBUYHbIN 2 800
030109 |B01.053.002 MNprem (ocMOTp, KOHCYNbTAaLMS) Bpaya Ypornora- NoBTOPHbIN 2 000
03/3 MaHnunynsiyuu (*ymo4Hsilime 803MOXXHOCMb MPO8EeOeHUs1 MaHUNyassyul 8 KoJsui-
0502031 [13.03.020 Bbes3onepaunoHHast UHTUMHas NnacTyka anst MyxuvH ( 6e3 ctonmocTun

npenapara) 9 600
0502033 Be3onepaunoHHas UHTUMHag NnacTyka Anst My>XduH (BKroYasi CTOMMOCTb

MMnnaHTaHTa BHyTpuaepmansHoro Powerfill 1000mg/V,1 don 87 000
0502032 Be3onepaunoHHas UHTUMHag NnacTyka Anst My>XduH (BKIoYasi CTOMMOCTb

MMnnaHTaHTa BHyTpuaepmansHoro Powerfill 1000mg/V, 2 don 149 200
0502013 [13.03.002 Be3onepaunoHHast UHTUMHag NnacTyka Anst My>uvH (BKoYasi CTOMMOCTb

MMMNNaHTaHTa BHyTpuaepmansHoro Replari (1 amn) 20 500
0502014 [13.03.003 Be3onepaunoHHast UHTUMHag NnacTyka Anst My>udvH (BKoYasi CTOMMOCTb

MMMnaHTaHTa BHyTpuaepmansHoro Replari (2 amn) (15.16.) 32 800
0502015 [13.03.004 Be3onepaunoHHast UHTUMHas NnacTyka Anst My>4duH (BKoYasi CTOMMOCTb

MMMNNaHTaHTa BHyTpuaepmansHoro Replari (3 amn) 42 400
0502016 |13.03.005 Be3onepaunoHHast UHTUMHas NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMMNNaHTaHTa BHyTpuaepmansHoro Replari (4 amn) 54 700
0502017 |13.03.006 Be3onepaunoHHast UHTUMHag NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMMNNaHTaHTa BHyTpuaepmansHoro Replari (5 amn) 64 200
0502018 [13.03.007 Be3onepaunoHHast UHTUMHasg NnacTyka Anst My>uduH (BKoYasi CTOMMOCTb

MMMNNaHTaHTa BHyTpuaepmansHoro Replari (6 amn) 73 800
0502022 [13.03.011 Be3onepaunoHHast UHTUMHas NnacTyka Anst My>udvH (BKoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 10 amnynbl) 117 600
0502023 [13.03.012 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>duH (BKIoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 11 amnyn) 128 500
0502024 |13.03.013 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 12 amnyn) 139 500
0502025 [13.03.014 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>XduH (BKoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 13 amnyn) 150 400
0502026 [13.03.015 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 14 amnyn) 161 400
0502027 |13.03.016 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 15 amnyn) 172 300
0502028 [13.03.017 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 16 amnyn) 183 300
0502029 [13.03.018 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMMIaHTaHTa BHyTpuaepmansHoro, 18 amnyn) 205 000
0502030 [13.03.019 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>duH (BKoYasi CTOMMOCTb

MMNONaHTaHTa BHyTpuaepmansHoro, 20 amnyn) 229 700
0502019 [13.03.008 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>XduH (BKIoYasi CTOMMOCTb

MMNNaHTaHTa BHYTPpMAepMansHoro, 7 amnyn) 84 800
0502020 [13.03.009 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>XduH (BKIoYast CTOMMOCTb

MMNNaHTaHTa BHyTpMaepMansHoro, 8 amnyn) 95 700
0502021 |13.03.010 Be3onepaunoHHas UHTUMHas NnacTyka Anst My>XduH (BKIoYast CTOMMOCTb

MMNNaHTaHTa BHyTpMaepMansHoro, 9 amnyn) 106 700
030123 [A16.28.040 By>X1MpoBaHue ypeTphbl 2 800
030322 |A11.28.008.2 MHCTMnnaumnst Mo4eBoro ny3bipsi

Yponand (rmanypoHaTt HaTpus) 6 200
030127 |A16.28.072.001 |3ameHa LMCTOCTOMMYECKOrO ApeHaxa 2 100
030124 [ A11.28.008 NHCTUNNSUMsa Mo4YeBoro ny3bips 1100
030145 [A11.21.006 MHBbEKUMNS B NONOBOW YneH 3500
030140 [A12.28.006 MN3mepeHne ckopocTn NoToka Mo4dn (ypodrioymeTpusi) 1100
13 AHecme3uonozausi
13/2/1 O4HbIe KOHCYynbmayuu
130112 |BOl.OO3.00l OcmoTp (KoHCcynbTauus) Bpa4oM-aHeCTEe3MONOroM-peaHnMaTonorom 2 500
13/1 Ycnyeu
1010386 [B01.003.004.004.7 AnnnvkaunoHHas aHecTe3ns 600
130136 |B01.003.004.009.4 ToTanbHas BHyTpnBEHHas aHecTe3uns

npw TBI 8 000




130103 |B01.003.004.005 |V/HunbTpaumuoHHas aHecTe3us

1 cTeneHb CNOXHOCTU 850
130104 |B01.003.004.005.1V/HuUnbTpaLmuoHHas aHecTe3ns

2 CcTeneHb CNoXHOCTH 1700
130105 |B01.003.004.005.4/HunbTpaLmuoHHas aHecTe3us

3 cTeneHb CNoXHOCTH 2 800
130107 [B01.003.004.010 [KombGuHMpOBaHHbLIM 3HAOTPaxeanbHbI HAPKO3 13 600
130108 |B01.003.004.010.]KoMBMHMpOBaHHLIN 3HOOTpaxeanbHbIA HAapKo3

2-01 1 Kaxkabl nocrnenyoLwmmn 4ac 2 800
130109 (B01.003.004.009.(BHyTprBEHHAA aHanresuns

cegauns go 30 MUHYT 2 200
040134 |B01.003.004.001 |MecTHas aHecTesusi 1100
130121 [B01.003.004.007 |CnuHanbHas aHecTe3ust 13 600
130122 [B01.003.004.007 |CnuHanbHas aHecTe3ns

2-01 Yac M Kaxabln nocnegyowmnn 4yac 2 800
130130 [B01.003.004.009.4ToTtanbHasa BHyTpUBEHHasn aHecTe3nsa 1 yac 8 900
130131 [B01.003.004.009.4 ToTaneHasi BHyTpUBEHHas aHeCcTe3us

00 30 MUHyT 8 700
130135 |A03.09.003 TpaxeobpoHxockonust 6 200
130132 [B01.003.004.006 |3nuaypanbHas aHecTesus 8 900
130133 [B01.003.004.006.43n1aypanbHas aHecTesus

2-01 M Kaxkgbl nocnegyowmmn yac 2 000
16 BakyuHayusi (*ymouHsilime Hasiuyue 8akyuH 8 KoJui-yeHmpe)
16/1 Ycnyau seakyuHayuu
160139 |[B04.014.004.68 |BakunHauus

ANsa NpodMnakTukn potaBmpycHon nHdekumm PoTta-V-3ing BakuuHa ans

NpoMNakTUKM poTaBNpPyCHomn nHdekunn Pota-V-Oinig 2100
160131 |B04.014.004.29 [BakumHaumsa npoTvB kneLleBoro sHuedanuta KynbTypanbHasi O4uLLeHHas!

(3HueBwup) .BeegeHue 1 oosbl 1400
160135 |B04.014.004.33 |BakuuHa TybepkynesHast ons wansiien nepsuyiHon uMmyHusaummn (bBLIXK-M),

nuounn3aT anst NPUroToBEHNS CyCNEH3UN Ansi BHYTPUKOXHOIO BBEAEHUSA

0,025mr/go3 1000
160101 |B04.014.004.1 BakuuHaums

oT BUpycHoro renatuta A (Anbrasak M) 1 400
160102 [B04.014.004.2 BakunHauus ot BIMY (Fapgacun) 14 700
160125 (B04.014.004.24 |BakuuHauus ot BIMY (Llepsapukc) 8 000
160103 [B04.014.004.3 BakunHauus ot renatuta B (Peresak) 750
160104 [B04.014.004.4 BakuunHauus ot renatuta A (XaBpukc) 2 600
160136 [B04.014.004.34 |BakuuHaums

ot rpunna (MHdnosak) 1000
160105 [B04.014.004.5 BakunHaumsioT rpunna (YnbTpUKC KBagpw) 1000
160106 |B04.014.004.6 BakuuHaums

OT KIelLleBoro sHuedanuta (BakumHa Kneul-9-Bak) 900
160107 |B04.014.004.7 |"BakuuHauus

OT KOKMowa, andrepuun, ctonbHska (Agacens) " 4 000
160108 [B04.014.004.8 BakunHauus oT Kopu, kpacHyxu, napotuta (MMR-II) 2 200
160109 [B04.014.004.9 BakumnHaUnsa OT MEHMHIOKOKKOBOM MHdbekuuun (MeHakTpa) 6 500
160128 [B04.014.004.27 |BakumHauusi oT MTHEBMOKOKKOBOWN UHMekumm (BakumHa "lMpeseHap 13") 3200
160129 (B04.014.004.28 |BakumHaums

npoTtus nonnomunenuta (bnBak nonvo, opansHas) 500
160115 |B04.014.004.1 [BakuvHaums

NpPOTUB BETPSIHON OCMbI

(BapuBakc) 4 000
160110 [B04.014.004.10 |BakumHaums

npoTMB BETPsiHoM ocnbl (Bapunpukc) 6 600
160119 |B04.014.004.19 [BakumHaumsa npotus renatuta B [oeTn] (BakumHa "Peresak B"cycn a/vH

20mkr/mn0,5mn/go3aNe10) 750
160120 [B04.014.004.20 |BakumHaums

npoTmB AndTepun 1 cTtonbHsika (AODC-M-aHaToOKCUH) 500
160121 (B04.014.004.21 |BakumHaums

npoTMB AMdTepun, CToNbHsKa, Kokntowa (MHdaHpukc) 1700
160116 |B04.014.004.16 [BakumHaums npoTvB AMdTepun, CTONBHSIKA, KOKIMOLWA, NoNMoM1enuTe,

remodpunbHon nHdekuumn (BakumHa "MeHTakcum" nnod a/npur cycn 0,5mn ) 3000
160151 [B04.014.004.012 |BakunHaums

NpoTMB KOpPW, MApOTUTa, KpacHyx1 1 BeTpsiHol ocnbl (Mpropuke TeTpa) 11 200
160111 |B04.014.004.13 [BakumHaums npoTuB KpacHyxu (BakLMHa NPOTUB KpaCHYXU KynbTypHasi

xwuBas (1 nosa/0,5 mn)) 750
160133 [B04.014.004.31 |BakumHaums

NpoTMB NHEBMOKOKKOBOW MHGekunn (BakumnHa MNHeBmoBakc 23) 3200
160150 [B04.014.004.010 |BakumHaums

npoTtms nonnomuenuta (MonvnosakCwuH) 1000
160124 [A12.26.002 QuaroBas npoba ¢ Ty6epKynnmHom 2 200
160130 [A12.26.002.1 QuaroBas npoba ¢ Ty6epKynnmHom 950
12 acmpoaHmepoJsioausi, NpPoKkmMosio2usi
12/1/1/3 3aoyHble KOHCynbmauyuu
120179 |B01.004.001.5 [Mprem (0CMOTp, KOHCYNbTaUNS) -racTPO3HTEPONIOra NEPBUYHbBIN

3aoYyHas KoHcynbTaums 2100
120180 [B01.004.002.5 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpaya-racTpo3IHTEpPOriora NOBTOPHbIN

3aoYyHas KoHcynbTaums 1800
12/1/1/1 Oy4Hble KOHCYNbmauyuu




120107 |B01.004.001 Npuem (ocMOTp, KOHCYbTaUNs) Bpaya-racTpoaHTEeposiora nepBnYHbIN 2 500
120108 |B01.004.002 MNpuem (ocMOTpP, KOHCYbTaUNs) Bpaya-racTpoaHTEPOSIora NOBTOPHbLIN 2100
120114 (B01.004.001.4 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpaya-racTpo3HTEpPOriora NepBUYHbLIN

K.M.H./goueHT/BeayLmni cneunanuct 3100
120115 (B01.004.002.4 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpava-racTpo3IHTEPOriora NOBTOPHbIN

K.M.H./goueHT/BeayLmni cneunanuct 2 800
12/1/2 MaHunynsyuu (*ymo4Hsilime 803MOXXHOCMb NMpo8edeHus1 MaHUNyasayull e KoJisi-
120138 [A16.19.017.1 YpaneHve nonuna aHanbHOro kaHarna v NPSMON KULLIKN

yaaneHne nonuna aHanbHoro kaHana 7 300
120119 |A03.16.001 3O30dharoracTpoayogeHocKonms 2 200
120123 |A11.16.002 Buoncus xenyaka ¢ NoOMOLLbK 3HA0CKONUK 3500
120126 |A11.16.002.3 Buoncus xenyaka ¢ NTOMOLLbIO 3HAOCKOMUK

Ocnpecc-TecT Helicobacter pylori UFT300 500
12/2 llpokmonozaus
12/2/1 KoHcynbmayuu npokmornoz2a
12/2/1/3 3ao4Hble KOHCynbmayuu
120186 (B01.018.002.2 [Mprem (oCcMOTp, KOHCYNbTaLNS) Bpaya-KkosionpoKTonora NOBTOPHbIN

3aoyHas KoHcynbTauus 2100
12/2/1/1 O4Hble KOHCYynbmayuu
120133 (B01.018.001 [Nprem (oCMOTp, KOHCYNbTaLMS) Bpaya-KoronpoKTonora NepBuUYHbIN 2 500
120134 [B01.018.002 [Nprem (0CMOTp, KOHCYNbTaLUMS) Bpaya-KOMoNpPOKToNora NoBTOPHbIN 2100
12/2/2 MaHnunynsiyuu (*ymo4Hsilime 803MOXXHOCMb MPO8eOeHUs1 MaHUNyssyul 8 KoJsui-
120137 |A03.19.001 AHockonus 900
120141 |A14.18.001 [Nocobue nNpu cTomax TONCTON KULLKK 900
120140 |A16.19.014 PasgeneHue aHanbHOro cuHkTepa 900
120144 |A11.30.005 3oHOMPOBaHWE CBULLIEBOrO Xoaa 400
120174 |A16.01.004.1 Xupypruyeckas obpaboTtka paHbl UM MHPULIMPOBAHHON TKaHM

npokTonorusi, 1 kKaTeropusi CIOXXHOCTU 400
120175 [A16.01.004.2 Xupypruyeckas odbpaboTtka paHbl UM MHULIMPOBAHHON TKaHM

NPOKTONOrnsl, 2 KaTeropusi CIIOXHOCTU 750
120143 |A11.19.005 BBeaeHve nekapcTBEHHbIX NPenapaToB C MOMOLLbIO KNU3MbI 750
120135 [A03.19.002 PekTopomaHockonus 1500
120136 |A03.19.004.001 [PekTocmrMomgockonusi C BBeAeHNEM NIEKapCTBEHHbIX NpenapaToB 1800
120142 |A14.19.004 YpaneHue konponura 1500
12/2/3 Onepayuu
120230 [A16.19.042 AHocumHKTEeponeBaToponnactmka 68 200
120176 [B01.003.004.004 |MecTHas aHecTesus

AnnnukaumMoHHasi aHecTe3ns B NPOKTONOrnm 500
120151 [(A16.19.034.3 BckpbITe oCTpOro rHoMHOro NapanpokTuTa

OCINOXHEHHOTO 38 500
120149 |A16.19.034.1 BCKpbITVE OCTPOro rHOMHOro NapanpoKTMTa NOAKOXHOro 12 800
120167 [A16.19.013.003.1 |[e3apTepu3aums reMopponganbHbIX Y3NnoB 11 800
120156 |A16.19.024 McceveHne anMTennanbHOro KOn4MKoBOro xoaa 27 500
120159 |A16.19.013.2 YpaneHve remoppounaanbHbiX y3110B BHYTPEHHUX 11 800
120148 |A16.19.041 VcceyeHne remoppounaanbHbiX 6axpoMok 17 200
120152 |A16.19.010.1 McceyeHne HapykHOro CBULLA NPSIMOW KULLIKWU MHTEPCHUHKTEPHOIO 44 000
120158 |A16.19.013.1 YpaneHve remoppounaanbHbiX y3I10B HapyXHbIX 9 500
120293 [A16.19.006.003 [WcceuveHne pekToBarMHanbHOro cBULLEA OPIOLLHO-NPOMEXHOCTHBIM LOCTYNOM

C pasaenbHbIM YMBaHMEM AedEKTOB NPSAMON KULLKU 1 Briaranuiia 96 800
120291 |A16.19.006.001 |VICCEYEHME pEKTOBArMHaIbHOTO CBULLA TPaHCNEepUHEarbHBIM JOCTYMOM C

pa3fenbHbIM yLlMBaHWEM AedeKTOB NPSAMON KULLIKX 1 BRaranuiia, nepeaHss

nesaToponiacTuka 76 500
120292 |[A16.19.006.002 [WccedveHne pekToBarMHanbHOroO CBULLA C yuMBaHWeM Aedbekta Bnaranua,

HU3BeAEeHE NONHOCIONHOIO JIOCKYyTa NPAMON KULLIKU 85 600
120164 [A16.19.003.001 [AccevyeHne aHanbHOW TPELMHbI 13 200
120166 [A16.19.003.001.1 [MccevyeHne aHanbHOW TpeLMHbl CO COMHKTEPOTOMMUEN 17 300
120154 |(A16.19.010.3 VicceveHre Hapy>XHOro CBULLA NPAMOUN KULLKK

3KCTPACHUHKTEPHOTO 40 700
120161 [A16.19.013.002.1 |JlurnpoBaHne remopponganbHbiX yanos 1 eq. 4 500
120162 [A16.19.013.002.2 |JIurnpoBaHne remopponganbHbIX y3ros 2 eq. 8 600
120163 [A16.19.013.002.3 |JIurnpoBaHne remopponganbHbiX y3nos 3 eq. 12 100
120157 |A16.19.024.1 VMcceyeHne anntenmanbHOro KONYMKOBOro xoaa

[NogkoXXHOEe UcceYeHne aNNTenManbHOro KONYMKOBOro Xxoaa 4 400
120146 |A16.19.016.2 OBakyaums TPOMOUPOBaHHbBIX FEMOPPOUAASBbHBIX Y3I0B

13 BHYTPEHHErO reMmopponganbHoOro yana 6 200
120145 |A16.19.016.1 OBakyaums TPOMOUPOBaHHbBIX FrEMOPPOUAASbHBIX Y3I0B

13 HApPY>KHOro remopponaanbHoro yana 4 800
120170 |A16.19.001.1 YpaneHvue NHOpPOZHOro Tena NpPSMOK KMLLKM C NOMOLLbLO paspesa

1 KaTeropus Cro)XHoCTu 16 500
120171 |A16.19.001.2 YpaneHve NHOpPOZHOro Tena NpPsMOK KMLLKM C NOMOLLbLO paspesa

2 KaTeropusi CoXHocTun 19 800
120147 |A16.01.017.001.7 YaaneHne Aobpoka4eCcTBEHHbIX HOBOODPAa3oBaHUN KOXWU METO40M

anekTpokoarynauum

1 WIT, NpoKTONIOrns 1800
120139 [A16.19.017.2 YpganeHve nonuna aHanbHOro kaHana v NPSAMON KULLIKK

yOaneHue nonvna npsiMon KULLIKK 14 900
120169 [A16.19.013.003.2 |de3apTepusauus reMmoppouaasbHbIX y3ros

LLIOBHOE JIMTMPOBAHNE COCYAMNCTBIX HOXXEK rEMOppoMAarbHbIX Y3I10B 8 400

23

'emamousiozus




100184 (B01.005.001.3 [Mpnem (oCMOTp, KOHCYNbTaUNS) Bpaya-remaTornora nepBuYHbIN

3a04Has KOHCynbTauus, K.M.H./goueHT/BeayLmn cneymanmct 4 000
23/1/1 Oy4Hble KOHCYNIbmauyuu
100115 |B01.005.001 [Npuem (ocMOTp, KOHCYbTaUNs) Bpaya-remaTonora nepBuYHbIn 2 200
100113 (B01.005.001.1 [Mpnem (0CMOTp, KOHCYNbTaUMS) Bpaya-rematornora nepBuYHbIN

K.M.H./goueHT/BeayLmni cneuuanuct 4 000
100116 |B01.005.002 Npuem (ocMOTp, KOHCYbTaUWs) Bpaya-remaTonora NnoBTOPHbIN 1 900
100114 |B01.005.002.1 [Mprem (oCcMOTp, KOHCYNbTaLUMs) Bpaya-rematorniora NoBTOPHbIN

K.M.H./goueHT/BeayLmni cneuuanuct 2 500
9500 reHemuyeckue uccnedoeaHus
9502 Medukan NeHoMukc
C-9.4 A27.05.065 Kapbep-CKPUHMHI Ha HOCUTENbCTBO MOHOIreHHbIX 3abonesaHui "Ontuma" 84 700
C-9.5 A27.05.065.001 [Kapbep-CKPUHMHI Ha HOCUTENbLCTBO MOHOIrEeHHbIX 3abonesanuin "Ontuma" 154 000
C-9.6 A27.05.066 Kapbep-CKPUHMHI Ha HOCUTENBCTBO MOHOIEeHHbIX 3abonesaHuii "Mpemuym"” 107 800
C-9.7 A27.05.066.001 [Kapbep-CKPUHMHI Ha HOCUTENbBCTBO MOHOIEeHHbIX 3abonesaHuii "Mpemuym2" 184 800
C-9.2 A27.05.063 Kapbep-CKpMHUHI Ha HOCMTENbLCTBO Hanbornee pacnpocTpaHeHHbIX

MOHOreHHbIX 3abonesaHui "CtaHgapT" 30 000
C-9.3 A27.05.063.001 |Kapbep-CKpUHWMHI Ha HOCUTENbLCTBO HaMbonee pacnpoCTPaHEHHbIX

MOHOreHHbIX 3abonesaHui "CtaHgapt2" 60 100
02.03.00902.03.009 MonekkynsapHo-reHeTu4Yeckoe TUNMpoBaHne abopTMBHOrO Matepuana

meTogoMm NGS 22 300
HUNT HUMNT
c-84 02.04.022 HEVHBAa3WBHbIV NpeHaTanbHbIN CKPUHUHT MGIEASY EXTRA (aneynnongnn

BCEX XPOMOCOM (22 ayToCOMblI, X-, Y- XpPOMOCOMbI), B TOM Y1Cre TpPUCOMUS

no 9 xpomocome (T9), cuHgpom [Matay (T13), TpMcomus no 16 xpomocome 38 500
C-8.2 02.04.021 HenHBa3nBHbIV NpeHaTanbHbI CKpUHUHT MGIEASY OPTIMA (aHeynnovuanmn

13, 18, 21, X, Y xpomocom) cungpom lNatay (T13), cuHapom 3aBapaca

(T18), cungpom fayHa (T21), cuHapom TepHepa (X) cuHapom 31 900
C-8 HenHBa3nBHbIV NpeHaTanbHbIn TecT MGIEASY LITE (cungpom OayHa (T21)

1 onpegeneHne nona pebeHka) 23100
C-8.1 HEVIHBASVBHBIVI TIPEHATAJTBHBIT TECT MGIEASY Ha onpeaeneHvue

Hanuuus y nrnoga Tpucomun no 21, 13 n 18 xpomocome (cuHapombl fayHa,

[Natay, 3aBapaca) + onpeaenexu 26 400
C-8.3 HEVHBASVBHBIVI TIPEHATAJTBHBIT TECT MGIEASY Ha onpeaeneHne

Hannuus y nnoga Tpucomun no 22, 21, 18, 16, 13 n 9 xpomocome +

aHeynnonauun (Cunapom TepHepa, CUH 36 300
C-74 HUMT VERAgene Ha onpeaeneHvne Hanvuns y nnoga Tpucomum no 21, 13 n

18 xpomocome (cuHgpombl [ayHa, Matay, 3aBapaca) + MOHOrEHHbI 70 400
C-2 OIMPEOEITERVE PE3YC-OAKTOPA TTTTOLA no KpoBu maTtepu, npu

[OCTaBKe KpoBu B nabopaTtopuio B Te4eHue 48 4aco, UCMnonb3yeTcs

npobupka CPDA, 9 mn 13 100
C-2.2 OMNPEOEJNIEHNE PE3YC-®AKTOPA TMJTOOA no kpoBu maTtepu, npu

[O0CTaBKe KpoBU B NNabopatopuio B TeYeHne 7 aHen 15 800
P-10 B03.006.001 [lonHoe cekBeHMpoBaHME 3K30Ma 81 000
01.03.00401.03.004 MpenmnnaHTauMoHHas reHeTu4Yeckast AMarHoOCTUKa XPOMOCOMHbIX aHOMarnmm

(23 napbl xpomocom) meTogoM NGS (1 amBpuroH) 34 800
C-9.10 CekBeHupoBaHue 1 reHa metogom NGS 54 300
P-11 B03.006.001.001 |CekBeHupoBaHue no CaHrepy (1 myTaums) cembst 40 3-X YenoBek 21 000
P-12 B03.006.001.002 |CekBeHupoBaHue no CaHrepy (2 myTtaumm) cembst 40 3-X YenoBekK 34 000
P-13 B03.006.001.003 |CekBeHupoBaHue no CaHrepy (3 myTtaumm) cembst 40 3-X YenoBeK 47 000
14/1 [Hepmamonozus
14/1/1/1 O4YHble KOHCYyNbmayuu
140103 [B01.008.001 [Npuem (ocMOTp, KOHCYbTaUus) -AepMaToBeHepoiora NnepBnYHbLIN 3500
140104 [B01.008.002 [puem (ocMOTp, KOHCYNbTaLNS) -AepMaTOBEHEPOSIora NOBTOPHbIN 2 800

MaHunynsyuu (*ymoyHsilime 803MOXHOCMb MpoeedeHuUst MaHUNynsyul e KoJ-
14/1/2 yeHmpe)
140267 |[A11.01.002.003 [lNoakoxHoe BBeAeHWe nekapCTBEHHbIX NpenapaTos

PRP - Tepanus/nnasmaTtepanus,1 ceaHc 12 300
24 JlabopamopHble uccnedosaHusi
24/17 AlidxeHomukc PC
401 A27.05.071 BECTIITOAVE (TAanRE]TE [T MYRIMH W AT SKEAVIH, BRITFOYEHET TEAET,

CBSi3aHHblE C OCTAHOBKOW pa3BuUTUs aMOpuoHa, 6ecnnoanem, NpuBbIYHLIM

HeBblHaLMBaHMEM 6epeMeHHOCTUN, paHHUM UCTOLLLEHNEM SIMYHUKOB,

HapylleHMe crnepmaToreHesa u 1.4.) 47 300
221 A.10.20.001.001.0|TTPEMMIANaHTaLyoHHOE TeHETUYECKOe TECTPOBaHNE XPOMOCOMHBIX

HapyLweHuii metogoMm NGS B KpuoLmkne 3a kaxabli obpasel, Bkovast

OLIeHKY konuyectBa mutoxoHapuansHon OHK (MitoScore) PGT-A 29 700
222 A1020001 001 0 I'peENMITIaHTAUNOHHOE TEHETUHECKOE TECTUPOBAHNE XPOMOCOMHBIX

HapyweHuin metogom NGS B kpuoumkie 3a Kaxabli obpasel, BKoyam

oueHKy KonmdectBa mutoxoHapuaneHon AHK (MitoScore), B cnyvae

PobepTCoHOBCKOM TpaHcnokaumm y ogHoro 13 naptHepos PGT-A 29 700
223 A1020001 001 0 I'peNMITIaHTaUNOHHOE TEHETUHECKOE TECTNPOBAHNE XPOMOCOMHbBIX

HapyweHun metogom NGS B kpuoumkie 3a Kaxabli obpaseL, BKoYam

OueHKy KonmdecTBa mutoxoHapuaneHon [HK (MitoScore), npu

cbanacupoBaHHOW peumnpokHon TaHcnokaumm PGT-SR 36 300
24/58 'BbY3 Pecny6bnukaHckuli MeQuKo-2eHemuyecKuli yeHmp
909202 WNccneposanue dparmenHtaumm [IHK cnepmaTtosongos metogom TUNEL 12 900
21.14.00921.14.003 vnccnegoBaHue Ha kapuotun (1 Yyen.) 7 600
6.2 Anbda-amunasa (Inactasa, Amylase) 190




7.12.1 MpeHaTanbHOro CKpUHUHT Tprcomum (1 TpumecTp 6epemenHocTn 11-13

Hen.) no nporpamme ACTPANSA 2 800
909201 CopaepxaHune aHtuten knaccos IgM/IgG k COVID-19, UOA 2 500
02.02.00402.02.002 LinToreHeTn4eckoe nccrnegosaHne abopTHOro marepuana (KapnoTun) 8 300
24/16 eH-J1a6
01.03.01001.03.010 MI'T MoHoreHHoro cemenHoro 3abonesanHus (1 aMOPUOH) (AONONHUTENBHOE

vnccnegosaHne Ha aHeynnongun metogom NGS) 37 500
01.03.009401.03.009 TTT T MOHOFEHHOIro CEMEVHOTO 3abONeBaHNA (1 AMDPWOH) (GOMOSNTHUTENBHOE

uccnegoBaHve Ha aHeynnougum no xpomocomam 13,18,21,X,Y metogom Ko-

MLUP) 11 800
01.03.00401.03.008 MI'T MoHoreHHoro cemenHoro 3abonesaHns (1 aMOPUOH) (TOMNbKO cTaTyc

MOHOreHHOro 3abonesaHus) 15 500
01.03.00601.03.006 T T MOHOTEHHEIX 3300 TEBaAV TTOATOTOBNTETTEHEIN STalT. pa3paooTRa

MHAMBUAOYanbHOM TECT-CUCTEMbI (3aKa3 MapkepoB, aHanm3

WMH(OPMATUBHOCTU ANs CEMbU, UCCNEeAOBaHMe MyTauuii 3abonesaHuin)

(ogHo 3aboneBaHNe B CEMbE) 59 600
01.03.007101.03.007 [T T MOHOreHHbIX 3aboneBaHNn NOAroTOBUTENbHbIN 3Tan: pa3paboTka

MHAMBUAYanbHOW TECT-CUCTEMbI (3aKa3 MapkepoB, aHanm3

MHOPMaTMBHOCTM ANs CEMbM, UCCeoBaHMe MyTaunn 3abonesaHuin) (asa 74 600
01.03.00401.03.002 [MpeumnnaHTauMoHHas reHeTu4yeckas AMarHOCTUKa XPOMOCOMHbIX aHOManmm

(3 xpomocomsbl: 21,X,Y) metogom KO-MLIP (1 aMOpuroH) 33 400
01.03.00901.03.003 [MpenmnnaHTauMoHHas reHeTu4yeckas AMarHOCTUKa XPOMOCOMHbIX aHOManmm

(3 xpomocomsbl: 21,X,Y) metogom KO-TMLIP (3a AononHUTENbHbIN 3MOPUOH) 12 100
24/45 reHomed
02.03.00702.03.007 MonekynsipHoe kaprMoTunuposaHue aboptueHoro matepuana ONTUMA 16 400
02.04.01602.04.016 HUTC 12- HenHBasmBHbIN NpeHaTanbHbii JJHK CKpUHWMHT Ha XPOMOCOMHbIE

CUHOPOMbI,MOHOreHHble 3aboneBaHus,onpeaeneH1e nona nnoaa 44 400
02.04.01502.04.015 H/TTC 5 - JHK TEeCT Ha 5 CUHOPOMOB (Li€NbHasi KPOBb; CKPUHWHT XPOMOCOM

13, 18, 21, moHocomusa X, c-M KnarHdenbTepa; 3akrnoyeHne Bpaya -

nabopaTopHOro reHeTuKa Nno nccrnegoBaTeNlbCkoMy OTHETY) 36 200
02.04.01402.04.018 HWMNC Panorama 6a3oBas (8cMHApPOMOB) 45 100
02.04.01902.04.019 HWMNC Panorama paclwumperHas (13 cnHgpomoB) 68 300
02.04.017102.04.017 HWIC PaclumvpeHHbIn - HemHBa3uBHbIN NpeHaTanbHbI [JJHK CKPUHUHT Ha

XPOMOCOMHbIE€ CUHAPOMbI, MOHOT€HHbIE 3ab0neBaHNsi, MUKpoOAENeELMOHHbIE

CUHAPOMbI, oNpegeneHme nona nnoga 53 400
02.04.01402.04.012 HWTTC TZT (uenbHasi KpOBb, CKPUHWHT 2T XpOMOCOMbI, CMHAPOMa [JayHa,

npv ogHonnoaHon 6epeMeHHOCTH; 3akntoyeHne Bpaya - nabopaTopHOro

reHeTuKa Nno UccregoBaTenbCKoOMy OTHEeTY) 26 600
02.04.00402.04.004 onpegenexHve noma nnoga Bo Bpemsi 6epeMeHHOCTH 8 300
02.03.00§02.03.008 MonHoe cekBeHupoBaHWe reHoma abopTyca «PepTyc» (BOPCUHbI

XOpWOHa/TKaHu nnoga) 98 500
02.03.00602.03.006 MpeHaTanbHbIN XPOMOCOMHbIA MUKPOMAaTPUYHbIN aHanu3 (BOPCUHBbI

XOpMOHa/aMHMOTUYECKas! XKNOKOCTb) 23 200
9094 Jlabmed 1
9202 I'vcTonornyeckoe nccnegoBaHme 6onbLLIoro GuoncumHoro matepuana ( Ao

10 npenapaTtoB) 600
9201 IMcTonornyeckoe ncecnegoBaHne Manoro buoncuHoro matepuana ( 1

npenapar) 600
2. VIMMYHOFMCTOXMMWYECKOE UCCIEAOBAHNE -Ha3Ha4YE€HNE NCCNEO0BaHNs U

HavMeHOBaHVe BUAOB UCCNeaoBaHWI cornacyeTcs ¢ nevawmm spadom (1

aHTuTeno) 4100
24/9 Jlabopamopuss UHBUTPO
9950 B01.045.012.000.( «BpeaHble npvBbIYkM» AHANM3 MOYU Ha HUKOTWH, NCUXOTPOMHbIE U

HapKOTMYeCKNE BeLLEeCTBa, NCUXOaKTMBHbIE NeKapCTBEHHbIE NpenapaTbl

(HVUKOTMH; NCUXOTPOMHbIE Y HAPKOTUYECKNE BELLECTBA, NCUXOAKTUBHbIE

nekapcTBeHHble npenapaTtbl: MOPOUH, METAAO0H, TPAMafoH, MeTaMdeTaMUH,

amdeTtamuH, akctasn-MDMA, dbeHumMknnanH, kokanH, D-nponokcndeH,

MapuxyaHa-kaHabuHoungpl - 11-Hop-A9 TeTparngpokaHHabuHormn-9-

kapboHoBas kucnota THCA, ¢peHobap6uTan, umknobapburan, 6apbamun,

amobapbuTan, 6ytabapbuTtan, cekobapbuTan, doeHasenam, guasenam,

Hopaumasenam, okcasenam, Temasenam, a-rmapokcuanbnpasonam, KogewH, 5900
1603 A09.05.221 1,25(0H)2D3 — 1,25-anrnapokcmBmutamud D3 4100
1303HEL|A07.16.006 3C-ypeasHbivi gbixatenbHbii TecT ("*C-YOT, 13C-Urea Breath test, UBT).

BbisiBnieHve nHdpekunn Helicobacter pylori 3400
156 B03.016.022 17-KC B moye (17-keTocTepounabl) 3 600
154 A09.05.139 17-OH nporectepoH (17-0MM) 600
928 A09.05.235 25-OH ButammH D 1900
6830M6 |A09.05.118 Alternaria alternata (m6) IgE, ImmunoCAP 1200
6846M22|A09.05.118 Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 3100
1495 A26.06.018.003.0]Anti-cHSP60-IgG (AHTUTEna knacca IgG k 6enky Tennosoro woka Chlamydia

trachomatis) 1000
6831M3 |A09.05.118 Aspergillus fumigatus (m3) IgE, ImmunoCAP 1200
1280 A09.05.232 CA- 242 (yrneBogHbi aHTUreH CA- 242, onyxonesbin mapkép CA- 242,

Tumor marker CA -242) 1600
626 A09.05.118 Candida albicans (M5) 850
6833M5 |A09.05.118 Candida albicans (m5) IgE, ImmunoCAP 1 300
4193 A12.06.001.002 [CD4+ T-numdoumntbl, % 1 abcontoTHoe konuyectso (T-xennepsbl, CD4+ T-

cells, Percent and Absolute) 2 000
6834M2 |A09.05.118 Cladosporium herbarum (m2) IgE, ImmunoCAP 1 300
167 A09.05.247 Cyfra-21-1 (PparmeHT LinTokepatmHa 19) 1700




166 A09.05.299 Ca 72-4 (YrneBogHbIi aHTureH 72-4, CA 72-4) 1200
164 A09.05.051.001 [D-Anmep 1200
6633 A09.05.118 Dermatophagoides farinae, 1gG 1050
6634 A09.05.118 Dermatophagoides microc., 1gG 1050
6632 A09.05.118 Dermatophagoides pteron., 1gG 1050
73 A26.06.036.001 [HBsAg, kadecTBeHHbI TecT (HBs-aHTWreH, NoBepXHOCTHbIN aHTUreH BUpyca

renatuta B, «aBCTPanUNCKUIA» aHTUreH) 600
87 A26.06.036.002 |HBSAQ, KONMUecTBeHHbIV TeCT (Hepatitis B surface antigen, HBS-aHTUTEH,

NMOBEPXHOCTHBIN aHTUreH BUpYca renatuta B, «aBcTpanunckumn» aHTureH,

KOJTMYECTBEHHBIN TECT) 2 400
74 A26.06.035 HBe-aHTureH Bupyca renatnta B (HBeAg) 950
177 A26.06.033.000.0)Helicobacter Pylori IgA (AHTuTena knacca IgA k Helicobacter pylori) 1200
51131 X| A08.30.013.001.09 HERZ/neu akcnpeccust (HERZ-cTaTyc, UMMYHOrMCTOXMMUYECKOE

nccneposaHune, UIMX; HER2 status immunohistochemistry, IHC)

(buomaTepman hrKkCcMpoBaHHbIN B NnapadHOBOM Grioke) 10 500
51121 X| A08.30.013.001.0] HERZ/neu akcnpeccust (HERZ-CTaTyC, UMMYHOrMCTOXMMUYECKOE

uccneposaxue, NIMX; HER2 status immunohistochemistry, IHC)

(buomaTepman hrKCMpoBaHHbIN B dhopmManmMHoBoM bydepe) 10 500
67 A09.05.054.001 [IgE obwmin (MmmyHornobynud E obwwmn, IgE total) 600
5111 X|A08.30.038.000.0] N-07 (MIB-T] SRCNPECCHH, MMMyHOTVICTOXUMAYECKOE CCITE0BaRNE (OLeHRa

nponudepaTmMBHON akTUBHOCTK Mo akcnpeccum Ki-67 (MIB-1); Ki-67 (MIB-1)

by Immunohistochemistry, IHC) (buomaTtepuan ¢pukcMpoBaHHbIii B

dopmanmHoBom bydepe) 9 600
5222 X|A08.30.038.000.04 N-07 (MIB-T] SRCNPECCYS, MMMyHOTVICTOXMMAYECROE NCCITE0BaRIE (OLeHRa

nponudepaTMBHON akTUBHOCTK Mo akcnpeccum Ki-67 (MIB-1); Ki-67 (MIB-1)

by Immunohistochemistry, IHC) (buomaTepuan ¢pukcMpoBaHHbIi B

napadguHoBoM 6110ke) 9 600
6863M227 Malassezia spp. (m227) IgE, ImnmunoCAP 1 300
76011 N-auetuntpacdepasa 2 (reH NAT2) 3100
161 A09.05.161 PAPP-A (AccounmpoBaHHbI ¢ 6epeMeHHOCTBI0 NPOTENH-A NnasMbl,

Pregnancy-associated Plasma Protein-A, MAIIM-A) 950
6832M1 |A09.05.118 Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1 300
6802PH |A09.05.118 Phadiatop ImmunoCAP, IgE 2 800
6801PI |B03.002.004 Phadiatop Infant ImmunoCAP, IgE 3900
15RH A12.05.007.001.0JRh (C, E, c, e), Kell — deHoTnupoBanue (Rh C, E, c, e, Kell phenotyping) 1100
1296 A09.05.298 SCC (aHTUreH nnocKOKNEeTO4YHOM KapumHoMbl, Squamous cell carcinoma 4 200
1647 ST2 pacTtBopuMbIl (soluble ST2, sST2) 4 400
CIoPT1 Supersport basoBbil 3200
CIOPT2 Supersport OnTuManbHbIf 7 800
CIOPT3 Supersport [poaBuHYTLIN 11 700
196 A09.05.097.000.0] T-Uptake (TvpokcuH cBs3biBatoLasi CnocobHOCTb CbIBOPOTKM UMW Nnasmbl

yenoseka; Thyroid uptake) 1050
OBC84 TORCH-uHdbekuumn 4 400
1297 A09.28.054.000.0]UBC (aHTureH paka Mo4eBOro ny3sbipsi, MICCrejoBaHne pacTBOPUMbIX

dparmeHToB LUmTOKepaTMHOB 8 1 18 B Mmo4e) Urine Bladder Cancer Antigen 3400
OBC95 VIP-o6cnenosaHve Ans XXeHWwmH 16 400
OBC96 VIP-ob6cnegoBaHve ans My>YuH 16 400
203 A09.05.297 B-Cross laps (C-koHUeBble Tenonentuapl konnareHa | Tmna, npogykT

Jerpagaunmn konnareHa B pe3ynbtaTe KOCTHOM pe3opbLmmn) 1 600
208 A09.05.245 B2-mukpornobynuH (B kposu) (Beta-2 microglobulin, serum) 1600
7803ABC|B03.019.027.001.3AbuoTtpodus cetyatkm, Tnn Ppandyeckett, reH ABCA4 y.m. 17 100
66632 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, 1700
66605 ABokapo (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE,

ImmunoCAP) 1700
404 ALEHOBUPYC PECNMPATOPHEIN, BEIABIIEHNE aHTUTEHA B PpECNPATOPHOM

TpakTe, nmmyHoxpomatorpadusa (Adenovirus, respiratory infection, One step

rapid immunochromotographic assay, antigen) 1500
7624SLC|B03.019.027.000.( AkpoaepmaTuT aHTeponatuyeckuin, SLC39A4 m. 48 500
100 A09.05.067 AKTI (AOpeHOKOPTMKOTPOMHbIA FOPMOH, KOPTUKOTponuH, Adrenocorticotropic

Hormone, ACTH) 750
1311 A12.06.001.011 |AktmBMpoBaHHble numdountbl (CD3+HLA-DR+, CD3-HLA DR+) 3 300
844 A09.05.122.000.0] AKTMBHOCTb @aHrMOTEH3MH-NpeBpaLLlatoLLero oepmeHTa cbiBOpoTku, AP

(gnarHocTuka capkongosa) 3300
1317B12 [A12.06.060.000.0] AKTMBHbIN BUTamuH B12, NonoTpaHckobanamuH (Active-B12,

Holotranscobalamin) 2 300
8 A09.05.042 AnAT (AT, AnaHMHamnHoTpaHcdepasa, anaHMHTpaHcamuHasa, SGPT,

Alanine aminotransferase) 220
OBC98 Anneprus Ha XXUBOTHbIX, Mblf1b, MIIECEHb 11 100
OBC99 Anneprnsa Ha NULLIEBbIE MPOAYKThI 15 800
OBC100 Anneprus Ha nieceHb 3700
OBC101 Anneprus Ha pacTeHus 7900
1881 [B03.002.004 Anneprounn ALEX2 (Allergy Explorer 2), go 300 anneprotectoB 29 800
1308ISAC Anneprounn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip

ImmunoCAP ISAC, 112 allergic components) 45 500
140 A12.05.008 ANnoMMMYHHbIE aHTUTENA (BKNoYasa aHTuTena K Rh-aHtureny) 700
7804TYR|B03.027.045.000.0 Anb6WUHM3M rna3okoXHbIn, reH TYR m. 30 400
10 A09.05.011 AnbbymuH (Albumin) 280
95 A09.28.003.001.0]Anb6ymuH (Albumin) 280




95110 |A09.28.006.000.0JAI0YMUH/KpEaTUHUH-COOTHOLLIEHWE B Pa30BOW NOPLIMA MOYMN (OTHOLLEHWE

anbbymmnHa K KpeaTVHUHY B pa3oBoi nopuum moun) (Albumin-to-creatinine

ratio, ACR, random urine) 850
205 A09.05.069 AnbgoctepoH (Aldosterone) 850
1302ARR[A09.05.121.000.0] AnbaocTepoH-peHnHoBoe cooTHoweHne (Aldosterone-Renin Ratio, ARR) 5 300
1533A1A]A09.05.073.000.04 Anbdha-1-aHtutpuncuH B kane (Alpha-1-Antitrypsin, Feces) 3000
1200A1A1A09.05.073 Anbda-1-aHTuTpuncuH, koHueHTpauus (A1AT, Alpha-1-Antitrypsin

concentration, A1-Antitrypsin, A1A, AAT) 2 400
832A1A |A09.05.073.000.0]Anbda-1-aHTutpnncmH, deHotnnmposaxme (Alpha-1-Antitrypsin Phenotyping) 4 400
1210 A09.05.241 Anbda-2-makpornobynuH (alpha-2-macroglobulin, a2-Macroglobulin, A2M, 600
11 A09.05.045 Anbda-Amunasa (dnactasa, Alfa-Amylase) 220
108 A09.28.027.000.0]Anbda-Amnnasa (nopumnoHHas moya/ cytoyHasa moya) (Ouactasa, Amylase,

urine/24-h urine) 410
12 A09.05.180 Anbda-Amunasa naHkpeatudeckas (Pancreatic Alfa-amylase, P-

M30hePMEHT amMmnashbl) 310
6806F76 |A09.05.118 Anbda-nakrtanbbymmH (nBos d4) (f76) IgE, ImmunoCAP 1400
92 A09.30.002.000.0JAnbda-deTonpotenH (API, alfa-Fetoprotein) 520
1004 A09.01.012 AntomuHun (Aluminum, hair; Al) 1600
1076 B03.045.024.004.7 AntomuHun (Aluminum, nail; Al) 1600
881 A09.28.071 AntomuHun (Aluminum, urine; Al) 1600
6814W23A09.05.118 AmBpo3us Bbicokasl, nonbiHonncTHas, nAmb a1 (w230) IgE, ImmunoCAP 3100
1050 A12.06.078 AMUKCUH 1600
777774T7(B03.019.001.000.(AHanu3 Bcex cneLuuduyecknx abeppauun Ha napauHOBbLIX Cpe3ax

(rmcToFISH, konny.) (Analysis of all specific aberrations on paraffin slides

(FISH Histology, quantitative)) 23 300
777751P |A27.30.099.000.14AHanun3 geneunn 12p (FISH, konwny.) (Analysis of 12p deletion (FISH,

guantitative)) 16 900
777752Q]A27.30.099.000.1¢AHanu3 geneunn 20q (FISH, konuny.) (Analysis of 20q deletion (FISH,

guantitative)) 16 900
777754THA27.30.099.000.14AHanu3 geneuunn TP53 reHa (FISH, konuy.) (Analysis of TP53 gene deletion

(FISH, guantitative)) 16 900
777791THA27.30.099.000.05 AHanu3 geneuunn TP53 reHa (FISH, konuy.) (Analysis of TP53 gene deletion

(FISH, guantitative)) 16 900
159MPO |A26.19.011 AHanus kana Ha npocterwune (PRO stool) 700
1594 [A26.19.010 AHanns kana Ha siila renbMUHTOB (anua rmncTtos, helminth eggs) 440
777792DI A27.30.099.000.0]AHaN”"3 MOHOCOMWW, AENeLmnn 13 XpOMOCOMbI — (del(T3), -T3) (FTSH, Koru4.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,guantitative)) 16 900
777758DI1A27.30.099.000.07AHanu3 MoHocomuu, aeneummn 13 xpomocombl — (del(13), -13) (FISH, konn4.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative)) 16 900
777739 |A27.05.013.000.0]1AHanu3 mytaumun n geneuun B reHe MPL (INLP, kay.) (Analysis of MPL gene

mutations, deletions, (PCR gualitative)) 7 600
777738 |A27.05.061.000.0]AHanun3 mytaumn B 12 ak3oHe JAK2 reHa (MNLP, kau.) (Analysis of JAK2 Exon

12 mutations (PCR gualitative)) 7 600
7653 A27.30.008.000.0]AHanu3 mytaumi B reHe BRAF (V600E) (MLIP, kay) 8 300
777740 |A27.05.013.000.04AHanu3 mytaumn, geneuunn, nHcepunn B reHe CALR (MLUP, kay.) (Analysis of

CALR gene mutations, deletions, insertions, PCR, gualitative) 7 600
777733 |A27.30.069 AHann3 OTHOCUTENBHOW aKcnpeccun rena BCR/ABL -konvyecTBeHHasd RQ

MUP (MUP B peanbHom BpemeHu, konudy.) (Analysis of the BCR/ABL relative

expression, RQ-PCR, guantitative) 7 600
7654 A27.30.099.000.0¢ AHanu3 nepectpoek 1 xpomocombl (FISH, konuny.) 8 300
7777473(A27.30.099.000.04 AHanu3s nepectpoek 3q (FISH, konun4.) (Analysis of 3q rearrangements

(FISH, quantitative)) 16 900
777753Q]A27.30.099.000.1]AHanu3 nepectpoek 5 xpomocombl (FISH, konnd.) (Analysis of chromosome

5 rearrangements (FISH, quantitative)) 16 900
777748Q|A27.30.099.000.14{AHanu3 nepectpoek 7 xpomocomsl (FISH, konud) (Analysis of chromosome 7

rearrangements (FISH, quantitative)) 16 900
777761A1A26.19.011.000.0]AHann3 nepectpoek ATM reHa (FISH, konuny.) (Analysis of ATM gene

rearrangements (FISH, quantitative)) 16 900
777767B{A27.30.099.000.04AHETM3 EPECTPOEK BLLZ TEHA

t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konwn4.) (Analysis

of BCL2 gene rearrangements

1(14:18)(932;921),t(2;18)(p11;921),t(18;22)(g21;g11) (FISH, quantitative)) 16 900
777773B(B03.019.001.000.( AHanu3 nepecTpoek BCLZ reHa Ha napaguHOBbIX cpe3ax (rMCcTokFISH,

konuu.) (Analysis of BCL2 gene rearrangements on paraffin slides (FISH

Histology, quantitative)) 23 300
77775513 A27.30.099.000.1(AHanun3 nepectpoek IGH reHa (FISH, konuy.) (Analysis of IGH gene

rearrangements (FISH, quantitative)) 16 900
777749M|A27.30.099.000.04 AHanu3 nepectpoek MLL reHa (FISH, konny.) (Analysis of MLL gene

rearrangements (FISH, quantitative)) 16 900
777765M|A27.30.084 AHanu3 nepecTtpoek MYC reHa ( 1(8;14)(q24;932)-1(Z;8)(p11,924), (8

;22)(924;911)) (FISH, konuy.) (Analysis of MYC gene rearrangements

(t(8;14)(g24;932)-t(2;8)(p11;924), t(8 ;22)(q24;g11) (FISH, guantitative)) 16 900
777764B(A27.30.099.000.0§ AHann3 nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konwnuy.) (Analysis of

BCL- 6 gene rearrangements (der(3)(g27) (FISH, quantitative)) 16 900
7777718(B03.019.001.000.(AHanu3 nepectpoek reHa BCL- 6 (der(3)(qZ7)) Ha napa®WHOBLIX Cpe3ax

(TncToFISH, konwny.) (Analysis of BCL- 6 gene rearrangements (der(3)(927))

on paraffin slides (FISH Histology, quantitative)) 23 300
777735 [A27.30.013.000.0]AHanu3 nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of gene

rearrangements FGFR1 (FISH, quantitative)) 16 900




777736 |A27.30.013.000.04AHanu3 nepectpoek reHa PDGFRB(FISH, konuy.) (Analysis of gene

rearrangements PDGFRB (FISH, quantitative)) 16 900
HBEO2 B03.016.018 AHanu3 cnexkTpa opraHM4Yecknx KUCAOT MOYM METOAOM ra3oBou

xpomartorpadum ¢ macc-cnekrpometpuen (FX/MC) 19 500
777757T(A27.30.110.000.01AHanun3 TpaHcnokaumm t(11;14)(q13;932) (FISH, konuy.) (Analysis of

translocation t(11;14)(q13;032) (FISH,quantitative)) 16 900
777790TdB03.019.001.000.AHanun3 TpaHcnokauuv t(11;74)(qT13;q32) Ha napadMHOBLIX Cpe3ax

(rucToFISH, konny.) (Analysis of translocation t(11;14)(q13;932) on paraffin

slides (FISH Histology, quantitative)) 23 300
777763T(A27.30.111 Ananua TpaHcnokaumm t(11;18)(q21;921) (FISH, konun4.) (Analysis of

translocation £(11;18)(g21;g21) (FISH, quantitative)) 16 900
7777591 A27.30.110.000.04 AHanus TpaHcnokauun t(14;16) (IGH/MAFB) (FISH, konuny.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 16 900
7777931F A27.30.110.000.04 AHanus TpaHcnokauun t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 16 900
777766T(A27.30.099.000.04AHanu3 TpaHcnokauum t(2;5)(p23;935) (FISH, konny.) (Analysis of

translocation t(2;5)(p23;935) (FISH, quantitative)) 16 900
777772T1B03.019.001.000.(AHanu3 TpaHcnokauun 1(2;5)(pZ23;q35) Ha napadrHOBEIX cpe3ax (TMcToFISH,

konuu.) (Analysis of translocation t(2;5)(p23;935) on paraffin slides (FISH

Histology, quantitative)) 23 300
777756 THA27.30.110.000.04 AHanu3a TpaHcnokauwmm t(4;14)(p16;932) (FISH, konun4.) (Analysis of

translocation t(4;14)(p16;032) (FISH, quantitative)) 16 900
777762Q|A27.30.099.000.14AHan13 tpucommmn 12 xpomocomsl (+12) (FISH, konny.) (Analysis of

chromosome 12 trisomy (FISH, quantitative)) 16 900
777734 |A27.30.032 AHanus xumepHoro reHa BCR-ABL (FISH, konuud.) (Analysis of chimeric

gene BCR-ABL, FISH, quantitative) 16 900
777732 |A27.05.017.000.03AHanmM3 xumepHoro reHa BCR/ABL - 1(9;22), onpenenexnne Ttvna

TpaHckpunta BCR/ABL reHa - MNMUP, kadecTs. (Analysis of chimeric gene

BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript type, PCR, 3100
777744CIA27.30.089 AHanun3 xumepHoro reHa CBFB/MYH1- inv(16),t(16;16) (MNLP, ka4) (Analysis

of chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, qualitative)) 3100
777746E]A27.05.017 AHanu3 xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kay.) (Analysis of

chimeric gene E2A/PBX1 - 1(1;19) (PCR, qualitative)) 3100
777737 |A27.30.013.000.0(AHanu3 xumepHoro reHa FIP1L1/PDGFRa(FISH, konuy.) (Analysis of

chimeric gene FIP1L1/PDGFRa (FISH, quantitative)) 16 900
777745M[A27.05.017.000.04 AHanua xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of chimeric

gene MLL/AF4 -t(4;11) (PCR, gualitative)) 3100
777742PIA27.30.090 AHanun3 xumepHoro reHa PML/RARa -t(15;17) (MLP, ka4.) (Analysis of

chimeric gene PML/RARa -t(15;17) (PCR, qualitative)) 3100
777743RIA27.30.088 AHanun3 xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MUP, kay.) (Analysis of

chimeric gene RUNX1/RUNX1T1 -1(8;21) (PCR, qualitative)) 3100
OBC45 (1601) AHanusbl Ansa getckoro caga v wkonbl (1601) 3000
6903F21(A09.05.118 AHaHac (f210) IgE, ImmunoCAP 1 300
677 A09.05.118 AHaHac, IgE (Food - Pineapple, IgE, F 210) 900
6672 A09.05.118 AHaHac, IgG 1050
170 A09.05.147 AHppocTenanon rnokypoHna (Androstanediol glucuronide , 3-alpha-diol-G) 1900
195 A09.05.146 AngpocTteHanoH (Androstenedione) 900
325OYPO A26.21.036.001.03 AHOPOMIIOP UKPUH, NCCIiEqOBaHNE MUKPO@JI0Pbl YPOTE€HUTAalTIbHOIo TPakKkTd

MYXXYMH B COCKODE anuTennanbHbIX KNeTOK YPOreHUTanbHoro TpakTta

(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s

urogenital tract microbiocenosis in the epithelial scrapes from the balanus, 2 900
315OYPO A26.21.036.001.04 AHOPOMIIOP, nccrieqoBaHne MMKpPO@J10pbl YPOTE€HUTAlTIbHOIO TPAKTd MYXHYUNH

B COCKOOE anuTennanbHbIX KNeTOK YPOreHUTanbHOro Tpakta

(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital

tract microbiocenosis in the epithelial scrapes from the balanus, urethra) 3500
7881RPS|B03.019.027.001.4AHemusa JanmoHaa-bnekdeHa, reH RPS19 m. 30 400
1144 A09.05.225 AHTU-Mionnepos ropmoH (AMIT, AMH, anti-Mullerian hormone, MIS,

Mullerian Inhibiting Substance) 1600
1412 A09.05.186.000.04 AHTK-Xa akTnBHOCTb, ME/Mn (TenapuH, koHueHTpauusa, ME/mn), Anti-Xa

activity, IlU/ml (Heparin concentration, |U/ml) 1900
953 A12.06.002.000.0]AHTuHepoHanbHble aHTUTeNa (nanH-6not : Hu (ANNA 1), Yo-1 (PCA1),

CV2, Ma2, Ri (ANNA2), amdudunsunt), IgG 7 900
1584AN [A12.06.002.000.04AHTUHENPOHanbHble aHTUTENa, IgG, meTon HenpsiMon

nmmyHodpnyopecueHumn (Neuronal antibodies, 1gG, Indirect 4 700
821 A12.06.053 AHTUHENTPOMUIBHBIE LMTONNa3MaTUIECKME aHTUTENa, IgG, NaHenb

(aHTUTEna K aHTUreHaMm: npoTenHasa 3,Muenonepokcuaasa, anacrasa,

katencuH G, 6enok BPI, naktodeppuH, nusoumnm) 4 700
827 A12.06.057.000.09 AHTVAIHYKNE€apHbIe aHTTena, AIMMYHODIIOT (pas3fernsHo sm, RNP/Sm, SS-A

(60 kOa), SS-A (52 k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA,

Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy) 4 800
125 A12.06.057.000.04AHTMHYKNeapHble aHTuTena, ckpuHuHr, UPA (AAA, aHTusaepHble aHTuTena,

antinuclear antibody, ANA), IgG 700
1267 A12.06.057.000.0 AHTAHYKNE€apHbIn aktop, HEp-Z cybctpaTr (AH®, TUTPLI, aHTUHYKeapHbIe

aHTUTEna MeTogoM HenpsiMon MMMyHodtoopecLeHLMN Ha npenapatax HEp-

2-knetok; ANA IF, titers) 1 800
1500 A09.05.238.000.0]AHTnokcngaHTHeIn ctatyc (Total antioxidant status, TAS) 1000
223 A12.06.028.000.0JAHTucnepmansbHblie AT (B kpoBu) (Anti-Spematozoa antibody, serum) 1400
224 A12.06.028.000.04AHTucnepmansHbie AT (B cnepme) (Anti-Spematozoa antibody, seminal 2 000
1269 A26.06.043 AHTUTENa K BUpycy renatuta D (anti - HDV total) 1400
79 A26.06.041.002 [AHTuTena k Bupycy renatuta C knacca IgM um IgG (anti - HCV total)** 500
237 A26.06.121.000.0JAHTuTENa Knacca IgG k aHTMreHam ackapug (anti-Ascaris 1gG) 600




1208 A26.06.087.000.0]AHTMTENA KNacca IgG k T-numdoTponHoMy BUpYCYy Yenoseka Tuna 1 m 2

Tuna (Human T-Lymphotropic Virus Types I/Il) (anti-HTLV (1 u 2 Tunos) IgG) 1 400
837 A09.05.075.000.04 AHTnTena k C1q dakTopy komnnemeHTa, IgG 1700
202CM>K|A12.06.020.000.04AHTuTena k GAD (rnytamataekapbokcunase), IgG, nuksop (Anti-GAD

(glutamic acid decarboxylase), 1gG, CSF) 3000
1286 A12.06.020.000.04AHTnTtena k GAD / |A-2 cymmapHo 2 300
78 A26.06.040.002 |AHTUTEna Kk HBs-aHTUreHy Bupyca renatuta B (anti - HBs) 1050
77 A26.06.038 AHTUTEena k HBe-aHTureHy Bupyca renatuta B (anti - HBe) 900
1581CM> A12.06.064.000.04AHTuTeNa k LGI1 n CASPR2 (koMNOHEHTbI KOMNMEKca KanmeBblX KaHanos),

1gG, nuksop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF) 8 700
1581CB |A12.06.064.000.0]AHTUTENa K LGIT 1 CASPRZ (KOMMOHEHTHI KOMMIEKCa KallMeBbIX KaHarloB),

IgG, cbiBopoTka kposu (VGKC-associated proteins LGI1 and CASPR2

antibodies, serum) 8 700
954 A12.06.064.000.0]AHTUTENa K NMDA (M-meTun-D-acnapTar) rinytamaTHOMY peLentopy,

cymmapHo IgA, 1gG, IgM 6100
954CM>K|A12.06.064.000.04 AHTuTena k NMDA rnytamaTtHomy peuentopy, IgG, onpeaeneHue B nMksope

(aHTM-NMDAR IgG, N-methyl-D-Aspartate Receptor Antibodies, CSF) 4 300
293 A26.06.077.000.04AHTuTena k Salmonella gr.E, PII'A (Salmonella gr.E antibodies, IHA) 850
936 A12.06.068.000.0]AHTUTENa Kk akBanopuHy 4, cymmapHo IgA, 1gG, IgM (lanarHocTuka

HenpoonTukommnenuta, NMO) 4 000
1341 A12.06.065.000.04 AHTuTena k aHHekcuHy V, IgG (Annexin V antibody, aAnV, 1gG) 1800
1342 A12.06.065.000.0JAHTuTena k aHHekcuHy V, IgM (Annexin V antibody, aAnV, IgM) 1800
299 A26.06.120.000.0JAHTuTENa K aHTUreHam Kutawnckon asyyctku Clonorchis sinensis IgG 1700
297 A26.06.121.000.04AHTuTENa K aHTUreHam Hematog poga Anisakis 1gG 1 300
1289 A12.06.059.000.0]AHTuTENA K acmnanornmkonpotemHosomMy peuentopy (anti-ASGPR) IgG 2 300
803 Al12.06.074 AHTUTENA K aUEeTUNIXOJIMHOBOMY PELIENTOPY, CYMMapHbIe 7900
1532AMH A12.06.020 AHTUTena K auMHapHbIM KNneTkaM nompkenyaodHon xenesbl, IgG 1 IgA

CYMMAapPHO (@HTuTena K 9K30KPMHHOW YacTu NOAXeNy4oYHOW Xenesbl,

Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB) 1700
807 A12.06.009.000.0]AHTMTENA K BasanbHon MembpaHe knybo4koB noyek, IgG 2 300
809 A12.06.044.000.0]AHTuTENa K 6asanbHo membpaHe koxu (BMZ), IgG 3300
1330 A12.06.057.000.14AHTuTena k 6enky BP180, IgG 3300
1331 A12.06.044.000.04AHTuTena k 6enky BP230, IgG 3300
1284 A12.06.051 AHTUTENA K beTa-Z-TNMKONPOTENHY 1, CyMMapHbie 1gG, TgA, TgM

(aHTuTEna Kk B2 -rnukonpoTenHy 1, anti-B2-glycoprotein 1 antibodies, anti- $2-

GP1, total) 1800
1664 AHTUTENA K BUpYCY nonuomuenuta 1-ro u 3-ro tunoe (Anti-Poliovirus

serotypes 1, 3, 1gG) 2 300
68 A26.06.049.001 [AHTuTtena k BUY 1/ 2 n antured BUY 1/ 2 (HIV Ag/Ab Combo)** 440
817 A12.06.026.000.04 AHTuTENa K BHYTPEHHeMY dakTopy Kactna, IgG 2 300
938 A12.06.030.000.04AHTuTENa K raHrnno3ngam (namH-6not: GM1; GM2-GM3-GM4; GD1a,

GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdaTtngpl), cymmapHo 1gG un IgM 7900
1665 AHTUTENa K remodunbHoN nanoyke Tuna b, IgG (AHTUTena knacca IgG K

nonupubosunpubutondgocdary) (polyribosylribitolphosphate, PRP)

(Haemophilus influenzae tnna b (HiB), anti-PRP Haemophilus influenzae b 2900
806 A12.06.025.000.0]AHTuTena k rmagkon myckynatype (SMA), cymmapHo IgA, I1gG, IgM 2100
202 A12.06.020.000.04AHTuTENa K rmyTamataekapbokcunase (GAD), 1IgG 2 400
270 A12.06.055.000.0]AHTUTENA K AleaMnaNPOBaHHbIM nenTuagam rmyaguHa IgG 1800
271 A12.06.055.000.04AHTUTENA K AeaMUAMPOBaHHLIM NenTngam rmuvaauHa, IgA 1800
1298 A12.06.051.000.04 AHTnTENA K AecmornenHy 1, 1IgG 3300
1299 A12.06.051.000.04AHTMTENa K AecmornenHy 3, 1IgG 3300
813 A12.06.051.000.04 AHTMTENa K Aecmocomam anvgepmunca (ADA), IgG 3300
855 A26.06.104.000.0]AHTuTENa K ANdTepunHomy aHaTtokcuHy, IgG (anti-Diphtheria Toxoid IgG) 1700
1586ADNA12.06.010.001.04JAHTUTENa K ACLJHK B CIBOPOTKE KPOBW, NOATBEPXKAAIOLLNNA TECT C

ucnonb3oBaHueMm cybctpata Crithidia luciliae, IgG, meTogom Henpsmon

nMmmyHodnroopecueHumu (Crithidia luciliae indirect fluorescent test (CLIFT)) 1800
200 A12.06.039.000.0]AHTUTENA K MHCYNVUHY, I1gG 1600
969 A12.06.029.000.04 AHTuTena K kapamonununy, IgG (Cardiolipin Antibody, 1gG) 1800
968 A12.06.029.000.0]AHTuTENa K KapanonunuHy, IgA (Cardiolipin Antibody, IgA) 1800
997 A12.06.029.000.04 AHTUTENa K kapanonunudy, IgM (Cardiolipin Antibody, IgM) 1900
967 A12.06.029 AHTUTENa K kapanonunuHy, ckpuHuHr (Cardiolipin Antibody, cymmapHo IgA,

IgM, IgG) 1800
965 A12.06.063 AHTUTENA K KepaTuHy, IgG 3100
1637 A09.05.054.000.04AHTuTENa K KopoHaBupycy SARS-CoV-2 (HykneokancugHomMy 6ernky), 1gG,

30660TT 700
1641 A09.05.054.000.04 AHTuTENa K kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 1300
1641/37 AHTuTEna Kk KopoHasupycy SARS-CoV-2, IgM u IgG (B T.4. onpeaeneHue IgG

- Abbott) 1500
1538 A12.06.021.000.0]AHTMTENA K MMenuHy I1gG, meTog HenpsiMon nMmyHodntoopecueHumn (Anti-

myelin antibody, 19G, IF) 2100
823 A12.06.037.000.04 AHTUTENa K Mnenonepokcuaase (MPQO), IgG 1700
819 A12.06.036.000.04 AHTUTENA K MUKpOocoMam nedeHn u nodkm (LKM-1), cymmapHo IgA, 1gG, IgM 2 200
804 A12.06.035.000.04 AHTUTENa K MUTOXOHAPUSAM (AMA), cymmapHo IgA, I1gG, IgM 2100
1332 A12.06.062.000.0]AHTMTENA K MOANLMMPDUPOBAHHOMY LIUTPYNNIMHNPOBAHHOMY BUMEHTUHY (aHTUW-

MCV), IgG 2100
1585MUYA12.06.025.000.0] AHTUTENA K MbILLEYHO-CNELndUIecKon TMpo3nHkuHase (aHT-MuSK) B

cbiBopoTke kpoBHu, (Muscle-specific tyrosine kinase (MuSK) antibody) 7 800
1582CB |A12.06.002.000.04AHTUTENA K HEMPOHaNbHBLIM peLienTopam U cuHanTuyeckum 6enkam (NMDA-,

LGI1, CASPR2, AMPA1-, AMPA2-, GABAB1-) 19 300
956 A12.06.061.000.04 AHTUTENA K HYKNeocoMawm, 1gG 1700




201 A12.06.020.000.0]AHTUTENa K OCTPOBKOBLIM (6€Ta-) KneTkam nogxenynoyHown xenessl (ICA),

1gG, MeToa HeNpsIMON UMMYHOMNIOOPECLIEHLIMM Ha cpe3ax TKaHU MK enesbl 2100
805 A12.06.026.000.0]AHTUTENA K NapueTanbHbiM knetkam xenyaka (PCA), cymmapHo IgA, 1gG, 2100
955 A12.06.053.000.0]AHTuTENa K npoTenHase 3 (PR3), IgG 1700
971 A12.06.026.000.04 AHTuTena K petukynudy (ARA), cymmapHo IgA n gG 1800
1582 A12.06.064.000.04AHTuTENA K peLenTopam 1 cuHanTudeckum benkam HenpoHoB (NMDA-, LGI1-

, CASPR2-, AMPA1-, AMPA2-, GABAB1-) 19 500
822 A12.06.035.000.04AHTnTena K peuentopy doccdonmnasbl A2, (PLA2R), cymmapHblie 1gG, IgA, 3700
1336 A12.06.026.000.04 AHTuTena k caxapomuueTtam (ASCA), IgA (gnarHocTtuka 6onesHu KpoHa) 1700
1335 A12.06.026.000.04 AHTuTena k caxapomuuetam (ASCA), 1gG (amarHocTtuka 6onesHn KpoHa) 1700
815 A12.06.023.000.0]AHTUTENA K cepaedHon myckynatype (mvokapay), lgG 1900
937 A12.06.025.000.04 AHTUTENa K ckeneTHbIM Mblwiuam (ASMA), 1gG 1700
1287 A12.06.033 AHTUTENa K CTEPONANPOAYLIMPYIOLLMM KNeTKam HaZno4YeyHnka, cyMMapHo Ig

A, lgM, 1gG 1700
1290 A12.06.071.000.0JAHTUTENA K CTEPONANPOAYLMPYIOLLINM KNeTKaM sindka, cymmapHo Ig A, IgM, 2 300
876 A26.06.105.000.0JAHTUTENA K CTONOHAYHOMY aHaToKcuHy, IgG (anti-Tetanus Toxoid IgG) 1700
57 Al12.06.017 AHTUTENa K Tupeornobynuny (AT-TI, anti-thyroglobulin autoantibodies) 650
58 A12.06.045 AHTUTENa K TupeonaHou nepokcugase (AT-TIO, MrukpocomanbHble

aHTuTena, anti-thyroid peroxidase autoantibodies) 600
1285 A12.06.020.000.0]AHTUTENA K TUpPO3UHGocdaTase (IA-2) 2 300
1282 A12.06.056.000.04AHTMTENA K TKAHEBOW TpaHCcrnlTamnHase, IgA (tissue transglutaminase

antibody (tTG) IgA) 1 800
1283 A12.06.056.000.0]AHTMTENA K TKAHEBOW TpaHcrnoTamnHase, IgG (tissue transglutaminase

antibody (tTG), 1gG) 1800
1209 A12.06.071 AHTUTENa K TKaHW sinYHKKa, cymmapHo Ig A, IgM, IgG (aHTnoBapuanbHble

aHTuTena, Anti-Ovary antibody, Ovarian antibody, total) 2 400
973 A12.06.013.000.0JAHTUTENA K TPpOMOOUMTaM IgG, HenpsiMon TecT 4 500
1340 A12.06.075.000.0]AHTMTENA K bocdhaTManncepmH-NpoTPOMONHOBOMY KOMMIEKCY, CYMMapHbIe

I9G, IgM 1900
966/74 |A12.06.075 AHTUTEna K dochatunguncepuny IgG/IgM (Anti-

phosphatidylserine/prothrombin antibodies, anti-PS-PT) 2 500
137/138 |A12.06.030 AHTUTENa K pocponunuaam IgM/TgG (aHTuTena CyMMapHO K CMECH

dochonunuaos: kapaMonunuH, docdatnguncepuH, ochaTnannnHosnTon,

docdaTngHas kucnota - n beta-2-rnmkonportenHa 1) 1100
1204 A12.06.052 AHTUTENA K LMKNUYECKOMY LMTpynnuHmupoBaHHomy nentuay (ALLLM, cyclic

citrullinated peptide antibodies, anti-CCP, CCP) 2 000
1337 A12.06.037.000.0JAHTuTENa K UMTOMIA3mMe HenTpodumnos, IgA (AHLIA, ANCA, IgA) 1700
970 A12.06.037.000.04 AHTuTena k umtonnasme Hentpodunos, AHLIA, IgG (PANCA, cANCA) 1900
825 A12.06.061.000.0JAHTUTENA K SKCTPArMpyeMomy HykneapHoMmy aHtureny (3HA), IgG 1700
810 A12.06.066.000.0JAHTuTENa K 3Hgomuauio (EMA), IgA 2 000
972 A12.06.066.000.04AHTuTena k angomusuio (EMA), cymmapHo IgA n IgG 1800
812 A12.06.045.000.0]AHTuTenNa Kk aHgoTenuio Ha knetkax HUVEC, cymmapHbie IgG, IgA, IgM 2 300
247 A26.06.103.000.0]AHTuTena knacca IgA k Bordetella pertussis (anti-Bordetella pertussis IgA) 1200
105 A26.06.018.001 [AHTuTena knacca IgA k Chlamydia trachomatis (anti-Chlamydia trachomatis 900
105/6 AHTUTeNa knacca IgA k Chlamydia trachomatis (anti-Chlamydia trachomatis

IgA) n AuTutena knacca IgG k Chlamydia trachomatis (anti-Chlamydia

trachomatis 1gG) - pasgensHo 1800
183 A26.06.016.000.04AHTMTENA KNacca IgA k Chlamydophila pneumoniae (anti-Chlamydophila

pneumoniae IgA) 1100
260 A26.06.057.000.04 AHTuTena knacca IgA k Mycoplasma hominis (anti-Mycoplasma hominis IgA) 1100
265 A26.06.057.000.01AHTMTENa KNacca IgA k Ureaplasma urealyticum (anti-Ureaplasma

urealyticum IgA) 1100
242 A26.06.005.000.04AHTnTENa knacca IgA k AgeHosupycy (anti-Adenovirus 1gA) 1300
238 A26.06.093.000.0]AHTMTENA KNacca IgA k aHTureHam Yersinia Enterocolitica (anti-Yersinia

Enterocolitica IgA) 950
228 A26.06.044.002 [AHTuTena knacca IlgG k Bupycy renatuta E (anti-HEV IgG) 1500
ALL AHTUTena knacca IgG K naHenu nNuLLeBbIX anfnepreHoB 5700
245 A26.06.103.000.04AHTuTena knacca IgG k Bordetella pertussis (anti-Bordetella pertussis 1gG) 950
243 A26.06.011.002 |AHTuTena knacca IgG k Borrelia burgdorferi (anti-Borrelia burgdorferi 1IgG) 1050
1190 A26.06.011.002.0]AHTMTENA KNacca IgG k Borrelia burgdorferi, BoisBNsemble MmeTogom

MMMYyHobnoTTUHra (anti-Borrelia burgdorferi IgG, Immunoblot) 3300
254 A26.06.006.000.04AHTuTena knacca IgG k Candida albicans (anti-Candida IgG) 1 300
106 A26.06.018.003 [AHTuTena knacca IgG k Chlamydia trachomatis (anti-Chlamydia trachomatis 600
185 A26.06.113.000.0]AHTMTENA KNacca IgG k Chlamydophila pneumoniae (anti-Chlamydophila

pneumoniae 1gG) 950
235 A26.06.026.000.0]AHTuTena knacca IgG k Entamoeba histolitica (anti-Entamoeba histolytica 1200
133 A26.06.033.000.04AHTuTena knacca IgG k Helicobacter pylori (anti-Helicobacter pylori IgG) 650
180 A26.06.057.000.0§¢ AHTnTena knacca IgG k Mycoplasma hominis (anti-Mycoplasma hominis 1gG) 850
182 A26.06.057.000.04AHTMTENA KNacca IgG k Mycoplasma pneumoniae (anti-Mycoplasma

pneumoniae 1gG) 950
1372 A26.06.123.000.0]AHTMTENA KNacca IgG k Strongyloides stercoralis, Bo3byautento

CTpoHrunonaosa (AHTUTEna K yrpuue kuwedHon, 1gG; anti-Strongyloides, 1700
261 A26.06.015.003.0]AnTuTena knacca lgG k Trichomonas vaginalis (anti-Trichomonas vaginalis 1100
264 A26.06.057.000.0§ AHTTena knacca IgG k Ureaplasma urealyticum (anti-Ureaplasma

urealyticum IgG) 1100
241 A26.06.005.000.04AHTuTena knacca lgG k AgeHoBupycy (anti-Adenovirus 1gG) 1300
239 A26.06.093.000.0]AHTuTENa knacca IgG k aHTureHam Yersinia Enterocolitica (anti-Yersinia

Enterocolitica 19gG) 950
230 A26.06.062.000.04AHTuTeNa knacca IgG kK aHTMreHam onuctopxmca (anti-Opisthorchis 1gG) 600




232 A26.06.080.000.0]AHTuTENa knacca |gG k aHTureHam Tokcokap (anti-Toxocara IgG) 600
233 A26.06.079.000.04 AHTnTena knacca |gG k anTureHam TpuxuHenn (Anti-Trichinella 1gG) 900
229 A26.06.024 AHTUTena knacca IgG k aHTureHam axumHokokka (anti-Echinococcus 1gG) 1500
256 A26.06.084.001 |AHTuTena knacca IgG k Bupycy Varicella-Zoster (BeTpsiHon ocnbl u

onoscbiBatowlero nuwas) (anti-Varicella-Zoster Virus 1gG, anti-VZV 1gG) 850
71 A26.06.034.002 |AHTuTena knacca lgG k Bupycy renatuta A (anti - HAV 1gG) 950
267 A26.06.088.002 [AHTuTena knacca |gG k BUpycy KneweBoro aHuedanuTta 900
2500 A26.06.056.001 |AHTuTena knacca lgG k Bupycy kopu (anti-Measles 1gG) 850
84 A26.06.071.001 |AHTuTena knacca IgG k Bupycy kpacHyxu (anti-Rubella 1gG) 500
122 A26.06.045.000.0]AHTMTENA KNacca IgG k Bupycy npoctoro reprieca 1 1 2 tunos (anti - HSV (1

1 2 mnos) I1gG) 600
1222 A26.06.045.001 |AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (anti - HSV (1

T1na) IgG) 1200
1223 A26.06.045.002 [AHTuTena knacca IgG k BMpycy npocToro repneca 2 tuna, HSV- 2 1000
252 A26.06.112.001 [AHTuTena knacca IgG k Bupycy anmaemunyeckoro napotuta (anti-Mumps IgG) 1300
276 A26.06.047.001 [AHTuTena knacca IgG k repnec-Bupycy Yenoseka tuna 6 (anti-Human

Herpes Virus type 6 1gG, anti-HHV 6 t1na IgG) 1100
277 A26.06.047.001.0]ARTUTERa Knacca IgG K repriec-BMpycy Jernoseka Tvna 3

(accouumpoaHHomy ¢ capkomoin Kanowm repnec-supycy) (anti-Human

Herpes Virus type 8 IgG, anti-HHV 8 tuna IgG) 1 300
1379 A26.06.018.003.0]AHTUTENa KNacca IgG K rmaBHOMY Dernky HapyXHou MmembpaHbl MOMP 1

AHTuTEena knacca lgG Pgp3 (membpaHoaccoLMmpoBaHHbI NNasMUaHbIv

6enok) Chlamydia trachomatis 850
126 A12.06.010.001.0]AHTMTENA KNacca IgG k aBycnupanbHou (HatusHon) OHK, 19G (aHTn-gcOHK,

anti-double-stranded (native) DNA antibodies, anti-dsDNA, 1gG) 900
275 A26.06.029.002 |AHTMTena knacca IgG k kancugHomMy aHTUreHy Bupyca JnwTenHa-bapp (anti-

EBV IgG VCA (kancugHOMy aHTUreHy)) 900
187 A26.06.031 AHTUTEna knacca lgG K HykneapHoMy aHTUreHy Bupyca dnwTtenHa-bapp

(anti-EBV IgG EBNA (HykneapHoMy aHTUreHy)) 950
255 A26.06.030 AHTUTEena knacca lgG k paHHeMy aHTUreHy Bupyca JnwTenHa-bapp (anti-

EBV IgG EA (paHHeMY aHTUreHy)) 1200
248 A26.06.067.000.0]AHTMTENA KNacca IgG Kk pecnupaTtopHOMY CUHLUMTUANbHOMY BUPYCY

yenoseka (Anti- Respiratory syncytial virus I1gG) 1300
80 A26.06.081.001 |AHTuTena knacca IgG k Toxoplasma gondii (anti-Toxoplasma gondii IgG) 600
82 A26.06.022.001 [AHTuTena knacca lgG k untomeranosupycy (LIMB, CMV) (anti - CMV IgG) 600
1268 A26.06.043.001 [AHTuTena knacca IgM k Bupycy renatuta D (anti-HDV IgM) 1 400
227 A26.06.044.001 [AHTuTena knacca IgM k Bupycy renaTtuta E (anti-HEV IgM) 1500
246 A26.06.103.000.04 AHTnTena knacca IgM k Bordetella pertussis (anti-Bordetella pertussis IgM) 1500
244 A26.06.011.001 [AHTuTena knacca IgM k Borrelia burgdorferi (anti-Borrelia burgdorferi IgM) 1000
188 A26.06.018.002 [AHTuTena knacca IgM k Chlamydia trachomatis (anti-Chlamydia trachomatis 600
184 A26.06.016.000.04AHTMTENA KNacca IgM k Chlamydophila pneumoniae (anti-Chlamydophila

pneumoniae IgM) 950
76 A26.06.039.001 |AHTMTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (anti - HB

core IgM) 1200
176 A26.06.033.000.04 AHTuTena knacca IgM k Helicobacter pylori (anti-Helicobacter pylori IgM) 1200
179 A26.06.057.000.04AHTuTena knacca IgM k Mycoplasma hominis (anti-Mycoplasma hominis IgM) 850
179/80 AHTUTEena knacca IgM k Mycoplasma hominis (anti-Mycoplasma hominis IgM)

n AHtuTena knacca IgG k Mycoplasma hominis (anti-Mycoplasma hominis 1600
181 A26.06.057.000.04AHTMTENA KNacca IgM k Mycoplasma pneumoniae (anti-Mycoplasma

pneumoniae IgM) 950
181/82 |A26.06.057 AHTUTENA KNnacca IgM k Mycoplasma pneumoniae (anti-Mycoplasma

pneumoniae IgM) n aHTuTena knacca IgG k Mycoplasma pneumoniae (anti-

Mycoplasma pneumoniae 1gG) 1900
221 A26.06.082.002.0]AHTuTena knacca IgM k Treponema pallidum (anti-Treponema pallidum IgM) 1500
257 A26.06.084.002 |AHTuTena knacca IgM k Bupycy Varicella-Zoster (BeTpsiHon ocnbl 1

onosicbiBatoulero nuwas) (anti-Varicella-Zoster Virus IgM, anti-VZV IgM) 850
72 A26.06.034.001 |AHTuTena knacca IgM k Bupycy renatuta A (anti - HAV IgM) 1300
268 A26.06.088.001 |AHTuTena knacca IgM k Bupycy kneLiueBoro aHuedanuta 1100
251 AHTUTena knacca IgM k Bupycy kopu (anti-Measles IgM) 1300
85 A26.06.071.002 [AHTuTena knacca IgM k Bupycy kpacHyxu (anti-Rubella IgM) 500
123 A26.06.045.003 |AHTMTena knacca IgM k Bupycy npoctoro repneca 1 u 2 tunos (anti - HSV (1

1 2 Tmnos) IgM) 650
253 A26.06.112.002 |AHTuTena knacca IlgM k Bupycy anugemuyeckoro napotuta (anti-Mumps IgM) 1300
186 A26.06.029.001 |AHTuTena knacca IgM k kancvgHomy aHTUreHy Bupyca OnwtenHa-bapp (anti-

EBV IgM VCA (kancugHoMy aHTUreHy)) 850
249 A26.06.067.000.0]AHTUTENa Knacca IgM k pecnMpaTopHOMY CUHLUTMANbHOMY BUPYCY

yenoseka (Anti- Respiratory syncytial virus IgM) 1300
81 A26.06.081.002 [AHTuTena knacca IgM k Toxoplasma gondii (anti-Toxoplasma gondii IgM) 600
83 A26.06.022.002 [AHTuTena knacca IgM k umtomeranosupycy (LIMB, CMV) (anti - CMV IgM) 600
70 A26.06.082.000.0]AHTMTENA KNacca IgM+IgG k Treponema pallidum (anti-Treponema pallidum

1gG+IgM) 520
1367 A26.06.057.000.0]AHTMTENA KNacca IgA k Mycoplasma pneumoniae (M. pneumoniae

Antibodies, IgA, Mycoplasma pneumoniae Specific IgA, Anti-Mycoplasma 1050
1530B6KK|A12.06.026.000.04 AHTUTeNa knaccoB IgA u IgG k 6okanoBMaHbLIM KNeTKam KULLIEYHNMKA,

cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG, Total) 1700
1531AAL|A12.06.020.000.0¢ AHTUTENa Kraccos IgG 1 IgA k GP2 aHTureHy LeHTpoaumnHapHbIX KIeTok

nogkenyagoyHou xenesbl (Anti-GP2, IgG, IgA) 2 900
75 A26.06.039 AHTuTEena knaccos IgM+IgG k HB-core aHTureHy Bupyca renatuta B (anti -

HB core total) 900




234 A26.06.032 AHTUTENa cymmapHble IgM+IgG+IgA k k aHTureHam nambnun (anti-Lamblia

cymmapHo IgA+IgM+IgG) 600
1266 A26.06.138.000.04AHTMTENa cymmapHble IgM+IgG+IgA k Mycobacterium tuberculosis (anti-

Mycobacterium tuberculosis cymmapHo IgG+IgM+IgA) 3000
4 A09.05.047 AHTUTPOMOUH Il (AT IIl, Antithrombin 111) 510
OBC55 AHTUdOChONUNNAHBLIM CUHAPOM, NTabopaTopHbIE KpUTEPUN 6100
6882F33 |A09.05.118 AnenbcuH (f33) IgE, ImmunoCAP 1300
998 A09.05.118 AnenbcuH, IgE (Food - Orange, IgE, F 33) 900
6667 A09.05.118 AnenbcuH, 1gG 1050
219 A09.05.250 AnonunonpoTtenH A1 (Apolipoprotein A-1) 1 000
220 A09.05.251 AnonunonpoTenH B (Apolipoprotein B) 700
6859F352 Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 3100
6860F427 Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 3100
611 A09.05.118 Apaxuc (F13, Peanut) 850
6872F13 |A09.05.118 Apaxuc (f13) IgE, ImmunoCAP 1200
6645 A09.05.118 Apaxuc, IgG 1050
6856F422 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 3100
6857F423 Apaxuc, rAra h 2 (4f23) IgE, ImmunoCAP 3100
6858F424 Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 3100
66606 Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, 1700
129 |B03.006.001.000.(ApTepuanbHas runepTeHsuns (nonHasi naHens) (reHbl ACE, AGT, NOS3) 3900
129IM/64B03.006.001.000.]ApTepunanbHas runepteHsms (nonHasa naHens) (reHsl ACE, AGT, NOS3) (6e3

3aKHYEHMs Bpaya-reHeTuka) 3900
76111 ApTepuanbHas runepTeH3usl, CB3aHHas C HapyLleHusaMy B paboTe

aHpoTenunansHon NO-cuHTasbl (reH NOS3) 1500
761163 |A27.05.031 ApTepuanbHas runepTeH3usl, CBsi3aHHas C HapyLleHusaMy B paboTe

aHpoTenunansHon NO-cuHTasbl (reH NOS3) (6e3 3akni4eHus Bpaya- 1 400
121IN/64 A09.05.122.000.04 APTEPMATEHAnA TNEPTEH3NA, CBA3aHHasA C HAapyLIEHNAMA B

PEHNHAHTMOTEH3MHOBOW CUCTEME

(reHbl ACE, AGT) (6€e3 3akntodeHust Bpaya-reHeTunka) 2900
121 |A09.05.122.000.041ApTepuansHas runepTeHsunsl, CBs3aHHas C HapyLUEHUAMU B

pPEHNHaHIMoTeH3nHoBoN cucteme (reHbl ACE, AGT) 3000
7107 B03.019.027.001.5 ApTporpunos auctanbHbin (cuigpom Ppumena-Lengona), reH MYH3 y.m. 14 200
9 A09.05.041 AcAT (ACT, acnaptatammHoTpaHcdepasa, AST, SGOT, Aspartate

aminotransferase) 220
42 A12.06.015 ACIJI1-O (ACJ10, AHTncTtpentonmanH—0, ASO) 450
199 A12.06.046 AT k pTTI (aHTMTena Kk peuentopam TTI, TSH receptor autoantibodies) 2100
198 A12.06.036.000.0]AT-MAT (aHTuTENa K MMKpOoCcOMarbHOM pakLMn TUPOLUTO,

aHTMMMKpOocoMarnbHble aHTuTena, Antimicrosomal antibody) 950
7905FRD|B03.019.027.001.5ATakcust ®pugpenxa. MNMownck mytauun B reHe FXN, m. (Friedrich Ataxia, Gene

FXN, Mut.) 30 400
7808FRD|B03.019.027.001.4ATakcust ®pugpenxa. MNMouck yactbix mytaumin B reHe FXN, 4. m. (Friedrich

Ataxia, Gene FXN, Freq. Mut.) 11 800
7108 B03.019.027.000.]AtenocTeoreHes (aucnnasusa ge na Lanens), reH SLC26A2 m. 36 400
7109LEI |B03.019.027.004.( ATpoUa 3pnuTENBHOrO HEpBa Jiebepa. I louck YacTbiX MyTaLUn B

muToxoHgpuanbHon OHK, 12 4. m. (Leber Hereditary Optic Neuropathy,

LHON, Mitochondrial DNA, 12 Freq. Mut.) 20 200
76100HK|B03.019.027.004.(ATPODMS 3pUTENBHOTO HepBa JTebepa. TToNCK YacTbIX MyTaLWUii B

mutoxoHapuansHon OHK, 3 u. m. (Leber Hereditary Optic Neuropathy,

LHON, Mitochondrial DNA, 3 Freq. Mut.) 7 300
77610PA B03.019.027.000.( ATPOPUA 3PUTETIBHOTO HEPBA C ITTYXOTOW. T1ONCK MYTaALUN B KTOPAHNX»

yyacTkax reHa OPA1, «ropsay.» y4. M. (Optic Atrophy With Or Without

Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA1,

Hot-Point Mut.) 14 200
7705TNF|B03.019.027.001.§ AyTOMMMYHHbI nuMmdonponudepaTuBHbii cuHapoM, reH TNFRSF6 "ropsy.”

y4y. M. 10 100
7706TNF|B03.019.027.001.4 AyTOMMMYHHbI nuMmdonponudgepaTtueHbii cuHapoM, reH TNFRSF6 M. 48 500
7770GRNB03.019.027.001.4Adasuns nepsryHas nporpeccupytoLiasi, reH GRN m. 36 400
7809FGF|B03.019.027.001.4AxoHgponnasus, reH FGFR3 y.m. 17 100
1 A12.05.039 A4 1B (AllTB, akTnBMpoBaHHOE YacTUYHOE (NapunanbHoe)

TpombonnacTMHOBOE BpeMsi, kedhanuH-kaonmHoBoe Bpemsi, Activated Partial

thromboplastin time, APTT) 310
66638 BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE,

ImmunoCAP) 1700
3022 A26.20.032 BakTepuvanbHbIi BarHo3: ObLLasi bakTepuanbHas Macca, Lactobacillus spp.,

Gardnerella vaginalis, Atopobium vaginae, Prevotella spp., Leptotrichia

amnionii group, Mobiluncus mulieris, Mobiluncus curtisii, KOHTpoOnNb B3ATUSA 3200
396YPO |A26.20.032.000.04 Baktepongbl, onpegenexdve HK (Bacteroides spp., DNA) * 370
6877F92 |A09.05.118 BaHaH (f92) IgE, ImmunoCAP 1300
676 A09.05.118 BaHaH, IgE (Food - Banana, IgE, F 92) 900
6671 A09.05.118 BanaH, IgG 1050
6901F88 |A09.05.118 BapaHuHa (f88) IgE, ImmunoCAP 1300
673 A09.05.118 BapaHuHa, IgE (Food - Lamb, IgE, F 88) 900
6668 A09.05.118 BapaHuHa, 1gG 1050
898 A09.28.055.001.03 Bapbutypartsl (Barbiturates)* 2 000
1126 A09.01.007.000.1¢Bapwuin (Barium, hair; Ba) 1600
1080 B03.045.024.004.( Bapui (Barium, nails; Ba) 1600
OBC114 BenkoBas gnerta 5100
29 A09.05.014 BenkoBble dpakumm (Serum Protein Electrophoresis, SPE) 600
1198 A09.05.219 Benok S100 (S100 protein) 4 500




1552 A09.28.028.000.0]B€NoK beHC-IDKOHCa B MOY€, CKPUHWHT C NPUMEHEHVIEM UMMYHOMUKCaALINA 1

KonunyecTBeHHoe onpegeneHue (Bence-Jones Protein, Urine:

Immunofixation, Quantification) 3500
1553 A09.28.030.002 |Penok beHc-IDkoHCa B MOYe: MUMMYHOMUKCALMS, KONMYECTBEHHOE

onpeaeneHue, TMNpoBaHue kanna, naméaa (Bence-Jones Protein:

Electrophoresis, Immunofixation, Kappa/Lambda Typing) 5 600
97110 |A09.28.006.000.0¢ PEMNOK, pa3oBas NopLua MOYM (C KpEaTUHUHOM 1 pacyeToM

HOPMann30BaHHOrO Mo KpeaTuHUHY nokasatens) (Protein, random urine, with

creatinine and protein/creatinine ratio calculation) 470
6809T3 |A09.05.118 Bepesa (13) IgE, ImmunoCAP 1200
6810T215A09.05.118 Bepesa 6opogasyaTtas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 3100
6811T221A09.05.118 Bepesa 6opoaasyaTtas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 3100
657 A09.05.118.000.04bepésa nbinbua, IgE (Birch Pollen, Betula, IgE, T3) 900
OBC85 BepemeHHocTb: 1-n TpumecTp (1-13 Hegenun) 11 300
OBC86 BepemeHHoCTb: 2- TpumecTp (14-28 Hegenun) 700
OBC87 BepemeHHocTb: 3-i TpumecTp (oT 29-30 Hegenb) 5 300
1127 A09.01.007.000.1%Bbepunnun (Beryllium, hair; Be) 1600
1081 B03.045.024.004.] Bepunnui (Beryllium, nails; Be) 1600
225 A09.05.245.000.0) beTa-2-mukpornodynuH (B Mmo4ye) (Beta-2 microglobulin, urine) 2 000
7259BET|A27.05.024.000.03 beTta-agpeHobnokatopbl. [eH CYP2D6. ®apmakoreHeTuka 11 600
1615 A12.06.060.000.09BbeTa-kapoTuH 3700
6808F77|A09.05.118 Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 1400
649 A09.05.118 BeTa-naktornobynuH, IgE (Food - Beta-lactoglobulin, IgE, F 77) 900
6601 A09.05.118 BeTa-naktornobynuH, 1gG 1050
13 A09.05.021 BunnpyouH obwwmn (Bilirubin total) 220
14 A09.05.022.001 [Bunmpy6uH npsimon (6unnpybuH KOHbIOIMPOBaHHbIN, CBA3aHHbIN; Bilirubin 220
534 A08.01.004.000.01 buoncumnHaa gnarHoCcTuKa 0epmaTos30B - MopcponormquKoe mnccnegosaHue

OvonTaToB B LIENAX ANarHOCTMKN 3aboneBaHnii Koxu (kpome

HoBoobpa3soBaHuin). (Pathology of skin biopsyes) 3500
OBC154 Buoxmumus Kposu: 6a30BbI Npodunb 1 400
OBC74 Broxnmms KpoBU: MUHUManbHbLIV Npodhnnb 3700
OBC73 BroxnmMms KpoBU: pacLUMPEHHbIV Npodunb 5400
34613 |A26.21.039.001.09BbnegHas TpenoHema, onpegenerdne AHK (Treponema pallidum, DNA)* 450
346K0OX |A26.21.039.001.04 bnenHas TpenoHema, onpegenerdne AHK (Treponema pallidum, DNA)* 450
3460t |A26.21.039.001.01BbnenHas TpenoHema, onpegenerdvne AHK (Treponema pallidum, DNA)* 450
346MOM |A26.20.025.001.01 bnegHas TpenoHema, onpegenerdvne OHK (Treponema pallidum, DNA)* 450
346CMXK|A26.21.039.001.09BbnenHas TpenoHema, onpegenerdne AHK (Treponema pallidum, DNA)* 450
346POT |A26.07.011.001.01BbnenHas TpenoHema, onpegenerdne AHK (Treponema pallidum, DNA)* 450
346CB |A26.05.025.001.01BbnegHas TpenoHema, onpegenerdvne AHK (Treponema pallidum, DNA)* 700
346CIM  |A26.21.039.001.04BbnegHas TpenoHema, onpegenerdne OHK (Treponema pallidum, DNA)* 450
346YPO |A26.20.025.001 |BbrnegHas TpenoHema, onpegenerdne OHK (Treponema pallidum, DNA)* 450
77710 B03.019.027.001.(BokoBoi amunoTpoduydeckuii cknepos (6AC), SOD1, m. 14 000
77706  |B03.019.027.001.]1BokoBon amuoTpodmryecknin cknepos, C9orf72, y.m. 8 700
7641B-AHB03.006.001.000.]1Bbone3Hb Anburenmepa (reH ApoE) 2900
7709BES|B03.019.027.001.4Bbones3Hb becta, reH BEST1 m. 60 600
77800 |A12.05.010.000.04B6one3Hb bexyeta, TunuposaHme HLA B51 6 300
7810ATP|B03.019.011.000.(BbonesHb BunbcoHa-KoHoBanosa, reH ATP7B 4.m. 14 500
7812PAN B03.019.027.001.4BbonesHb MNannepeopaeHa-LUnartua. Mouck yactbix myTtauun B reHe PANK2,

4. M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, 10 100
7813PRN B03.019.027.001.§Eone3Hb "'epctmanHa-LUTpeyccnepa-LenHkepa, reH PRNP m. 21100
7775PTE|B03.019.027.000.460ne3Hb KoyaeHa, reH PTEN m. 54 600
7814PRN B03.019.027.001.9BbonesHb KpenTudensaa-Akoba, reH PRNP wm. 21100
1171 |B03.006.001.000.(Bone3Hb KpoHa (redbl DLG5, NOD2, OCTN1, OCTN2) 8 800
7776PTE|B03.019.027.000.460ne3Hb Jlepmutt-Ayknoc, reH PTEN m. 54 600
7816NDF B03.019.027.001.4B50ne3Hb Hoppwu, reH NDP m. 16 000
77701 B03.019.027.001.( bonesHb [1apknHCOHA, KOMNNEKCHasi ANarHOCTUKA, Y.M. 16 600
7818CST|B03.019.027.001.4 bonesHb YHdeppuxta-JlyHadopra, reH CSTB M. 20 200
7817CST|B03.019.027.001.4 bonesHb YHdeppuxTta-JlyHadopra, reH CSTB y.m. 7 300
77715 |B03.019.018.000.(bonesHb ®abpu, GLA, M. 19 000
7819ABC|B03.019.027.001.]6onesHb WTaprapara, reH ABCA4 y.m. 17 100
OBC63 Bonu B cycTaBax: paclumpeHHoe obcnegosaHve 8 100
OBbC64 Bonn B cycTtaBax: CKPUHWUHT 2 400
M310 BonbLLIOW CKPUHWUHT 9NEMEHTHOrO cocTaBa BOMoC 10 000
M313 BOonbLLUON CKPUHUHT 9NEMEHTHOIO cocTaBa HOITEWN 10 000
1001 A09.01.011 Bop (Boron, hair; B) 1 600
1079 B03.045.024.004.36bop (Boron, nails; B) 1600
3112CNHA26.04.012.001 |Boppenuu, onpeaenenune OHK (Borrelia burgdorferi, DNA)* 850
3112CM> A26.23.033.001 |Boppenuu, onpeaenenune OHK (Borrelia burgdorferi, DNA)* 850
7820R0OFB03.019.027.000.1 bpaxuaaktunua Tnun B1, reH ROR2 m. 20 200
66639 Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE,

ImmunoCAP) 1700
6847E204/A09.05.118 Bbl4nii cbiIBOPOTOYHBIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP 3100
4194 A12.06.001.005 |B-numdouuTsl, % 1 abcontotHoe konmdecteo (CD19+ numdouuntsl, B-cells,

Percent and Absolute) 2 000
90.. Banbnpoesasi kucnota (Acidum valproicum) 1900
1138 A09.01.007.000.1(Banagun (Vanadium, hair; V) 1600
1120 B03.045.024.004.4BaHagui (Vanadium, nails; V) 1600
OBC112 BeretapuaHupbl 4 600




3215CJTHA26.01.006.001.04Bvpyc Varicella-Zoster, onpeaenenne [JHK B critoHe (VaricellaZosterVirus,

DNA, saliva) 750
3215KOM A26.01.006.000.01Bupyc Varicella-Zoster, onpegenenve JHK B cockobe anmTennanbHbIX

knetok koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) 750
3215POT| A26.01.006.001.0]BviPYyC Varicella-Zoster, onpefenenve [IHK B COCKObe anuTenvanbHbIX

kneTok cnuancton potornoTku (Varicella Zoster Virus, DNA, scrape of faucial

epithelial cells) 750
3215CB [A26.05.042.001.01Bupyc Varicella-Zoster, onpeaenenve OHK B cbiBopoTke kposwu (Varicella

ZosterVirus, DNA, serum) 750
320CB_ |A26.05.020.002.01Bupyc renatuta B, onpegenexnne AHK (HBV-DNA)* 6 300
325CB  |A26.05.023.001.0]Bupyc renatnta D, onpegenenme PHK (HDV-RNA)* 1100
326CB  |A26.05.026.001.01Bupyc renatuta G, onpegenenune PHK (HDV-RNA)* 1100
328CB_ |A26.05.030.001.01Bupyc renatuta A, onpegenernne PHK (HAV-RNA)* 1100
319CB  |A26.05.020.001.01Bwupyc renatuta B, onpegenernne AHK (HBV-DNA)* 700
3500CB [A26.05.019.001.04Bupyc renatuta C (BI'C), ynbTpadyscTBuTensHoe onpeaeneHve PHK BI'C

(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) 1600
324 A26.05.019.003.0]Bvpyc renatuta C, konM4ecTBeHHoe onpenenexnve PHK Bupyca u

reHotTunmpoBaHue (Tunsbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative

PCR, Genotyping (Types 1, 2, 3)) 6 900
321CB_ |A26.05.019.001.01Bupyc renatuta C, onpeaeneHne PHK (HCV-RNA, qualitative)* 950
323MMJ1  |A26.05.019.001.04Bupyc renatuta C, onpeaenexHme PHK (HCV-RNA, quantitative)* 20 500
323C-I1J1]A26.05.019.001.04Bupyc renatuta C, onpeagenexHme PHK (HCV-RNA, quantitative)* 20 500
324NN |A26.05.019.003.01BvipycC renatvTa C, onpeaeneHve PHK B nnasve, reHoTMNMpoBaHie C

cy6Tvnamu (tunel 1 (cy6Tunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,

Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))* 1500
1688 A26.05.019.003.04Buvpyc renatuta C: reHoTunnpoBaHue no reHotunam 1-6 (BI'C, onpegenexue

reHoTunoB 1-6, HCV Genotyping) 3700
3102 A26.05.021.002.01Bvpyc nmmyHoedmumTa Yenoseka Tuna 1, kKa4ecTBeHHOE onpefenexHve

PHK (Human immunodeficiency virus, quality, RNA) B cbiIBOpOTKE KpOBU 3900
338CB_|A26.05.039.001.0]1Bupyc kpacHyxu, onpegenexnme PHK (Rubella virus, RNA)* 1050
351MOM |A26.04.005.001.04 Bupyc AnwrenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351CJ1IH |A26.23.010.001.01Bupyc 3nwrenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351YPO |A26.30.017.001.01Bupyc 3nwrenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351BIMT |A26.04.005.001.01Bupyc 3nwrenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351KP_ |A26.05.011.001 |Bupyc 3nwrtenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351HOC |A26.08.059.001.01Bupyc 3nwrenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351POT |A26.08.059.001 |Bupyc 3nwrtenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351CB_ |A26.05.011.001.01Bupyc 3nwrtenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 700
351CIN_ |A26.23.010.001.04Bupyc 3nwrenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
351CMX|A26.23.010.001  |Bupyc 3nwrtenHa-bapp, onpegenenune OHK (Epstein Barr virus, DNA)* 460
3511 A26.05.011.001.04Bvpyc SnwrenHa-bapp, onpeaenenne OHK B cbiBopoTke kpoBu (EBV DNA,

Serum)* 600
1128 A09.01.007.000.14BucmyT (Bismuth, hair; Bi) 1600
1082 B03.045.024.004.(BucmyT (Bismuth, nails; Bi) 1600
1616 A09.05.235.000.01ButamumH 25(0OH)D2 1 25(0H)D3, pasagenbHoe onpefenenue (BOXX- 6 300
931 A12.06.060.000.0§ButamuH A B cbiBopoTke (petunHon) (Vitamin A, Retinol, Serum) 3700
1604 A12.06.060.000.04ButamuH B1 (TnamuH) 3700
117 A12.06.060 ButamuH B12 (unaHokob6anamuH, kobanamuid, Cobalamin) 950
1609 A12.06.060.000.04ButamuH B2 (pnbodnasuH) 3700
1610 A12.06.060.000.04ButamuH B3 (HMkoTuHamua) 3700
1608 A12.06.060.000.04ButamnH B5 (naHToTEHOBas KucnoTa) 3700
1605 A12.06.060.000.0¢ButamnH B6 (nnpmnaokcansdocdat) 2 600
1611 A12.06.060.000.07Butamuu B7, H (6noTtuH) 3700
932 A12.06.060.000.14BuntamuH E B ceiBopoTke (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol,

Serum) 3700
877 A12.06.060.000.11ButamuH K1 B cbiBopoTke (dpunnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 3700
1606 A12.06.060.000.14ButammH C (ackopbuHoBas kncnorta) 3700
363MJ1  |A26.05.021.002.04BNY-1, onpegenenne PHK (HIV, RNA) * 23 700
OBC90 BWY, cudunuc, renatut B, C 1600
66633 |A09.05.118 BuwiHg (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 1700
1829 BogopactBopuMble BUTAMUHbI 19 600
137 |A27.05.003.000.04 Bo3HMKHOBEHME M30MMPOBaHHbIX MOPOKOB Pa3BUTUS Y Nroaa

(reHbl MTHFR, MTRR, MTR) 2 400
137IM/64A27.05.003.000.01 BO3HMKHOBEHME M30MMPOBaHHbIX MOPOKOB Pa3BUTUS Y Nroaa

(reHbl MTHFR, MTRR, MTR) (6e3 3aknto4yeHns Bpadva-reHeTuka) 2 300
661 A09.05.118 BonHucTtein nonyran, nepo IgE (Animal — Parrot, Melopsittacus undulatus,

IgE, E 78) 900
190 A12.05.043.000.0] BonyaHou4Hbin aHTukoarynsaHT (Lupus anticoagulants, LA) 1100
1139 A09.01.007.000.23Bonbdpam (Tungsten, Wolframium, hair; W) 1600
1121 B03.045.024.004.(Bonbdpam (Tungsten, Wolframium, nails; W) 1600
7802CYI1 |A27.05.024.000.0] BpoxxaeHHas runepniasvs HagnodeyHukos, reH CYP21A2, y.m. 18 400
7992NTR|B03.019.027.000.1BpoxxaeHHas HeYyBCTBUTENBHOCTb K 60MKM C aHrMAPO30M (BPOXAEHHASN

ceHcopHas HevponaTtus ¢ anruapo3om, HSAN4, CIPA), reH NTRK1 m. 72 700
1643 A09.05.009.000.0] Bbicoko4yBCTBUTENBHBLIM C-peakTUBHbIN 6enok (kapamo) 950
383 A26.21.036.001.04BrisiBneHne Bo3byautenen UMMM (7+KBM*), cockob anuTenuanbHbIX KNeTokK

YPOreHMTanbHoro Tpakta 2 900
3025 A26.21.036.001.0]BbiABNEenvie Bo3byautenen VTTTTI(4+KBM) (onpendenernne JHK Chlamydia

trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma

genitalium, OHK yenoseka (KBM)) 1300




7061 A09.28.002.000.01BAXKX-MC-MC opraHuyeckux KUcrnoT (CyKLMHUNALETOH) 7 900
1055 Al12.06.077 [anasut 1600
1129 A09.01.007.000.24Mrannun (Gallium, hair; Ga) 1600
1089 B03.045.024.004.(Fannui (Gallium, nails; Ga) 1600
15 A09.05.044 amma-rnytamuntpaHcnentugasa (I T, rnytamuntpaHcnentugasa, GGT,

Gamma-glutamyl transferase) 280
841 A09.05.079 anTorno6uH (Haptoglobin) 1050
305CIMN  |A26.20.030.001.04MapaHepenna, onpegenenne OHK (Gardnerella vaginalis, DNA)* 410
305YPO |A26.20.032.001.0]MapaHepenna, onpegenenne OHK (Gardnerella vaginalis, DNA)* 410
305MOY4 |A26.20.030.001.0]MapaHepenna, onpegenenne OHK (Gardnerella vaginalis, DNA)* 410
216 A09.05.057 ["acTpuH (Gastrin) 1200
524 A08.16.002.000.0)MracTpuT, accoummpoBaHHhIit ¢ Helicobacter pylori (ructonormyeckui 6 600
FACTP |B03.004.001.000.dT acTponaHers 6e3 CTUMYMNALIMOHHON Npobbi (I TencuHoreH T, TTencuHoreH 1,

[acTpuH-17 6asanbHbI (HaTowak), H. pylori IgG), nporpammHas obpaboTka

AaHHbiX (GastroSoft, BIOHIT) 5900
7711ADA|B03.019.027.000.1'eneodusunydeckas gucnnasms, reH ADAMTSL2 109 000
OBC109 [emocTasnorpamma (koarynorpamma) pacluMpeHHasi 2 600
OBC103 |B03.005.006 emocTasnorpamma (koaryrnorpamma), CKPUHUHT 1100
7822B  |B03.005.020.000.(I'emodumnus, reH daktopa IX npu remocdomnum B m. 42 500
14611 |B03.006.001.000.("'eHeTnyeckune daktopbl Myxckoro 6ecnnognst (AR, CFTR; AZF—pernoH) 17 900
77707 B03.019.027.001.4eHTnHITOHONOoAobHoe 3aboneBanue, Tmn 2, JPH3, 4y.m. 6 500
77709 B03.019.027.001.4eHTnHITOHoNogobHoe 3aboneBaxue, TMn 4 TBP, y.m. 6 500
77702 B03.019.027.001.4eHTUHITOHONOAOOHbIE 3aboneBaHMsl, KOMMMEKCHAs AMArHOCTUKA, Y. M. 16 800
1566 B03.005.013.000.("'encuamnH 25 (bnoaktneHbin) (Hepcidin 25, bioactive) 9 400
1130 A09.01.007.000.14I"'epmanunii (Germanium, hair; Ge) 1600
1090 B03.045.024.004.("'epmanun (Germanium, nails; Ge) 1600
3090HOd A26.01.024.001.0¢T epnec-Bupyc 4Yenoseka T v Z Tuna (BUpyC NpocToro reprneca T v 2 1vuna),

onpegenexne OHK, Tunuposanne (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
3090KP |A26.05.035.001.07T €PNEC-BMPYC YenoBeka 1 v 2 Tina (BAPYC NpOCTOro reprneca 1 v 2 tvna),

onpegenenune AHK, Tunuposanune (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
3090MOY A26.28.023.001.01T epnec-Bupyc 4Yenoseka T v Z Tuna (BUpyC NpocToro reprneca T v 2 1vuna),

onpegenexne OHK, Tunuposanve (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
30907113 |A26.26.012.001.01T €PNEC-BMPYC YenoBeka 1 v 2 Tina (BAPYC NpOCTOro reprneca 1 1 2 tvna),

onpegenenune AHK, Tunuposanune (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
3090CB |A26.05.035.001.09T epnec-Bupyc 4Yenoseka T v Z Tuna (BUpyC NpocToro reprneca T v 2 1vuna),

onpegenexne OHK, Tunuposanme (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 1100
3090BMT|A26.01.024.001.04T €PNEC-BMPYyC YenoBeka 1 v 2 Tina (BAPYC NpOCTOro reprneca 1 1 2 tvna),

onpegenenune AHK, Tunuposanune (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
3090CMN |A26.21.009.001.03 | epnec-BMpyc 4YenoBeka 1 1 2 Tuna (BMpYC NpoCToro repneca 1 u 2 tuna),

onpegenexne OHK, Tunuposanne (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 600
3090YPQ/ A26.21.009.001.04T €PNec-BMpyc Yenoseka 1 v 2 Tina (BAPYC NpOCTOro reprneca 11 2 tuna),

onpegenenune AHK, Tunuposanune (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 600
3090KO A26.01.024.001.0¢ | epnec-BMpyc 4YenoBeka 1 1 2 Tuna (BMpYC NpoCToro repneca 1 u 2 tuna),

onpegenexne OHK, Tunuposanne (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
3090CM> A26.23.008.001.01T €PNEC-BMPYC YenoBeka 1 1 2 Tina (BAPYC NpOCTOro reprneca 1 1 2 tuna),

onpegenenune AHK, Tunuposanue (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
3090CJTHA26.01.024.001.1(! epnec-Bupyc 4ernoBeka 1 n 2 Tuna (BUpyc NpocToro repneca 1 u 2 tuna),

onpegenexne OHK, Tunuposanne (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
3090POT|A26.01.024.001.04T €pnec-Bmpyc Yenoseka 1 v 2 Tuna (BAPyC NpoOCTOro reprneca 1 1 2 tuna),

onpegenexne OHK, Tunuposarue (Human herpesvirus 1, 2 (HHV-1, HHV-2),

Herpes simplex virus 1, 2 (HSV-1, HSV-2), DNA)* 750
309CMX|A26.23.008.001 [epnec-Bupyc Yenoseka 1 u 2 Tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309KP |A26.05.035.001 [[epnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309MOM4 |A26.28.023.001 [Fepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309HOC |A26.01.024.001.04Mepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309POT |A26.01.024.001.04Mepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309CB |A26.05.035.001.04Mepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 700
309YPO |A26.21.009.001.0]Mepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309BIMT |A26.01.024.001.0]Mepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
3093 |A26.26.012.001 [[epnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309KOX |A26.01.024.001.0%Mepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309CIN  |A26.21.009.001.04epnec-Bupyc Yenoseka 1 u 2 Tuna, onpegenenne AHK (HHV-1, HHV-2, 460
309CJTH |A26.01.024.001.04Mepnec-Bupyc Yenoseka 1 u 2 tuna, onpegenenne AHK (HHV-1, HHV-2, 460
352CB |A26.05.033.001.0]Mepnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 700
352YPO |A26.30.018.001.0]Mepnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
352BIMT |A26.30.018.001.0]Mepnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
352CMX|A26.23.016.001 [Fepnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
352POT |A26.08.060.001 |[epnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
352KP  |A26.05.033.002 |[epnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450




352CIN  |A26.01.024.001.04"epnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
352CJ1H |A26.07.008.001.0]Mepnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
352MOY |A26.30.018.001.04Mepnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
352HOC |A26.08.060.001.0]Mepnec-Bupyc Yenoseka 6 Tuna, onpegenedne OJHK (HHV-6, DNA)* 450
1391 ['ecTo3bl M heTonnaueHTapHas HegocTaTtodHocTb (reHbl ACE, AGT, MTHFR,

MTRR, MTR, F2, F5) 11 600
139IM/63 ['ecTo3bl M heTonnaueHTapHas HegocTatovHocTb (reHbl ACE, AGT, MTHFR,

MTRR, MTR, F2, F5) (6e3 3akno4eHns Bpaya-reHeTuka) 11 000
7601C-NA T VIH'JCU asvin vi IIPUI\OVH 1aviviy.

[eHeTnyeckme mapképbl MOBBILLEHHOIO puUcka pa3BuTUS

BONMYaHO4YHOMNOA40BHOro cMHApOMa M renaToTOKCUYHOCTM Npu Npuéme

KapOuoTpOMHbIX NpenapaTos: rmapanasvHa n npokanHamuga. OnpegenexHve

Hanuyns nonumMopdunamoB reHa N-aueTunTtpaHcgepasbl 2 (NAT2) 3100
7989MVK B03.019.027.000.4'vnep-IgD cnHgpom, reH MVK "ropsy.” y4. m. 14 200
7778MVKB03.019.027.000.4'vnep-IgD cnHgpom, reH MVK m. 60 600
7823CD |B03.019.027.000.4I'vnep-IgM cuHapom, red CD40LG m. 30 400
1221 |A27.05.002.000.07 vneparperauus Tpomboumtos

(reHbl ITGA2, GP1BA) 3000
1221/ A27.05.002.000.0¢ [ vneparperauuns TpomboumTos

(reHbl ITGA2, GP1BA) (6e3 3aknoyeHns Bpada-reHeTurka) 2 900
1381 |A27.05.003.000.03'mnepromoumnctenHemus (reisl MTHFR, MTRR, MTR) 2 400
138IM/B4A27.05.003.000.04'vnepromounctenHemus (reHel MTHFR, MTRR, MTR) (6e3 3akntoyeHus

Bpaya-reHeTunka) 2 300
7898SCN B03.019.027.001.4'vnepkanMeMnyecknii Nnepmognyecknin napanmy, 3k3oHol 13 n 24 rena 22 200
7824TNNT2 'mnepTpodunyeckasn kapgmommonatunsi, reH TNNT2 m. 72 700
7603SCN B03.019.027.001.4 M vnokanMemuyeckun nepmognyecknii napanuy, ak3oHbl 12, 18, 19 reHa

SCN4A wm. 20 200
7126 B03.006.004.000.("'mnodocdhateMmmnyeckmnin BuTaMmnH-D-pe3ncTeHTHbIN paxuT, reH PHEX m. 133 200
7906FGF|B03.019.027.001.9'vinoxoHaponnasus, reH FGFR3 y.wm. 17 100
511 2A08.30.046 TVICTONOINYECKOE VICCITEAOBAaAVE OVOTICAMHOTO MaTepvarna n Martepnana,

NONy4eHHOro NPy XUPYpruyecknx BMeLlaTenbcTBax (3HA0CKONMYECKOro

MaTepuana; TKaHew XEHCKOM NMOMOBON CUCTEMBbI; KOXW, MATKUX TKaHEMN;

KPOBETBOPHOW U NTMMAONAHON TKaHU; KOCTHO-XPSILLIEBON TKaHW) 3300
516 A08.16.004.000.0)"'mcToxmmmyeckoe nccnegosanue: - Helicobacter pylori; - cnusb 3500
7825CYP [‘naykoma BpoxaeHHas, reH CYP1B1 m. 24 900
7127 [‘naykoma oBeHUInbHas oTKpblToyronsHas (cungpom Purepa), reH CYP1B1 m. 24 900
18 A09.05.083 "nukupoBaHHbIv remornobuH (HbA1C, Glycated Hemoglobin) 600
149 A09.05.160 ['nobynuH, ceasbiBatowmin nonosble ropMmoHbl (I'CITT, Sex hormone-binding

globulin, SHBG) 600
7784HNF B03.019.027.000.]MMomepyoLnTo3 nodek rmnonnacrmyeckoro tuna, reH HNF1B m. 54 600
11901 nytatuoHTpaHcdepasbl (redbl GSTT1, GSTM1, GSTP) 1200
16 A09.05.023 nioko3a (Glucose) 190
109 A09.28.011.000.0] M oko3a, cyTtovHast mova (Glucose, 24-Hour urine) 290
T A12.22.005 [ TIIOKO30-TONEPAHTHEIN TECT C ONPEeLEeNIEHNEM [J1I0KO3bl B BEHO3HOW KPOBU

HaToLakK 1 nocne Harpy3ku yepes 2 yaca (nepoparnbHbiii

rnoko3otonepaHTHbIn TecT, [T, OI'TT) Oral Glucose Tolerance Test, OGTT) 1000
rrc A12.22.005.000.04 T Mtoko30-TonepaHTHLIN TecT ¢ onpeaeneHnem rmnokosbl n C-nentuaa B

BEHO3HOM KPOBM HaTOLWAK W Nocne Harpy3ku Yyepes 2 yaca 2 200
rme-C A12.22.005.000.0] | NMIOKO30TONIEPAHTHbLIV TECT NPU DEPEMEHHOCTU (NepoparibHbIN

rntoko3otonepanTHbi TecT, I'TT, OI'TT) Oral Glucose Tolerance Test,

OGTT, Pregnancy 1 400
6878F27 |A09.05.118 [oBaauHa (f27) IgE, ImmunoCAP 1200
645 A09.05.118 [oBsavHa, IgE (Food - Beef, IgE, F27) 900
6654 A09.05.118 [oBaauHa, 1gG 1050
153 A09.05.214 omoumctenH (Homocysteine) 1400
306CIM  |A26.21.024.000.0]MNoHokokk, onpeaenenune OHK (Neisseria gonorrhoeae, DNA)* 410
306IPK |A26.19.029.001 |loHokokk, onpeaenenue OHK (Neisseria gonorrhoeae, DNA)* 410
306POT |A26.08.067.001 [FoHokokk, onpenenenve OHK (Neisseria gonorrhoeae, DNA)* 410
306CUNH |A26.21.038.001.0]MoHokokk, onpenenenve OHK (Neisseria gonorrhoeae, DNA)* 850
306YPO |A26.20.022.001.0]NoHokokk, onpenenenve OHK (Neisseria gonorrhoeae, DNA)* 350
306MOM |A26.28.015.001  [FoHokokk, onpenenenve OHK (Neisseria gonorrhoeae, DNA)* 410
3061713 |A26.26.024.001 [FoHokokk, onpenenenve OHK (Neisseria gonorrhoeae, DNA)* 410
403 A26.20.040 ['oHOopes, BbIsIBNEHME aHTUreHa, MMMmyHoxpomatorpadus (Neisseria

gonorrhoeae test, One step rapid immunochromotographic assay) 1500
66630 [opox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP) 1700
OBC77 [ocnuTanusaums B TepaneBTUYeCcKUi cTaumoHap 5 600
OBC78 [ocnMTanusaums B XMpypruyyeckmi ctaumoHap 4 400
OBC106 locnutanmsauus 8 XUPYPIMYECKNU cTtaumoHap: pacumpeHHoe

obcrnenoBaHue 11100
6900F209 penndpyt (f209) IgE, ImmunoCAP 1 300
636 A09.05.118 penndpyt (Grapefruit, F209) 850
6666 A09.05.118 penndpyrt, IgG 1050
6886F11|A09.05.118 peumnxa (f11), IgE, ImmunoCAP 1 300
641 A09.05.118 'peyHeBas Myka, IgE (Food - Buckwhear flour IgE, F11) 900
6644 A09.05.118 peyHeBas Myka, 1gG 1050
66643 |A09.05.118 'pubbl (wamnmHboHbI) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus

hortensis, IgE, ImmunoCAP) 1700
93 A12.05.005 'pynna kposwu (Blood group, ABO) 250
66634 |A09.05.118 pywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP) 1700




1602 A09.05.148 [ernapoannaHapocTepoH (HEKOHBIOIMPOBaHHbIN) 2 300
101 A09.05.149 HerngpoannangpocTtepoH-cynbdat (ASA-S04, OSA-C,

Dehydroepiandrosterone sulfate, DHEA-S) 520
147 A09.28.064 [esokcunpuagnHonvd (OMAO) 2 300
77797 B03.019.012.000.0 0eduunTt anbda-1-aHtutpuncuda, SERPINA1, 4.m. 2 400
7128 B03.019.027.001.70edVunT KapHUTUHA CUCTEMHBLIN NepBUYHbIN, reH SLC22A5 m. 60 600
OBC67 [nabeT: ayTOMMMYHHbIE MapKEépsbI 6100
OBC68 [narHocTuka aHemMum 4 500
OBC71 [lmarHocTuka octeonoposa 4 600
OBC62 [narHocTuka uenvakmm: HenepeHoCcMMOCTb benka 3nakoBbIX (FNoTeHa) 10 300
7129 B03.019.027.000.]1 OnacTtpoduyeckasn amcnnasuvs, reH SLC26A2 m. 36 400
168 A09.05.150 OurngpotectocTtepoH (DHT, Dihydrotestosterone) 2 300
7927BSC|B03.019.027.001.4dncTtanbHaa motopHasa Henponatus, Tun V (HMNS, auctaneHas cnnHanbHas

ammoTpodums), 9k30H 3 reHa BSCL2 m. 42 500
7131IGI |B03.019.027.000.]AvCTansHasa cnmHanbHas amuoTpodust BPOXKOEHHas C napannyom

Anadparmel. Monck mytauuii B reHe IGHMBP2, m. (Distal Spinal Muscular

Atrophy 1, DSMA1, Gene IGHMBP2, Mut.) 90 900
7132 B03.019.027.001.¢4ducTanbHas cnMHanbHas aMmoTpodus, BpOXKAEHHas, HeNporpeccupytoLLasl,

reH TRPV4 "ropsay.” yy. m. 20 200
535 08.01.004.000.0( SVPPEPEHINAITEHE INarHOCTVRG METTaHOMBT, TIMMYHOTVICTOXVIMITIECROE

(UIX) nccneposanwne, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-

45, SOX-10 (IHC verification of malignant melanoma using assessment of

the expression S-100, Melan A (MART-1), HMB-45, SOX-10) 31100
536 08.01.001.002.01~VIPPEPEHUVAITBHAs INarHOCTVRa ; JECROE

(UIX) nccneposaHwne, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-

45, SOX-10 (IHC verification of malignant melanoma using assessment of

the expression S-100, Melan A (MART-1), HMB-45, SOX-10)  coromer 31100
3319 A26.08.031.001.07 pertussis (Bo3byauTenes kokntowa) un Bordetella bronchiseptica (Bo3byantens

OpoHXx0oCcenTnKo3a) B cockobe anmTenmanbHbIX KNETOK CIIM3UCTON POTOMNOTKM

n/mnn HocornoTku (Differentiated detection of DNA Bordetella spp.:

Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica

(bronchosepticosis pathogen) in a scraping of the oropharynx and or 5 800
391C-YP{A26.21.008.001.04HAnddepeHumpoBaHHoe onpeaeneHne JHK BITH (Bupyc nanvnnomel

yenoseka, Human papillomavirus, HPV) 21 tuna ( 6, 11, 16, 18, 26, 31, 33,

35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82)* + KBM 4 500
313C-YP({A26.20.012.005.0dAnddepeHumnposarHoe onpeaeneHie NHK BITY (Bpyc nanvniomel

yenoseka, Human papillomavirus, HPV) BbICOKOro OHKOreHHoro pucka 14-u

Tnnoe (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,66,68) + KBM 1200
312C-YP{A26.20.012.005.0]BnddepeHumpoBaHHoe onpeaenenve JHK BITH (Bupyc nanunnomsl

yenoseka, Human papillomavirus, HPV) BbICOKOro OHKOreHHOro pucka 2-x

T1nos (16, 18) + KBM 1200
399C-YP({A26.21.008.001.04AvddepeHumrpoBaHHoe onpeaeneHie HHK BITH (Bpyc nanvniomel

yenoseka, Human papillomavirus, HPV) HU3KOro oHKOreHHoro pucka 3-x

Tunos (6, 11, 44)* + KBM 650
399C-PO|A26.21.008.001.03HndPpepeHLMpoBaHHOe onpeaeneHne LHK Bl TH (Bupyc nanvnniomel

yenoseka, Human papillomavirus, HPV) HU3koro oHKOreHHoro pmucka 3-x

T1nos (6, 11, 44)* + KBM 650
399C-TP|A26.21.008.001.0dAviddepeHLmpoBaHHoe onpeaeneHie HK BITH (Bpyc nanvniomel

yenoseka, Human papillomavirus, HPV) HU3KOro oHKOreHHoro pucka 3-x

Tunos (6, 11, 44)* + KBM 650
377C-YP(A26.20.012.005.04HndpdpepeHLmpoBaHHoe onpeaeneHme LHK Bl Y (Bupyc nanvnniomel

yenoseka, Human papillomavirus, HPV), 15 Tunos (6, 11, 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 68)* + KBM 1300
374C-YP(A26.21.008.001.04dnddepeHumpoBarHoe onpegenexHve OHK BIMY (Bupyc nanmnnomesl

yenoseka, Human papillomavirus, HPV), 4 Tunos (6, 11, 16, 18 )*+ KBM 1000
6819H1 |A09.05.118 HomauwHas noinb (Greer Labs.) (h1) IgE, ImmunoCAP 1100
6825H2 |A09.05.118 HomawHsas noinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1100
631 A09.05.118 HomawHas noinb/ H1-Greer 850
6635 A09.05.118 HomawHssa neib/Greer, 19G 1 050
BP/OOM [B03.045.038.000.(AononHUTeNbHLIN Y4acTHUK nccreqoBaHus (pebeHoK nnm mMaTb Unu oTell)

(Additional research participant (child or mother or father)) 7 200
6879F45]A09.05.118 Opoxokn nekapckne (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1 300
OBC155 ExxerogHas npodmnaktuka 850
OBC46 ExxerogHoe npodunakTuyeckoe obcnegosaHue (nocne 40 net) 6 700
1011 A09.01.007.000.14>Keneso (Iron, hair; Fe) 1600
1088 B03.045.024.004.3>Kene3so (Iron, nails; Fe) 1600
1033 A09.28.060.000.0)>Keneso (Iron, urine; Fe) 1600
48 A09.05.007 >Keneso ceiBopoTku (Fe, Iron) 260
1512BILEJA09.05.129 YKenyHble kncnothl (Bile Acids) 4 500
0BC80 YKeHcknii ropMmoHanbHbIn Npodunnb: ANCHYHKUMA SUYHUKOB, HapyLLUEeHNs!

MEHCTpYanbHOro uukna 3300
109N YKeHckoe becnnogue n ocrnoxHeHne 6epemeHHocTy (reHbl F2, F5, MTHFR,

MTRR, MTR, ACE, AGT, RHD, HLA IlI; kapnoTun) 40 400
518 A08.20.017.002.01>KnakocTHas untonorus. Lintonornyeckoe nccnegosaHme buomatepumana

LUEVKM MaTKK (okpalumBaHue no ManaHukonay, texHonorus ThinPrep ®) 1 800
1587 B03.016.017 XKupHble kucnotsl, npodunb: omera-3, -6, -9, nnasma (Fatty acids panel,

omega-3, -6, -9, plasma) 13 000
1827 Knpo- n BogopacTBOpUMbIE BUTAMUHbI 31100
1828 YKnpopactBopnmble BUTAMMUHbI 11 400




OBC79 300poB Thbl — 300pOBa CTpaHa: exerogHoe npodunakTmyeckoe

obcnenosaHue (oo 40 net) 4 100
OBC89 3aopoBbiIvi pebéHok: ansa geten ot 0 oo 14 net 1200
6890F44 |A09.05.118 3emnsiHuka (f44) IgE, ImmunoCAP 1300
1125 A09.01.007.000.2(3onoTo (Gold, hair; Au) 1600
1078 B03.045.024.004.(3on0710 (Gold, nails; Au) 1600
1111 B03.045.024.001.(03onoT1o (Gold, serum; Au) 1600
144IT1/63 VBC, nH(apKT M1MoKapaa

(reHbl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (6e3 3akntoveHunst Bpaya-

reHeTuKa) 3000
1441T1 MNBC, nHdapkt mmnokapga (renbl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) 3000
7601B-NA VI3ORMA3VTI.

[eHeTnyeckme Mmapképbl MOBBILLEHHOIO pucka pa3BMTUS NONMMHEBPUTOB NpU

npuéme n3oHnMasnaa, CBsI3aHHbIX C HapyLUeHem ero Metabonuama.

Onpegenenune Hann4yus nonumopduramoB reHa N-auetTnntpaHcdepasbl 2 3100
1064 Al12.06.078 M30npuHO3MH 1600
1057 A12.06.077 MiMMyHan 1600
1143 A26.06.041.001.0]VIMmmyHOBROT aHTUTENa knacca IgG k aHTureHam Bupyca renatuta C (anti-

HCV IgG nmmyHo610T) 9 400
1142 A26.06.071.001.0]IMmyHOBNOT aHTUTeNna knacca IgG k aHTUreHam Bupyca KpacHyxu (anti-

Rubella IgG uMmyHO6510T) 9 400
258 A26.06.033.000.04ImmyHO6ROT, aHTUTena knacca IgG k Helicobacter pylori (anti-Helicobacter

pylori IgG nmmyHo610T) 5100
1205 A26.06.082.007.0VImmyHO6BROT, aHTUTeNna knacca IgG k Treponema pallidum (anti-Treponema

pallidum IgG nmmyHO610T) 3300
1191 A26.06.011.001.0]MmmyHOBROT, aHTUTENna knacca IgM k Borrelia burgdorferi  (anti-Borrelia

burgdorferi IgM nMmmyHo6110T) 3400
259 A26.06.033.000.04ImmyHOBNOT, aHTUTENa knacca IgA k Helicobacter pylori (anti-Helicobacter

pylori IgA MMMyHOGIOT) 5100
1206 A26.06.082.007.0]VImmyHOBROT, aHTUTENna knacca IgM k Treponema pallidum (anti-Treponema

pallidum IgM MMMyHOGIOT) 3300
5115UIMX| A08.20.003.002.07 VMIMMYHOrMCTOXMMUYECKasa ANarHOCTUKa XpOHUYECKOro 3HAOMEeTpUTa —

BbIsIBNeHNe nnasmaTtundecknx knetok (CD138) (buomarepuan

OUKCUMPOBaHHbLIN B napadrHoBOM Grioke) 9 500
5114UX| A08.20.003.002.0]VIMMYHOTMCTOXMMWYECKast AXarHOCTKa XPOHYECKOTO 3HAOMETpUTa —

BbISIBIIEHNE nnasmaTuyeckux knetok (CD138) (buomartepman

OUKCMPOBaHHbLIN B dhopmanmHoBoM bydepe) 9 500
PLUM-B VIMMYHOTIC TOXUMWYECKA CRPMAVHT PaKka LEVRA MaTRA — CCITEAOBaAE

OBYX MapKepoB ANl paHHen ANarHoCTUKN ANCNNa3nn C BbICOKOW CTENEHbIO

pucka o3nokavecterneHuns: p16INK4a + Ki-67 (buomatepuan

UKCMPOBaHHbIN B NapadrHoBoMm Grioke) 14 900
PLUM-T VIMMYHOT T TOXUMWYECKAT CRPMHWAT Paka IEVRN MaTRA — VCCITENOBaANE

OBYX MapKepoB ANl paHHen ANarHoCTUKN ANCNNa3nn C BbICOKOW CTENEHbIO

pucka o3nokavecTerneHus: p16INK4a + Ki-67 (buomatepuan

dburKcnpoBaHHbIV B hopmannHoBom bydepe) 14 900
5121 er A08300130000: VIIVIIVIyHUI VIV T UAVINIVIMTCURUCT \VII /\} vivuJicauoanvic. dviainuuivina rvivivircncsa

MeTacTa3oB Npy HEYCTaHOBMNEHHOM NEPBMYHOM O4are (CNekTp MapKepoB

ONs BbISIBNEHWUsI TKAHEBOW NpuHaanexHocTn) (buomarepwnarn,

drKCUpoBaHHbIN B hopmanunHoBom Bydepe) (Immunohistochemical

diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial 38 700
5120er A083001300001 VIIVIIVIyHUI VIV T UAVINIVIMTCURUCT \VII /\} vivuJicauoanvic. dviainuuiviRa rvivivicncsa

MeTacTas3oB Npy HEYCTaHOBMNEHHOM NEPBMYHOM O4are (CNeKTp MapKepoB

ONs BbISIBMNEHNSI TKAHEBOW NpuHaanexHocTn) (bromatepuran, 3aknioYeHHbIN

B napadwmHoBbIi 6110k) (Immunohistochemical diagnosis in cancer

metastasis of unknown primary origin (Tissue Embedded in Paraffin Block)) 38 700
51 18VIFX A08.06.003.002.02 VIMMYHOITMCTOXUMWYHECKOE (VI A) nccrieqoBaHne. JNarHoCTKa

numconponudepaTnBHbIx 3abonesaHnii (bromaTtepman, 3aknioyYeHHbIV B

napadcmHoBebIn 6nok) (Immunohistochemical diagnosis of lymphoproliferative

diseases (Tissue Embedded in Paraffin Block)) 38 700
51 19er A08.06.003.002.0] VIMMYHOITNCTOXUMWYHECKOE (VI A) nccrieqoBaHne. JNarHoCTnKa

numconponudepaTnBHbIx 3abonesaHnit (brnomaTtepman, OUKCUPOBAHHLIN B

dopmanuHosom Bydepe) (Immunohistochemical diagnosis of

lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer)) 38 700
537 A08.30.013.000.0]ImmyHoructoxnmmnyeckoe nccrnegosarue (1 mapkep): ytounstowee UIMX-

nccnegoBaHue ¢ ncnonb3oBaHneM 1 aHTuTena (Mapkepa) 2 600
5116UMX| A08.20.003.001.0]VIMMYHOrCTOXMMNYECKOE NCCIieA0BaHne MapKepa paHHen AUarHoCTVKNA

AMCNNasnm ¢ BbICOKOW CTeNeHbio pucka o3rnokavecteneHus: p16INK4a

(buomaTepman rKCMpoBaHHbIN B doopManvMHoBoM bydepe) 8 400
5117UrX| A08.20.003.001.0] VIMMYHOrMCTOXMMWYECKOE UCCieoBaHne MapKepa paHHer AnarHOCTVKM

AMCNNa3nn C BbICOKOW CTENEHbIO pucKa o3rokadvecTerneHns: p16INK4a

(6buomaTtepman MkcnpoBaHHbIV B napadrHoBOM Grioke) 8 400
45 A09.05.054.002 [mmyHorno6ynuHbl knacca A (IgA) 450
47 A09.05.054.004 |[mmyHornobynuHbl knacca G (IgG) 450
46 A09.05.054.003 [mmyHorno6ynuHsbl knacca M (IgM) 450
944 A09.05.054.004.01VImmyHorno6ynuHbl nogknacca IgG4 (onarHocTnka ayToMMMYHHOrO

naHkpeatuta u ap. lgG4-accoummpoBaHHbIX 3a60neBaHuin) 2 500
192 MMmmyHonornyeckoe obcnegosaHme pacluMpeHHoe 1200
191 MMmMmyHonornyeckoe obcnegoBaHne CKPUHMHIOBoe 1200
1059 A12.06.077 MNMMyHOMaKC 1 600
1058 A12.06.078 NMmmyHodaH 1 600
1066 A12.06.077 NMyHOPUKC 1 600




3033 A26.21.036.001.04HBrodbnop CkpuH. CKpMHMHIOBOE McCriegoBaHNe MUKPOGSIopsI

YPOreHUTanbHOro Tpakra 2 400
3032 A26.21.036.001.0{IHBNO®ITIOP-3KCIEPT. PacwmnpeHHoe nccnegoBaHne MMKpodnops!

YPOreHUTanbHOro Tpakra 2 900
1044 A12.06.077 VHrapoH 1600
1145 A09.05.203 WHrmbuH B (inhibin B) 2100
836 A09.05.075.000.03 |/|HFI/I6VITOP C1—30Tepa§bl (C1-Est§3rase Inhilbitolr, 91-IN!—|) 3600
1421 |A09.05.122.000.04 MporHoaupoBaHne HedhponpoTEKTUBHOIO adchekTa nHrnomuTopos Ard npu

HeguabeTnyecknx 3aboneBaHusax. FeHeTuveckme Mapképbl 3HPEKTUBHOCTH

aTeHonona npu apTepuanbHON rMNepPTEeH3nn ¢ rmnepTpodren nesoro

Xenyao4dka unu Tepanum iysactaTMHOM Npuy UieMUYecKkon 6onesHu

cepaua. OnpegeneHne HanMyuus NoONMMopgr3Ma B reHe aHrMOTEH3UH-

npespaLlarwero depmenTa (ACE) 3000
172 A09.05.056 WHcynuH (Insulin) 750
210 A12.05.108.000.0fNHTepnerikund 1 B (IL-1B) 3500
213 A12.05.109 WHTepnerikuH 10 (IL -10) 3500
2447 A27.05.026 VMHTepnenkuH 28 beta — ILZ8B, reHOTMNMpOBaHWe

(nccnepoBaHWe reHeTUYECKMX MapKepoB onpeaensiowmx apHeKTUBHOCTb

neyYyeHus xpoHmyeckoro renatuta C MHTepdepoHOM 1 pnbaBUPUHOM) 1300
211 A12.05.108.000.04NHTepnelikuH 6 (IL — 6) 3500
212 A12.05.108 WutepnerikuH 8 (IL — 8) 3500
506ACI1 |A08.20.004 VlccnegosaHue acnuparta M3 NonocTu MaTku (Masku) 950
372 A26.20.032.000.04ccnenosaHune buoLieHo3a yporeHnTansHoro Tpakta. Pemodhnop 16. 3400
386 A26.20.032.000.04ccnenosanune buoLieHo3a yporeHnTanbHoro Tpakta. Pemodhnop 8. 2 300
507M>KE|A08.20.019 WccnegoBaHve BblAENEHUN U3 MOMOYHOM XXenesbl 900
1043 A12.06.047.000.0]Viccnenoeanmne nHTepdMepoHOBOro CTaTyca (4 NokasaTens: CbiIBOPO- TOYHbIN

NHTepP(EPOH; CNOHTaHHbIN MHTEPdEPOH; MHTepdepoH-anbga; MHTepdepoH-

ramma) 1600
240 A09.19.001 VlccnegoBaHue Kana Ha CKpbITY KPOBb 410
7811 A12.05.013 MccnepoBaHue kapuoTuna (KONMYECTBEHHbIE U CTPYKTYPHbIE aHOManum

xpomocom) (Karyotype) 11 700
7312 A08.30.029.002 [WccnepoBaHue kaprotuna (KonnyecTBeHHbIE U CTPYKTYPHbIE aHOManum

XPOMOCOM) C 06s13aTeNbHON Bblgayen KapuorpaMmmebl 11 800
508 A08.09.011 VlccnegoBaHne MOKpOThI 1400
507MQOY |A08.28.012 VlccnegoBaHue Moun 900
272 B03.016.014 VlccnegoBaHue Mo4vn no HeunnopeHko 300
777741B{A27.05.017.000.0]VIccnenosaHme mytaumoHHoro ctatyca BCR-ABL reHa (MeToA npsMoro

cekBeHupoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis using direct

Sanger seqguencing, gualitative) 15 100
485 A26.19.017 Wccneposanuve Ha E. coli O157:H7, anapeniHbii CUHAPOM, aHTUFEHHBIN TecT

(One step rapid immunochromotographic assay) 1700
481 A26.19.042 ViccneposaHue Ha ageHoBupyc (Adenovirus), aHTUreHHbIN TecT 1600
488 VMccnepoBaHve Ha beTa-reMonMTU4ecknii CTpenTOKOKK rpynnbl B

(Streptococcus agalactiae), aHTUreHHbI TecT 1700
447 A26.20.008.000.04VIccnenoBanHne Ha brioLeH03 Braranuiia 1 onpeneneHne 4yBCTBUTENbHOCTM

K @aHTUMMUKPOBHBIM 1 aHTUTPUBKOBLIM NpenapaTam (C MUKPOCKONUENn

npenapara, okpalleHHoro no 'pamy) (Vaginal Culture, Routine, quantitative)* 2 800
483 A26.19.037 WccnepoBaHne Ha nambnuu (Giardia lamblia), aHTUreHHbI TecT 1600
240 A26.01.018.000.0]ccnenoBaHne Ha HanuMyue Knewla AemMoaekc 26 300
463 A26.19.039 WcecnepoBaHne Ha poTtaBupyc (Rotavirus), aHTUreHHbI TecT 1200
1600CT WccnegoBaHne Ha aHTepobunos (anua octpul, enterobiasis) 400
16010CT/A26.01.017 WccnegoBaHve Ha aHTepobuos (sniua octpul, enterobiasis), LWinatenb 400
506BMC |A08.20.004.000.0]ccnegoBaHue oTnevatka ¢ BHyTpumaTodHon cnvpanu (BMC) 950
510 A08.30.016 WccnegoBaHve NyHKTATOB APYrMX OPraHoB U TKaHen 1400
509KOX ]A08.01.002 WccnegoBaHe NyHKTaToOB KOXN 1100
509MXKE|A08.20.015.000.0]ccnegoBaHne nyHKTaTOB MOMOYHOW »enesbl 1100
503 A08.03.001 MccnepgoBaHue cockoboB 1 OTNEYaTKOB OMYXONen 1 onyxonenogobHbIx

3aboneBaHui 1100
502 A08.01.002 WccnepoBaHne cockoboB 1 0TNEeYaTKOB C MOBEPXHOCTU KOXWU N CNN3UCTBIX 700
505 A08.20.017.000.0]VccnegoBaHne cockoboB LUENKN MaTKM U LiepBUKaNIbHOIO KaHana 600
507T3C |A08.30.027 WccnegoBaHve TpaHCCyaaToB, 9KCCYaaToB, CeKpeToB 900
5043H0 |A08.30.016.000.0] NccnegoBaHne aHOAOCKONUMYECKOro MaTepuana 1100
514 A08.16.007.000.0] ccnegoBaHue aHOOCKONMYEcKoro matepuana Ha Hanudmne Helicobacter 1300
504CBP |A08.08.006 WccnenoBaHss CMbIBOB C OPOHXOB 1100
7604KRT|B03.019.027.000.]NxTr1o3 6ynnesHbin, reH KRT2 m. 42 500
7133 B03.019.027.001.4 xTn0o3 BynbrapHbii, red FLG 4.m. 14 200
7829TGMB03.019.027.000.1xTrno3 namennsapHbin, redH TGM1 m. 60 600
14311 Nwemunyecknt nHeynsT (reHbl ITGB3, ITGA2, GP1BA, FGB) 3000
143IT/B3 Mwemunueckun nHcynosT (reHbl ITGB3, ITGA2, GP1BA, FGB) (6e3

3aKn4YeHnss Bpadya-reHeTuka) 3000
1131 A09.01.007.000.01Mog (lodine, Hair; 1) 1600
1092 B03.045.024.004.4Wog (lodine, nails; 1) 1600
1491 A09.28.065.000.01Mop B cbiBopoTke (lodine, serum) 1600
1479 A09.28.065 WMop, moya (lodine, urine; 1) 1600
1051 A12.06.078 Karouen 1600
1112 A09.05.278 Kagmunin (Cadmium, blood; Cd) 1600
1019 A09.01.024 Kagmuin (Cadmium, hair; Cd) 1600
1084 B03.045.024.004.1Kagmun (Cadmium, nails; Cd) 1600




874 A09.05.278 Kagmuin (Cadmium, serum; Cd) 1600
1040 A09.28.083 Kagmuin (Cadmium, urine; Cd) 1600
650 A09.05.118 KaseuH, IgE (Food - Casein, IgE, F 78) 900
6602 A09.05.118 KasewuH, IgG 1050
6807F78 |A09.05.118 KaseunH, monoko (nBos d8) (f87) IgE, ImmunoCAP 1300
6870F93 |A09.05.118 Kakao (f93) IgE, ImmunoCAP 1300
1006 A09.01.007.000.04Kanun (Potassium, hair; K) 1600
1093 B03.045.024.004.3Kanun (Potassium, nails; K) 1600
39 A09.05.031.000.0]Kanun (K+, Potassium), Hatpun (Na+, Sodium), Xnop (Cl-, Chloride) 370
114 A09.28.013.000.0] Kanun, Hatpui (Potasium, Sodium) 350
1338 A12.19.004 KanbnpoTekTuH ekanbHbIN 4 400
1007 A09.01.007.000.04Kanbuuin (Calcium, hair; Ca) 1600
1083 B03.045.024.004.4Kanbumi (Calcium, nails; Ca) 1600
113 A09.28.012.000.0)Kanbuun (Calcium) 360
165 A09.05.206 Kanbuuin noHnsmnposaHHbiii (Ca++, Calcium ionized) 450
401 A09.28.012.000.04Kanbuuin moyn (npoba Cynkosuya) 290
37 A09.05.032 Kanbuun obwmi (Ca, Calcium total) 290
110113 [A09.28.006.000.04 Kanbummn-kpeaTMHNHOBOE COOTHOLLEHME B pa3oBow nopummn moym (Calcium-

Creatinine Ratio, Random Urine) 370
171 A09.05.119 KanbumntoHuH (Calcitonin) 1000
1265 A09.28.018 KamHu noyeyHble, aHanus (Calculi (Stone) Analysis) 7400
1565MOK A09.28.018 KamHu noyeyHble, aHanus (Calculi (Stone) Analysis) 7 300
402 A26.19.094 RamnvnobakTep, AMaperiHbii CUHOPOM, BbISIBIEHUE aHTUreHa B Kare,

ummyHoxpomatorpadms (Campylobacter spp., One step rapid

immunochromotographic assay, antigen, stool) 1800
344K0OX|A26.26.017.001.0]1Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 400
344CJIH |A26.21.044.001.09Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 400
3441PK |A26.26.017.001.04Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 400
344MOM |A26.21.044.001.03Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 400
344CIN_ |A26.21.044.001.04Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 400
344BIMT |A26.21.044.001.04Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 400
344YPO |A26.21.055.000.0]1Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 350
344POT |A26.26.017.001.03Kangunaa, onpegenenune OHK (Candida albicans, DNA)* 400
3023 A26.21.055.000.04KaHaonaos ckpuHuHr (onpeaenenne obwen AHK rpubos (Fungi), AHK

Candida albicans) 650
3024 A26.21.055.000.04KaHannos tunuposaHue (onpeaenenne JHK rpubos poda kaHauaa: Candida

krusei, Candida glabrata, Candida parapsilosis, Candida tropicalis, Candida

famata, Candida guillermondii) 1200
3021 A26.21.044.001.0] "@RAVAO3, CKOVHMAT W T (ONPEAETTEAVE OOWEN OHRK TPA00B

(Fungi), OHK Candida albicans. TunuposaHue rpn6oB poga kaHauaa :

Candida krusei, Candida glabrata, Candida parapsilosis, Candida tropicalis,

Candida famata, Candida guillermondii) 1700
902 A09.28.055.001.0] KaHHabuHounabl (mapuxyaHa) (Cannabinoids (marijuana)* 2 000
6895F216 KanycTta 6enokodyaHHas (f216) IgE, ImmunoCAP 1300
642 A09.05.118 Kanycta koyaHHas, IgE (Food - Cabbage, IgE, F216) 900
6649 A09.05.118 Kanycta ko4yaHHas, 1gG 1050
91 A09.05.035.000.04KapbamaszenuH (PuHnencuH, Terpeton, Carbamazepine) (Amiodarone

(Cordarex)) 4 800
777769K(A12.05.013.000.04 Kapuotun oHkorematonornyeckui (Karyotype, Hematologic Disorders,

Peripheral Blood) 12 100
7313 A12.05.013.000.04KapuoTtnn nnoga (abopTHbIN MaTepuan) 21 200
6853F355 Kapn, napsans0ymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP 3100
6887F35|A09.05.118 KapTtodensb (f35) IgE, ImmunoCAP 1300
646 A09.05.118 KapTtodbenb, IgE (Food - Potato, IgE, F 35) 900
6657 A09.05.118 Kaptodbens, IgG 1050
151 A09.28.034 KaTexonamuHbl B Moye (agpeHanuH, HopagpeHanuH, nodaminH) 3900
152 A09.28.034 KaTtexonamuHel B Mode (agpeHanuH, HopaapeHanuH, godamuH) (nepuog

cbopa MeHblie 24 yacoB) 3900
KATEIJT|A09.05.133.000.0]KaTtexonaMnHbl B Nnasme: agpeHanuH, HopagpeHanuH, aodamuH 3900
6898F84 |A09.05.118 Kneu (f84) IgE, ImmunoCAP 1 300
654 A09.05.118 Kuew, IgE (Food - Kiwi, IgE, F 84) 900
6608 A09.05.118 Kusu, 19G 1050
622 A09.05.118 Knew, Dermatophagoides farinae (D2) 900
621 A09.05.118 Knew, Dermatophagoides pteronyssinus (D1) 900
6818D2 |A09.05.118 Knew gomatuHen nbinu / D. farina (d2) IgE, ImmunoCAP 1 200
6817D1 |A09.05.118 Knew gomatuHen nbinn / D. pteronyssinus (d1) IgE, ImmunoCAP 1 200
1515 B03.016.003 KnuHnyeckuin aHanua kposu: obwun aHanus, nenkocgpopmyna, CO3 (c

MWKPOCKOMNMENn Maska KpOBUM NMpY Hann4mMm NaTonormyeckux caBuros) 600
1555 KnuHnyeckmin aHanua kposu: obwun aHanus, nenkodgopmyna, CO3 (c

MUKPOCKONMEN Ma3ka KpOBU MpY HanM4ynmn NaTonorm4eckmx caBuUros) 1100
634 A09.05.118 Kny6Huka (Strawberry, F44) 900
6659 A09.05.118 Kny6Huka, IgG 1050
40CKDEHA12.28.002.000.01KnyboukoBas dunbTpauus, pacyeT no copmyne CKD-EPI — kpeaTuHWH

(eGFR, Estimated Glomerular Filtration Rate, CKD-EPI creatinine equation) 310
1526 Kny6oukoBas cunbTpauus, pacyeT no popmyne CKD-EPI — ymuctatnH C

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) 1400
1113 A09.05.271 KobanbT (Cobalt, blood; Co) 1600
1012 A09.01.017 Ko6anbT (Cobalt, hair; Co) 1600
1085 B03.045.024.004.3Ko6anbT (Cobalt, nails; Co) 1600




863 A09.05.271 KobanbT (Cobalt, serum; Co) 1600
1034 A09.28.076 KobanbT (Cobalt, urine; Co) 1600
350CB |A26.05.019.001.07KonunyectBeHHoe onpegenexune PHK Bupyca renatuta C metogom lNLUP

(BupycHag Harpyska), HCV Viral Load, Hepatitis C Virus RNA (Quantitative 500
6908171 |A09.05.118 Komap (i71) IgE, ImmunoCAP 1300
7649 B03.019.027.001.( KomnnekcHas AnarHocTuka HacneacTBeHHOW rmnepxonecTtepuHemMmm 13 600
1537 ROMMNEKCHOE NCCINEQOBAHNE A1 UCNONb30BaHWsi B QUArHOCTUKE

paccesiHHOro ckrneposa: onpeaeneHne onuroknoHansHoro IgG (nmksop,

CbIBOPOTKA) M CBOBOAHbLIX NErkmx uenen MMmyHornobynmHoB (NMKBop) 8100
3020 A26.21.036.001.04 O6was 6akTeprnansHas macca, Lactobacillus spp., Gardnerella vaginalis,

Atopobium vaginae, Prevotella spp., Leptotrichia amnionii group, Mobiluncus

mulieris, Mobiluncus curtisii, Ureaplasma urealyticum, Ureaplasma parvum,

Mycoplasma hominis, Fungi, Candida albicans, Candida krusei, Candida

glabrata, Candida parapsilosis, Candida tropicalis, Candida famata, Candida

guilliermondii, Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas

vaginalis, Mycoplasma genitalium, KOHTponb B3ATUA MaTepuana 5400
193 KoMnoHeHTbl cuctemsbl komnnemeHTta C3, C4 (Complement components C3, 1300
6850F323 KoHanbbymuH sinua, nGal d3 (f323) IgE, ImmunoCAP 1 400
5110 A08.30.006 KoHcynbTaums rotoBbIX MMCTONOrMYyeckmx npenapatoB (1 ctekno + 1 6nok) 1700
5000 A08.30.007 KoHcynbTaums rotToBbIX LMTONOrMYEeCckMX npenapatos (1 cTekno) 700
OBbC65 KoHTponb aAnabeTa: paclUMpPeHHbIN 4 700
ObC66 KoHTponb aAnabeta: CKPUHWUHE 850
608 A09.05.118 Koposbe mornoko (F2, Milk) 900
6648 A09.05.118 Koposbe Mmonoko, IgG 1050
65 A09.05.135 KopTtuson (FmapokopTtmaoH, Cortisol) 600
1508 A09.07.007 KopTuson, cntoHa (Cortisol, Saliva) 1050
7140 B03.019.027.001.4KocTHas reteponnasus nporpeccupytowiasi, reH GNAS m. 54 600
66627 |A09.05.118 Kodbe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP) 1700
605 A09.05.118 Kouwka (E1, Cat Dander-Epithelium) 900
6638 A09.05.118 Kowka, 1gG 1050
6841E94|A09.05.118 Kowuka, rFel d1 (e94) IgE, ImmunoCAP 3300
6804E1 Kouka, nepxotb (e1) IgE, ImmunoCAP 1200
6842E220 Kollka, cbiBOPOTOYHbIN anbbymuH, rFel d2 (e220) IgE, ImmunoCAP 3300
6902F23 Kpab (f23) IgE, ImmunoCAP 1300
614 A09.05.118 Kpabhl (F23, Crab) 850
7141 B03.019.027.000.] KpaHmomeTadmsapHasa aucnnasusi, redH ANKH "ropsy.” yy. m. 14 200
7142 B03.019.027.000.4 KpaHmomeTadumnsapHas gucnnasus, reH ANKH m. 72 700
7717MSXB03.019.027.000.4 KpaHnocnHocTo3, reH MSX2 m. 16 000
7143 B03.019.027.000.4KpaHnocnHocTos, reH TWIST1 m. 21100
OBC118 KpacoTa 3gopoBoi koxu (Healthy skin beauty) 3000
22 A09.05.020 KpeaTtuHuH (Creatinine) 280
110 A09.28.006.000.0]KpeaTunHuH (Creatinine) 230
19 A09.05.043 KpeatunHkuHasza (KpeatuHdocdokunasa, KK, KOK, CK, Creatine kinaze) 310
20 A09.05.177 KpeaTtuHknHaza-MB (KpeatuHdocdokuHasa-MB, KK-MB, KOK-MB, Creatine

Kinase-MB, CK-MB, KK-2) 600
6894F24 1A09.05.118 KpeBeTka ceBepHas (f24) IgE, ImmunoCAP 1300
615 A09.05.118 KpeseTku (F24, Shrimp) 850
6652 A09.05.118 KpeseTku, 1gG 1050
1005 A09.01.013 KpemHuii (Silica, hair; Si) 1600
1107 B03.045.024.004.4Kpemuuii (Silica, nails; Si) 1 600
482 A26.19.036 Kpuntocnopuamn napeym (Cryptosporidium parvum), AMapenHbii CUHOPOM,

AHTUrEHHbIN TECT 1 400
808 A12.04.001.000.01KpvcTannbl B Ma3ke CMHOBUArbHOM XXUOKOCTU (MOHOYpaT HaTpus,

nupodocdaT KanbLms) 2 300
651 A09.05.118 KypuHoe msico, IgE (Food - Chicken, IgE, F 83) 900
6603 A09.05.118 KypuHoe msico, IgG 1050
6861E85]|A09.05.118 Kypuua, nepo (e85) IgE, ImmunoCAP 1300
663 A09.05.118 Kypuua, nepo IgE (Animal - Chicken Feathers, IgE, E 85) 900
CIKA1 JlabopaTtopHas AMarHocTvka runepaHporeHemMmm 4 400
274 A26.05.053.001.04J1abopaTopHoe nccnegoBaHue knewa ans soigenexHma OHK Bo3dbyautens

Naviv-Boppenvosa (Borrelia burgdorferi, DNA) 1500
1227M BO3byauTENnen MHEKUNIA, NepeaaroLLmMXCsl MKCOAOBbLIMU KeLamu:

KNELWEBOW 3HLE®ANNT, BOPPENNOS3 (EONE3HbL NAVMA),

AHAMNA3MO3, SPJINXNO3 (Detection of pathogen DNA/RNA in ticks: Tick-

borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma

EUagocyt\prgni’lllynl, Elhrlichia eris/chaffeensiSG (RNA/DNA), PCR) 5100
MC Tpurnuuepuasbl (30)

XonecTtepuH obwun (31)

XonectepuH JMBIM (32)

XonectepuH JIMHI (33)

[ntoko3a (16) 1 300
7691LCI |B03.006.004.000.(J1akTasHas HegocTaTo4YHOCTb B3pocrbix (reH LCT) 2 000
215 A09.05.207 JlaktaT (Lactate) 1000
345YPO |A26.20.032.001.04J1akTobakTepuu, onpeaenenune OHK (Lactobacillus spp., DNA)* 600
917 A09.05.035.000.04/1aMOTPUIKMH, NTEKAPCTBEHHbIV MOHUTOPUHT (Lamotrigine) 6 200
1132 A09.01.007.000.24NaHTaH (Lantanum, hair; La) 1600
1094 B03.045.024.004.(JTaHTaH (Lantanum, nails; La) 1600




7718LAMA3 J1apUHIro-oHNX0-KyTaHHbIN cUHAPOM, 9k30H 39 reHa LAMAS3 m. 16 000
6917K82]A09.05.118 JNaTekc (k82) IgE, ImmunoCAP 1300
628 A09.05.118 JlaTekc (K82, Latex) 850
49 A12.05.011.000.0]J1aTeHTHas (HeHacbILLEeHHast) XXene30CBsA3bIiBatoLLast CIOCOOHOCTL ChIBOPOTKM

kposu (JXKCC, HXXCC, Unsaturated Iron Binding Capacity, UIBC) 370
24 A09.05.039 JN1Aar (JTakratgermagporenasa, L-nakrat: A+OkcmnagopeaykTasa, Lactate

dehydrogenase, LDH) 320
1271 A09.05.035.000.0¢J1leBeTnpauetam (Levetiracetam, Keppra®) 6 200
405 A26.28.010 JlernoHenna, BbIsIBNieHWE aHTUreHa B MoYe, MMMyHOXpomaTorpadus

(Legionella pneumophila, One step rapid immunochromotographic assay, 2 500
119 A12.05.121 JTenkoumTapHasa popmMyna (anddepeHLMPOBaHHbIV NOACHET NENKOLNTOB,

nenkouuntorpamma, Differential White Blood Cell Count) ¢ mukpockonuen

MasKka KpOBM MpY HanMyMm NaTosiorm4YecKMx caBuroe™ 280
911 A12.05.121 JlenkouuTapHaa dpopmyna (AnddepeHunpoBaHHbI NoACHEeT NENKOLIUTOB,

nenikoumtorpamma, Differential White Blood Cell Count) ¢ o6s3aTensHomn

«PYYHOM» MUKPOCKOMNMEN Ma3ka KpoBU™® 600
175 A09.05.159 JlentuH (Leptin) 1 400
6851K204A09.05.118 JInzounm sua, nGal d4 (k208) IgE, ImmunoCAP 1 400
1060 Al12.06.077 Jlnkonng 1600
6889F20§A09.05.118 JlnmoH (f208) IgE, ImmunoCAP 1300
635 A09.05.118 JlnmoH (Lemon, F208) 850
6609 A09.05.118 JlnmoH, 1gG 1050
7719FLT4 Jlumdbegema, reH FLT4 m. 157 400
23 |A09.05.l73 Jlnnasa (Tpuauunrnuueponauunrugponasa, Lipase) 410
OBC53 JInnnaHbIn Npodunb: paclUMPeHHbIN 4 800
OBC127 JInnnaHbIn npodunb: pacluMpeHHbI He HaTollak (Lipid Profile: Extended ) 4 800
OBC54 JIunuaHbIn Npodunb: CKPUHUHT 1050
OBC128 JInnuaHbIn npodunb: ckpUHUHE He HaTowak (Lipid Profile: Screening) 1200
7144 Jlnnoanctpodums, reH BSCL2 m. 21100
7834LMN B03.019.027.000.4Jlnnoguctpodums, reH LMNA "ropsy." y4y. m. 20 200
7835LMN B03.019.027.000.4JInnognctpodus, reH LMNA m. 60 600
1071 A09.05.027 JlnnonpoteuH (a) (Lipoprotein (a), Lp(a)) 1 400
410 Jlnctepun, BbISBNEHNE aHTUreHa B karne, MMMyHoxpomatorpadms (Listeria

monocytogenes, One step rapid immunochromotographic assay, antigen, 1900
3114POT|A26.30.020.001.031/Iuctepun, onpegenenune OHK (Listeria monocytogenes, DNA)* 370
3114MQOYA26.05.037.001.04Iuctepun, onpegenenune OHK (Listeria monocytogenes, DNA)* 410
3114HO(A26.30.020.001.04Iuctepun, onpegenenune OHK (Listeria monocytogenes, DNA)* 370
3114CNHA26.23.017.000.0]JTnctepun, onpegenenune OHK (Listeria monocytogenes, DNA)* 850
3114CM> A26.23.017.001  |Jluctepun, onpegenenune OHK (Listeria monocytogenes, DNA)* 410
3114071 |A26.05.037.001.01/Iuctepun, onpegenenune OHK (Listeria monocytogenes, DNA)* 370
814 A09.05.086 Jlntun 1900
1000 A09.01.007.000.04JIntmi (Lithium, hair; Li) 1600
1095 B03.045.024.004.4MuTtui (Lithium, nails; Li) 1 600
IMC B01.045.012.000.¢JTMC HapKOTUKM 1 MCMXOTPOTHBIE BELLECTBA - CKOUHWHT

(aHanu3 Mo4un Ha onuaTbl, aMdeTaMuH, MeTaMdeTaMuH, KOKauH,

KaHHabMHoMAbl U UX MeTabonuTbl) 5 600
7261D-C{A27.05.045.000.04 2Pt arvvipTELaptan.

eHeTUYeckuii Mapkép pucka HapyLleHuih Metabonmama 6nokaTtopos

peLenTopoB aHrMoTeH3uHa ll: nosaptaHa n npbecaprtaHa no Tuny

ocnabneHus 1 yCUNeHns nx rmnoTEH3NBHOIO AEWCTBUSA, COOTBETCTBEHHO.

OnpegeneHve Hanu4nsa nonuMmopdnamMos reHa untoxpoma CYP2C9 3700
66607 Jlowapp, nepxotb (€3) IgE, ImmunoCAP 1700
66640 Jlyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 1700
60 A09.05.131 JlioTenHmsnpyrowmii ropmod (J15, LH) 470
4050 A09.05.106.000.0dM-rpaameHT, ckpnHUHI. AnekTpodopes CbIBOPOTKU M UMMYyHOUKCauns ¢

NoNMBaneHTHOM aHTUCHLIBOPOTKOM 1 KONMNYEeCTBEHHOWN oLieHKkor M-rpagmeHTa 4 000
4051 A09.05.106.000.0]M-TpaaneHT, TMNMpoBaHNE. INEKTPOdOpPeE3 CbIBOPOTKU N MMMYHOMUKCaALNA

C naHenbo aHTucbiBopoTok (IgG/A/M/kanna/nambaa) ¢ KonMy4ecTBEHHOM

oLeHkon M-rpagmneHTa 7 300
1003 A09.01.007.000.04MarHun (Magnesium, hair; Mg) 1600
1096 B03.045.024.004.dMarnun (Magnesium, nails; Mg) 1600
40 A09.05.127 Marnun (Mg, Magnesium) 290
1318110 |A09.28.006.000.0¢ MarHun, pasoBaa nopuma Mo4u (C KpeaTUHUHOM N pacyeToM

MarHumn/kpeaTnHuH oTHoweHus) (Magnesium, random urine, with creatinine

and magnesium/creatinine ratio calculation) 1 000
1318 A09.05.127.000.0]Marnui, cytodHasa moyda (cyTovHas akckpeuus), (Magnesium, 24 h urine

excretion) 600
6161 A09.05.210 MakponponaktuH (Macroprolactin) 2 000
66635 |A09.05.118 Manwuhna (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, 1700
6921F9 Matro (fE, ImmunoCAP 1300
675 A09.05.118 Matro, IgE (IgE, Food - Mango, IgE, F 91) 900
6670 A09.05.118 Matro, IgG 1050
66636 |A09.05.118 MangapuH (f302) IgE, ImmunoCAP 1700
7720LMN B03.019.027.000.4 MananbynoakpanbHasa aMcnnasus ¢ nMnogucTpoduen, 3k3oHbl 8, 9 reHa

LMNA m. 10 100
1115 A09.05.270 MapraHel (Manganese, blood; Mn) 1600
1010 A09.01.016 MapraHel (Manganese, hair; Mn) 1600
1097 B03.045.024.004.4 Mapraney, (Manganese, nails; Mn) 1600
892 A09.05.270 MapraHel (Manganese, serum; Mn) 1600




1032 A09.28.075 MapraHel (Manganese, urine; Mn) 1600
726251-F A2705012 |V|ap|\cp PGJBVI TViA T ITTACIAlVIDADIA APUHVI“IUL;I\VIA VIVICITUI IPUJ IVIWCPG TVIDADIA

3aboneBaHuii (XMIM3): kayecTBEHHAs OLIEHKA HarnM4Msi CoOMaTU4eCKon

myTauumn 617F rena JAK2 (Marker of Ph-negative Chronic Myeloproliferative

Disorders (cMPD): qualitative assessment of presence of gene JAK2 617F

somatic mutation) 3100
7260 A2705012001 |V|ap|\cp PGJBVI TViA T ITTACTIAlVIDADIA APUHVI“IUL;I\VIA VIVITCITUI IPUJ IVIWCPG TVIDADIA

3aboneBaHuii (XMIM3): konMyecTBEHHOE onpeaeneHne COOTHOLLEHNSI

HOPMarnbHOro 1 MyTaHTHoro annenen 617V/617F rena JAK2 (Marker of Ph-

negative Chronic Myeloproliferative Disorders (cMPD): quantification of wild-

type and mutant allelic ratio of gene JAK2 617V/617F) 11 600
204 A09.05.296 Mapkep dopmupoBaHus koctHoro matpukca P1NP (N-TepMuHanbHbIn

nponentug npokonnareHa 1 Tuna, Total P1NP) 2 500
1649 Mapkepbl pucka npesknamncuu: sFlt-1, PIGF, cooTHoweHue sFlt-1/PIGF 9 800
7605MVK| B03.019.027.000.4 MeBanoHoBas aunaypusi, reH MVK m. 60 600
66602 Mépn (f247) IgE, ImmunoCAP 1700
1114 A09.05.273 Menb (Copper, blood; Cu) 1600
1014 A09.01.019 Megab (Copper, hair; Cu) 1600
1087 B03.045.024.004.1Meab (Copper, nails; Cu) 1600
888 A09.05.273 Menb (Copper, serum; Cu) 1600
1035 A09.28.078 Menb (Copper, urine; Cu) 1600
889 A09.28.078.000.0]Meapb B cyTo4Homn moye (Copper, 24-Hour Urine; Cu) 1600
1645 A09.05.136.000.0]MenaToHuH 4 700
950 A0928034000OJ wWIiCcTaOUIVviTbl RaTTAUITaviviFRuUB Vi \JCPU TUARVIAQGg, by TUSHAAA VivHa.

BaHUNMNMuHaanesas kucnota, BMK; romoBaHunnHoBas kucnota, BK; 5-

OKCMUHAOoNyKcycHas kucnota, 5-OUNYK. (Catecholamines and serotonin

metabolites, urine, 24 hr: vanillylmandelic acid, VMA; homovanillic acid, HVA,

5-hydroxyindoleacetic acid, 5-HIAA) 4 200
1771 A09.28.023.000.0]MeTabonuTbl 3CTPOreHOB 1 NPOrecTepoHa, CyTo4YHas Moya 12 900
1166 A09.28.034.001.0]MeTaHedpviHbI pakLMOHMPOBaHHbIE (MeTaHedpPWH, HopMeTaHedPUH),

[JEKOHBbIOrMpoBaHHble (0bLme), cyToYHas Moya. 4 200
918 A09.28.034.001.04MeTaHedpunHbI dpakLMOHMPOBaHHbIE cBOOOAHbIE, CYTOYHAs Moya 3200
7908DIA]B03.019.027.001.4MeTtremornobuHemusi, CYB5R3 M. (Methemoglobinemia, Gene CYB5RS3, 48 500
7836DIA1B03.019.027.001.4dMeTremornobunHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5RS3,

Freq. Mut.) 7 300
7145 MeTVIJ'IrﬂyTaKOHOBaH aumaypusi, reH OPA3 m. 16 000
14811 1A27.05.003.000.02 reHequeCKme MapKEpbl NOBbLILLEHHOIO pMUcKa pa3BUTMSA NOOOYHbLIX peakLuii

npu Npuéme MeToTpekcaTa Ha (PoHe NevYeHnsi peBMaToOMAHOro apTpuTa.

MeToTpekcaT HapylaeT meTabonuam conmesoi knucnotel. OnpegeneHve

HanMunsi NoNMMopcM3mMoB B reHax oepMeHTOB peakunii honaTHOro uukna

(MTHFR, MTRR, MTR) 5700
341CMX|A26.23.041.001 |Mukobaktepun Tybepkynesa, onpegenexHme OHK (Mycobacterium

tuberculosis, DNA)* 450
341MOUY |A26.28.028.001 |Mukobaktepun Tybepkynesa, onpegenexHme OHK (Mycobacterium

tuberculosis, DNA)* 450
341MK |A26.09.080.001.01Mukobaktepun Tybepkynesa, onpegenexHue OHK (Mycobacterium

tuberculosis, DNA)* 1100
341CIM |A26.21.048.001 |Mukobaktepun Tybepkynesa, onpegenexHme OHK (Mycobacterium

tuberculosis, DNA)* 450
341BMNT |A26.10.007.001.01Mukobaktepun Tybepkynesa, onpegenexHme OHK (Mycobacterium

tuberculosis, DNA)* 450
341CUH |A26.02.001.000.09Mukobaktepun Tybepkynesa, onpegenexHme OHK (Mycobacterium

tuberculosis, DNA)* 850
341CB |A26.05.047.001.01Mukobaktepun Tybepkynesa, onpegenexHme OHK (Mycobacterium

tuberculosis, DNA)* 700
341MHC |A26.20.038.001 |Mukobaktepun Tybepkynesa, onpegenerHue OHK (Mycobacterium

tuberculosis, DNA)* 450
308YPO |A26.20.027.001.0]Mukonnasma, onpegenexme JHK (Mycoplasma genitalium, DNA)* 310
308CI |A26.21.041.001.0]Mukonna3sma, onpeaenenne OHK (Mycoplasma genitalium, DNA)* 420
308MOY |A26.28.017.001 [Mukonnasma, onpeaenenune OHK (Mycoplasma genitalium, DNA)* 420
302YPO |A26.28.018.001.0]Mukonna3ma, onpeaenenune OHK (Mycoplasma hominis, DNA)* 410
302MOM |A26.28.018.001  [Mukonnasma, onpeaenenune OHK (Mycoplasma hominis, DNA)* 410
302CI |A26.21.042.001.0]Mukonna3ma, onpeaenenune OHK (Mycoplasma hominis, DNA)* 410
347POT |A26.08.048.001 |Mwukonnasma, onpegenexve JHK (Mycoplasma pneumoniae, DNA)* 370
347MK |A26.09.046.001 |Mwukonnasma, onpegenexve JHK (Mycoplasma pneumoniae, DNA)* 1100
347CJIH |A26.09.046.001.0]Mukonnaama, onpegenexnve JHK (Mycoplasma pneumoniae, DNA)* 370
347MJ1  |A26.09.046.001.04 Mukonna3sma, onpegenexnve JHK (Mycoplasma pneumoniae, DNA)* 700
445 A12.20.001.000.0]MVKpOCKONY€ECckoe (DaKTepUOCKONYECKOe) NCCNedoBaHne Maska,

okpaLueHHoro no Npamy (Gram Stain. Bacterioscopic examination of different

smears (vaginal, cervical, urethral, sputum, wound, etc) 470
1277KOXKA Mwukpockonusi n noceB Ha napasuTapHble rpubsbl (koxa) (Parasitic Fungi,

Microscopy and Culture (skin)) 3000
1277HOITU Mukpockonusi 1 noceB Ha napasuTapHble rpunbsbl (HorTu) (Parasitic Fungi,

Microscopy and Culture (nails)) 3000
7146 MukpodTanbm n3onmposaHHbIv, reH GDF6 m. 21100
7991CRYBA MukpodTanbM ¢ katapakton, reH CRYBA4 m. 36 400
M33 MUKPO3NEMEHTbLI B CbIBOPOTKE U LIENBHOW KPOBWU: CKPUHWUHT 5500
66631 |A09.05.118 Mwungans (f20) IgE, ImmunoCAP 1700
21 A09.05.006 Mwuorno6bu (Myoglobin) 1 000




939 A12.06.057.000.14 MurosuT-cneundunyHslie aHtutena (nanH-6not : Mi-2, Ku, PM-Scl 100/75; Jo1

PL-7 PL-12 EJ OJ; SRP, SSA (R052)), 1gG 5 600
7147 B03.019.027.001.71 MuoknoHunyeckas auctoHus, reH SGCE m. 72 700
7838DMHB03.019.027.001.1MunoTtoHndeckasa auctpodus, reH DMPK y.m. 7 300
77705 B03.019.027.001.0 MuoTtoHuyeckas auctpodus, Tun 2, CNBP (ZNF9), y.m. 5900
7148 B03.019.027.001.1MwuoToHus TomceHa/bekkepa, reH CLCN1 4y.m. 14 500
1376 A09.05.035.000.01MuTtoTtaHn, nnasma kposu (Mitotane, o, p'-DDD, plasma) 5200
77704 [B03.019.027.004.( MuToxoHapUHanbHble 3abofeBaHns, KOMMSIEKCHas AMarHOCTUKa:

mutoxoHapuansHaa OHK, 4y.m. 14 200
397YPO |A26.20.032.000.04MobunyHkyc, onpeaenenne OHK (Mobiluncus curtisii, DNA) 370
7650 B03.027.020.000.( MonekynspHo-reHeTn4yeckas AMarHocTuka paka npeacTaresibHon xeneabl 8 300
1334 A12.30.012.009.0] MonekynspHo-reHeTudeckoe uccrnegosadne HLA-B27 2 500
7642 B03.006.001.000.( MonekynsipHbIA CKPUHUHI Ha MUKpoaeneumm/ MUKpoaynivKaLum XpomMocoM 17 500
1018 A09.01.023 MonubaeH (Molybdenum, hair; Mo) 1600
1098 B03.045.024.004.4MonnbaeH (Molybdenum, nails; Mo) 1600
873 A09.05.277 MonubaeH (Molybdenum, serum; Mo) 1600
66618 |A09.05.118 Monoko ko3be (f300) IgE, ImmunoCAP 1700
6805F2 |A09.05.118 Monoko koposbe (f2) IgE, ImmunoCAP 1200
617 A09.05.118 Mopkosb (F31, Carrot) 850
6891F31|A09.05.118 MopkoBb (f31) IgE, ImmunoCAP 1300
6656 A09.05.118 MopkoBb, IgG 1050
6862E6 Mopckas cBuHka, anutenui (e6) IgE, ImmunoCAP 1300
660 A09.05.118.000.0]Mopckas cBuHka, anutenui, IgE (Animal - Guinea pig, IgE, E 6) 900
112 A09.28.010.000.0]MouyeBas kucnota (Uric acid) 250
27 A09.05.018 MoueBas kucnota (Uric acid) 220
112110 [A09.28.006.000.04 MoueBas kucnota, pa3oBasi NOpLUS MOYMU, C KPeaTUHUHOM N pacyeToM

HOPManu3oBaHHOIoO No KpeaTUHUHY MoK-ng 520
111 A09.28.009.000.0]MoyeBwuHa (Urea) 250
26 A09.05.017 MoyeBuHa (Urea) 280
OBbC48 Mos 3g0poBas HaHSA 9 900
107N Myxckoe becnnogue (+kapuotun)

(AR, CFTR; AZF—perunoH; kapnotun) 33 300
77911 A27.05.036 MykoBucunaos, red CFTR y.m. 24 100
7645 B03.019.027.001.1MyTaumn B reHe LDLR 18 900
7646 B03.019.027.001.4MyTtaumn B reHe PCSK9 17 300
7644G1 |A25.14.004.000.01MyTtaunn nekapctseHHon peancteHTHocTM NS3, NS5A n NS5B pervoHos

reHoma Bupyca renatuta C (ans reHotunos 1a, 1b) 18 900
7644G3 |A25.14.006.000.01MyTaunn nekapctseHHou peancteHTHocTM NS3, NS5A n NS5B pervioHos

reHoma Bupyca renatuta C (ans reHotuna 3) 18 900
7842FKRP MblweyvHas auctpodus BpoxkaeHHas, Tun 1C, reH FKRP m. 21100
7843FKRP MbllwevHas auctpodus BpoxkaeHHas, Tun 1C, reH FKRP y.m. 11 100
7701X! |B03.019.027.002.(MbiweyHas guctpodums OioweHHa-bekkepa. JlanoHnsaumsa X-xpomMocombl y

nesoyek (Duchenne Muscular Dystrophy, X-Lyonization, Girls) 11 300
7972111C|A27.05.032 MeiweyHas anctpodmsa OioweHHa/bekkepa. Novck geneumn n gynnvkaummn B

reHe auctpoduHa 33 300
7844FKRP MblweyHas ancTpodmsa NosICHOKOHeYHOCTHas, reH FKRP m. 21100
7157 MbllwevHas aucTpodusa NossicHoKoHeYHocTHas!, reH SGCA m. 36 400
7159 MbllwevHas aucTpodusa NosicHOKoHeYHocTHas!, reH SGCB m. 36 400
7154 MbiweyHasa anctpodmsa NOACHOKOHEYHOCTHas. oMCK YacTbiX MyTauui B

reHax CAPN3, FKRP, ANO5, SGCA 17 100
7163 B03.019.027.002.(|MblweyHas anctpodus Amepu-Apendyca, reH FHL1 m. 48 500
7999LMN B03.019.027.000.dMblwieyHas auctpodusa Smepu-Aperidyca, reH LMNA wm. 60 600
7935 B03.019.027.002.( MbiweyHasn auctpodums Imepu-Apendyca, reH amepuHa npu X-cuenneHHon

cdopme M. 21100
7934FKT([B03.019.027.000.4MbiweyHas guctpodus, Tnn Pykyama. Moumck mytaumi B reHe FKTN, m.

(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) 72 700
1016 A09.01.021 Mbiwbsk (Arsenic, hair; As) 1600
1077 B03.045.024.004.4 Mbiwwbsk (Arsenic, nails; As) 1 600
883 A09.05.275 Mbiwbsk (Arsenic, serum, As) 1600
1037 A09.28.080 Mbiwbsk (Arsenic, urine; As) 1 600
6873F83 |A09.05.118 Msico kypuubl (f83) IgE, ImmunoCAP 1 200
7936TRINB03.019.027.000.4HaHmam MULIBRAY, reH TRIM37 m. 14 200
7903SRY|B03.019.027.003.(HapyLueHnsa getepmmHauum nona, red SRY m. 10100
7846SRY|B03.019.027.003.(HapyLueHnsa getepmmHauum nona, red SRY m. 7 300
7252AZF|A10.20.001.000.0]HapyweHusa cnepmatoreHesa, 6 MapképoB (Mukpogeneunn nokyca AZF)

(Spermatogenesis disorders (6 AZF)) 7 200
725263 |A27.05.037.000.0]HapyweHunsa cnepmatoreHesa, 6 MapképoB (Mukpogeneunn nokyca AZF)

(6e3 onvcaHus pe3ynbTaTtoB reHEeTUKOM) 5 600
7661I HapyLwieHus cnepmatoreHesa: nonHasa naHens (AZF-pernoH).

TecT Bkntoyaet (7205 n 7206) 10 000
766163 |A27.21.001.000.0]HapyweHusa cnepmaTtoreHesa: nonHasa naHenb (AZF-pervon).

TecTt Bknto4aeT (7205 n 7206) (6e3 3aknoyeHns Bpada-reHeTuka) 10 000
7940P0 HacnenctBeHHas MOTOPHO-CeHCOpHasa HenmponaTtua (bonesHb [apko-Mapu-

Tyta) Tvn 1, MPZ m. (Charcot-Marie-Tooth Disease Type 1B, Gene MPZ,

Mut.) 24 300
7938EGR HacnencteBeHHasi MOTOpPHO-CeHCOpHas HerponaTus (6onesHb Lapko-Mapu-

Tyta) Tvn |, reH EGR2 m. 24 300
7941GJB1 HacnencteBeHHasi MOTOpPHO-CeHCopHas HerponaTus (6onesHb Lapko-Mapu-

Tyta) Tmn |, ren GJB1 m. 14 200




7918PMP22I HacnencteBeHHasi MOTOpPHO-CEHCOpHas HermponaTus (bonesHb LLapko-Mapu-

Tyta) Tmn |, reH PMP22 m. 24 900
7608GDAP1 HacnencteBeHHasi MOTOpPHO-CEHCOpHas HermponaTus (bonesHb LLapko-Mapu-

Tyta) Tmn |, reHbl SH3TC2 n FIG4, FGD4 n GDAP1 4.m. 14 500
7937PMPI

HacnepacteseHHas MOTOPHO-CeHCopHas HenponaTtus (6onesHb Lapko-Mapu-

TyTa) T1n |, gynnukaumsi Ha xpomocome 17 B obnactu reHa PMP22 wm. 14 200
7609NDR HacnenctBeHHass MOTOPHO-CeHCOpHasa HenponaTtua (bonesHb apko-Mapu-

Tyta) Tn |. Mouck YacTbix MyTauuii LbIrAHCKOTO NPOUCXOXAEHMUS, B reHax

NDRG1 1 SH3TC2 y.m. 7 300
7949GDAP HacnencteBeHHasi MOTOpPHO-CEHCOpHas HermponaTus (6onesHb LLapko-Mapu-

Tyta) Tvn Il, reH GDAP m. 36 400
7944MEN2I HacnepctBeHHasi MOTOpHO-CeHcopHas Henponatus (bonesHb LLapko-Mapu-

Tyta) Tmn |l, reH MEN2 y.m. 7 300
7950NEFL HacnepctBeHHasi MOTOpHO-CeHcopHas Henponatus (bonesHb Lapko-Mapu-

Tyta) Tmn |l, reH NEFL m. 36 400
7902PMF B03.019.027.001.4HacnencteeHHasn HenmponaTtus C NOABEPKEHHOCTbIO Napanuyy ot

caoasneHus, reH PMP22 m. 24 900
7952PMH A27.05.033.000.04HacneacTeeHHasn Hemponatus ¢ NOABEPKEHHOCTBIO Napanuyy ot

caasneHus. AHanus ymicna konun reHa PMP22 23 400
116 |A12.05.010.000.04HacnenctBeHHasi npegpacnonoXeHHOCTb K caxapHoMy avabety | Tuna no

TpeMm nokycam reHos cuctembl HLA |l knacca (DRB1, DQA1, DQB1) 6 800
7015 HacnepcteBeHHas npeapacnonoXeHHOCTb K Liennakum no JIokycam reHoB

cuctembl HLA Il knacca (DQA1, DQB1) 6 800
154 |A27.05.040.000.0]HacneacTeeHHbie crydan BRCA-acCOLMMPOBaHHOTO paka y MYXXUWH (paK

rpy4HON, NoaXXenyao4HOW, NpeacTaTenbHOM Xenes, pak anyek), 2 reHa:

BRCA1, BRCA2 4 700
154IM/64 A27.05.040.000.01HacneacTeeHHble cnyvyan BRCA-accoLuMMpoBaHHOTO paka y My>4nH (pak

rPYyOHON, NOMKENYA04YHON, NpeacTaTenbHON Xernes, pak audek), 2 reHa:

BRCA1, BRCA2 (6e3 3akntoyeHms Bpaya-reHeTuka) 4 500
1244M |A27.05.040.000.04HacnenctBeHHble criydam paka MOSIoMHOM Xenesbl u/unu audHmkos BRCAT,

BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer ) 14 500
12411 |A27.05.040.000.01HacnencTBeHHble criydam paka MOIOYHOM »enesbl U/Mnn SUYHUKOB, 2 reHa

(redbl BRCA1, BRCA2) 4 200
124I11/64A27.05.040.000.04HacnenctBeHHble criydam paka MOTOYHOM Xenesbl U/Mnn SUYHUKOB, 2 reHa

(redbl BRCA1, BRCA2) (6e3 3akntoyeHus Bpada-reHeTuka) 4 000
7725C1N|B03.019.021.000.(HacneacTBeHHbI aHIMoHeBPOTUYECKUn oTek, reH CTNH m. 42 500
7779HFE|A27.05.009.000.0]HacneacTteeHHbI remoxpomaTos, | Tun (reH HFE) 2 900
1002 A09.01.007.000.04HaTpwuin (Sodium, hair; Na) 1600
1099 B03.045.024.004.4Hatpui (Sodium, nails; Na) 1600
1631 A09.05.256 HatpuypeTtuyeckoro ropmoHa (B-tuna) N-koHueson nponentung (NT-proBNP,

N-terminal pro-brain natriuretic peptide, pro-B-type natriuretic peptide) 4 600
77801 B03.019.027.001.( HeankoronbHbIN Xuposon renaTtos, reH. PNPLA3, 4.m. 4 300
7847ALX|B03.019.027.000.4He3apalieHne pogHn4koB, reH ALX4 m. 24 300
209 A09.05.246 Helipo-cneundunyeckas eHonasa (Neuron-specific enolase NSE) 2 200
7961GJB|A27.05.033.000.0]HenpoceHcopHasa HecuHapomarnbHasi Tyroyxoctb 4. M. GJB2 (Neurosensory

nonsyndromal hearing loss, search for frequent mutations in the GJB2 gene) 9 700
7963GJB|A27.05.033 HelpoceHcopHasa HecuHapomanbHas TyroyxocTb, reH GJB2(Neurosensory

nonsyndromal hearing loss, complete analysis of the GJB2 gene) 16 000
1830 HenpoTponHbie BUTAMUHBI 6 600
7910ELA]B03.019.027.001.§HeliTponeHus, reH ELA2 m. 30 400
135 HeobxoanmocTb 3awnThl koxxu npu 3arape (reHbl GSTT1, GSTM1, GSTP1,

NAT2) 10 200
135IT1/B3 HeobxoanmocTb 3awmThl koxxu npu 3arape (reHol GSTT1, GSTM1, GSTP1,

NAT2) (6e3 3akno4eHuss Bpada-reHeTrKa) 10 200
1052 A12.06.078 Heosup 1600
923 A09.05.009.000.07 !—!egmsgyllﬂ“mv S N 2 300
7261C-CA27.05.045.000.04 [eHeTn4Yecknin Mapkép NOBbILLEHHOTO pUcka pa3BUTUS NOOOYHbIX peakuuii B

dopMme xenyaoyHbix kpooTeueHui npu npueme HIMBIM (M6ynpodeH,

TEHOKCKKaM, HanpoKCeH, HO He AuKNod)eHak) No TUMy BO3HUKHOBEHUSI

XKenyaAo4YHbIX KPOBOTEYEHUN, CBA3AHHbIX C HApyLLeHeM ux metabonuama.

OnpegeneHve Hanu4nsa nonuMmopdnamos B reHe umtoxpoma CYP2C9. 3700
7849NPH B03.019.027.000.(HedpoHodTK3. AHanu3 Yyucna konun reHa NPHP1 m. 24 100
7166 B03.019.027.000.HedpoTnyecknin cnigpom, reH NPHS1 m. 109 000
7167 B03.019.027.000.HedpoTnyecknin cnigpom, reH NPHS2 m. 48 500
1116 A09.05.272 Hukenb (Nickel, blood; Ni) 1600
1013 A09.01.018 Hukenb (Nickel, hair; Ni) 1 600
1100 B03.045.024.004.9Hukenb (Nickel, nails; Ni) 1 600
893 A09.05.272.000.0)Hukenb (Nickel, serum; Ni) 1600
894 A09.28.077 Hukenb (Nickel, urine; Ni) 1 600
7997SCNB03.019.027.001.5§HopmokanneMmnyeckmnin nepuoamyeckmii napanund, 3k3oH 13 reHa SCN4A wm. 10100
120rM  |A27.05.003.000.0]ObMeH donueBoi KUCOTbI

(reHbl MTHFR, MTRR, MTR) 3500
120I1/64A27.05.003.000.0]O6MeH donveBom kncrnoTb

(reHbl MTHFR, MTRR, MTR) (6€3 3akntoyeHust Bpaya-reHeTunka) 3400
OBC56 Ob6cnegoBaHue NeYeHn: pacluMpeHHoe 4 600
OBC57 O6cnegoBaHue NeYeHn: CKPUHUHT 1500
OBC60 O6cnegoBaHue NoYek: pacluMpeHHoe 3400
OBC61 Ob6cnegoBaHue NoYek: CKPUHUHT 1400




155 A12.05.011 O6wWasn xene3ocBA3blBaloLLLAs CNOCOOHOCTb 700
5 B03.016.002.000.( O6wwmn aHanu3 kposu (6e3 nevikouuTapHon dopmyssl n COJ) (Complete

Blood Count, CBC) 310
116 B03.016.006 O6wWwmi aHann3 Mo4m (C MUKPOCKONMEN ocaaka) 310
97 A09.28.003.002 [O6wwmin 6enok (Protein total) 210
28 A09.05.010 O6wwmin 6enok (Protein total) 210
6848F231A09.05.118 OBanbbyMuH, anbbymuH andHbin, nGal d2 (f232) IgE, ImmunoCAP 1 400
6884F7 |A09.05.118 Ogec (f7) IgE, ImmunoCAP 1200
6849F231A09.05.118 Osomykong, nGal d1 (f233) IgE, ImmunoCAP 1 400
648 A09.05.118 OBcsaHasa myka, IgE (Food, Oatmeal, IgE, F7) 900
6661 A09.05.118 OBcgaHasa myka, 1gG 1050
66603 |A09.05.118 OBcsHuua nyrosas (g4) IgE, ImmunoCAP 1700
6919E81 OsBua, anutenui (e81) IgE, ImmunoCAP 1300
662 A09.05.118 OBua, anutenun, IgE (Animal - Sheep, IgE, E 81) 900
66604 |A09.05.118 Orypeu (f244) IgE, ImmunoCAP 1700
66646 |A09.05.118 OpyBaH4YuK 0bblkHOBEHHbIN (W8) IgE, ImmunoCAP 1700
1458 A09.28.003.002.0] Okcanatbl Mmo4vn (Oxalate, urine) 2 300
1458110 |A09.28.006.000.09 OKCanaTbl, pa3oBasi NOPLUA MOYMU (C KpEATUHNHOM 1 PacqeToM

HOPManu3oBaHHOrO Mo KpeaTuHUHY nokasatens) (Oxalates, random urine,

with creatinine and oxalate/creatinine ratio calculation) 2 500
7957RAB|B03.019.027.001.] OkynodapvHreansHas MbileyHas gauctpodumsi, reH RABPN1 y.m. 7 300
4049 A09.05.054.004.04 OnuroknoHanbHbi IgG B NMMKBOPE 1 CHIBOPOTKE KPOBM 6100
1536 A09.05.296.000.0] OnuromepHbI maTpukcHbin 6enok xpswa (Human Cartilage Oligomeric

Protein, COMP) 3900
1136 A09.01.007.000.14§Ono.o (Tin, hair; Sn) 1600
1108 B03.045.024.004.10noBo (Tin, nails; Sn) 1600
1581 A09.05.264 Owmera-3 nngekc (Omega-3 Index) 7 500
6854F416 Owera-5 MmuaguH nwennubl, rTri a 19 (f416) IgE, ImmunoCAP 3100
113 OHkonornyeckue 3abonesaHust y xeHwuH (reisl MTHFR, MTRR, MTR,

GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1) 3600
112IM OHkonornyeckue 3abonesaHunst y MyxduH (reisl MTHFR, MTRR, MTR,

GSTT1, GSTM1, GSTP1, NAT2, AR) 3600
128 OHkonornyeckue 3aboneBaHnsi, CBA3aHHbIE C TOKCMHAMM OKPYXatoLLen

cpeabl (reHbl GSTT1, GSTM1, GSTP1, NAT2) 3000
OBC70 OHKOPUCK KEHCKWUN: LLErKa MaTKn 1400
OBC69 OHKOPUCK MYXXCKOW: NpeacTaTenbHas xenesa 1400
118 |A27.05.002.000.0]OnacHocTb Npy Npuéme oparnbHbIX KOHTPaLENTUBOB

(reHbl F2, F5) 1 300
118IM/B4A27.05.002.000.04OnacHocTb Npu npMéme oparnbHbIX KOHTpauenTuBoB (reHbl F2, F5) (6e3

3aKIH0YEHMS Bpaya-reHeTuka) 1200
925 A09.28.055.001.04OnuaTbl (Opiates)* 2 000
530FISH | A08.30.036 Onpepnenenne HERZ cTaTyca onyxonu METOAOM UMMYHOMITyOpPECLIEHTHON

rmbpuamsaumm in situ (FISH) (Determination of HER2 Status of Tumor,

Fluorescence In Situ Hybridization) 42 500
7060 B03.006.004 OnpeneneHne akTMBHOCTU BUoTuHMAa3bl (HegocTatoyHOCTh BMOTUMHUAA3I) 11 800
496NOR |A26.19.040 Onpegenexne aHtureHa Norovirus B kane (Norovirus, Stool Culture. One

Step Rapid Immunochromotographic Assay) 2 000
7207TPOI OnpegeneHve reHoTuna pesyc-cgakropa 12 300
720763 |B03.006.001.000.]1Onpeaenernne reHotuna pesyc-gakropa (6e3 3aknioyeHms Bpaya-reHeTuka) 11 800
1270 A09.05.085 OnpegeneHune rmctamuHa B KpoBu (Nnasme) 4 500
311C-TIP| A26.20.012.005.14 Onpeaenenne OHK BI Y (BripyC nanvniombl YenoBeKka, Human

papillomavirus, HPV) BbICOKOro OHKOr€HHOr0 pucka, CKpUHUHE 14 Tnos. (16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) + KBM* 1200
311C-YP(A26.20.012.005.07 ©Onpenenenne LHK Bl 14 (Bupyc nanuninomMel YenoBseka, Human

papillomavirus, HPV) BbICOKOrO OHKOF€HHOro pucka, CKpUHWHT 14 Tunos (16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) + KBM* 1200
311C-PO|A26.20.012.005.0d Onpeaenenre NHK BIMY (BripyC nanvniombl YenoBeKka, Human

papillomavirus, HPV) BbICOKOro OHKOreHHOro pucka, CKpUHUHI 14 Tnos (16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) + KBM* 1200
AAVHSV |A26.06.046.002 |OnpeneneHne nHaekca aBMaHOCTM aHTUTEN knacca IgG Kk BMpycy NpocToro

repneca 1 1 2 Tunos (ABngHocTtb anti - HSV (1 1 2 Tunos) IgG) 1 300
1AVTOX(A26.06.081.003 [OnpeneneHve nHaekca aBngHoctu aHtuTen knacca IgG k Toxoplasma

gondii (ABuaHocTb anti-Toxoplasma gondii IgG) 1700
3AVRUB|A26.06.071.003 |OnpeneneHve nuaekca aBuaHOCTU aHTuTen knacca IgG k BUPYCY KpacHyxu

(ABnagHocTb anti-Rubella IgG) 1200
2AVCMV|A26.06.022.003 |OnpegeneHune nHaekca aBuaHoCTM aHTUTen knacca IgG k

umntomeranosupycy (ABngHocTtb anti-CMV IgG) 1900
3316 A27.20.001 Onpepgenexve Mona nnoga (Y xpomocoma) 5 800
7821RH |A12.05.006 OnpepgeneHve pesyc-cakTopa 9 700
993 A09.05.124.000.0] OnpegeneHe cepoToHMHa B KPOBU (CbIBOPOTKE) 3900
550 A08.30.039.000.04Onpenenerne akcnpeccuu 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢

ncnonb3oBaHnem aHtuten kK PD-L1 knoH SP142 (Ventana). 34 900
549 A08.30.039.000.0]Onpenenerne akcnpeccuu 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢

mcnonb3oBaHnem aHTuten k PD-L1 knoH SP263 (Ventana). 34 900
554 A08.30.039.000.04Onpenenerne akcnpeccuu 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢

ncnonb3oBaHnem aHtuten kK PD-L1 knoH 22C3 (Dako). 49 200
1281 A09.05.300 OnyxoneBbii Mapkép HE4 (Human epididymis protein 4, benok 4

anManguMmca Yyenoseka) 1800
OBC97 OP3, OPBW (HacMmopk, Kawernb, 6o5b B ropne) 13 500
126 [B03.006.001.000.( OcHoBHbIE HacnencTeeHHbIe 3a6onesanus (reHst CFTR, GJB2, PAH, SMN) 29 900




M31 OCHOBHbIe 3cCeHUMasnbHble ((KU3HEHHO HEODXOAMMbIE) MUKPOISIEMEHTHI B

CbIBOPOTKE 2 200
15920C{A09.28.019.000.01 OcTtaTouHas ocMonsapHocTb cTyna (Stool osmotic gap) 2 000
146 A09.05.224 OcteokanbumH (Osteocalcin) 1200
7168 B03.019.027.000.30cTeoneTpos peLeccuBHbIi (MpamopHasa 6onesHb kocten), reH TCIRG1 m. 72 700
7958TCIHB03.019.027.001.4 OcTteoneTpos peLeccuBHbIn (MpamopHas 6onesHb kocten), reH TCIRG1 y.m. 7 300
153IM  |B03.006.001.000.1O0cTeonopo3: nonHas naHesnb

(redbl CALCR, COL1A1, VDR) 4 200
153T1/54B03.006.001.000.( OcTeonopos: nonHas naHesb

(reHbl CALCR, COL1A1, VDR) (6e3 3akntoyeHus Bpada-reHeTuka) 3900
7014A-VI|B03.006.004.000.( OcTeonopos: peuentop Butammya D

(reH VDR) 1800
701463 |B03.006.004.000.(OcTeonopos: peuentop Butammya D

(reH VDR) (6e3 3aknioyeHns Bpava-reHeTrka) 1700
115N OcTeonopos: cCokpaLleHHasi NnaHesnb

(redbl CALCR, COL1A1) 3900
115IM/63 OcTeonopos: cokpalleHHasi NnaHesnb

(redbl CALCR, COL1A1) (6e3 3aknio4eHus Bpaya-reHeTmka) 3600
33121KAJA26.19.072.001.0] OCTpbIe KuLLeYHbIE NH(EKLWN, TTLIP-CKPMHAHT BOCbMI DaKTepuaribHbIX 1

BMPYCHBIX BO3GyaAUTENen OCTpbIX KULLEYHbIX MHekuni B kane (Acute

Intestinal Infections, PCR, Fecal) 2 800
33122KAJA26.19.072.001.04 OcTpble knwe4vHble nHdekuun, NMUP-CKPUHMHT TPEX BUPYCHBIX

Bo3byauTenen, kan (Acute Intestinal Infections, PCR, Fecal) 2100
OBC82 OueHKa aHOpPOreHHoro craTyca 2 300
CIIKA2 OueHKa ropMoHarnbHOro ctatyca npu HapyLWeHNM MEHCTPYarbHOro LMKa 2900
2113 |A09.05.130.000.0J OueHKa 340p0oBbs NPOCTaThI 4 700
OBC47 OueHKa UMMYHHOIO OTBETA K AETCKUM MHAEKUMSIM 9 900
11HOMA|A09.05.056.000.0]OueHka NHCYNMHOPE3NCTEHTHOCTU: IMIOKO3a (HaToLwak), MHCYNUH (HaToLuak),

pacyeTt nHgekca HOMA-IR) 1200
OBC111 OLEHRA PVCKa RAMAE0DPa30BaAVS - JTMTOTEAHEIE CYOTTaHOI MO,

pasoBas nopunsi MoYm (KanbLmin, marduin, docdop, okcanartbl, MoYeBas

KMCNoTa, KpeaTUHUH pa3oBOW NOPLMKM MOYM, C pac4eTOM HOPMarmM3oBaHHbIX

no KpeaTUHWHY NokasaTtenen) 3700
OBC110 OueHKa pucKka KaMHeobpa3oBaHUA - IMTOreHHble CybCTaHLMKU MO4H,

CyTOYHasa mMoya (Kanbuui, MarHui, ocdop, okcanaTbl, MoYeBasi KUCMnoTa,

KpeaTMHUH CYTOYHOW MOYM C pac4YeTOM CYTOYHOW SKCKpeLun) 4 000
ROMAL |B03.027.017.000. OLUEHKa priCka paKka AM4HIKOB 1o anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacdeTa pucka anMTennanbHOro paka

SVYHUKOB) (ANSI XKEHLMHbI 0 MeHonay3bl) 3000
ROMA?2 [B03.027.017.000.dOueHka pucka paka sndHukoB no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacdeTa pucka anMTennanbHOro paka

SANYHMKOB) (1151 XKEHLLIMHBI NOCNe MeHonayabl) 3000
145N OLEHKa pUCKOB, CBA3AHHbBIX C MIHTEHCMBHOW (PM3UYECKOW Harpy3Kom

(renbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3,

ITGA2, GP1BA, FGB) 3000
145IM/63 OLEHKa PUCKOB, CBA3aHHbIX C UHTEHCUBHOW (PU3NYECKON Harpy3Kon

(renbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3,

ITGA2, GP1BA, FGB) (6e3 3akntoyeHnst Bpadya-reHeTunka) 3000
1148 |A12.06.078 MNaHaBup 2100
6827 Manenb "Actma/puHuT B3pocnble" IgE, ImmunoCAP 8100
6826 MNanenb "Actma/puHut getun" IgE, ImmunoCAP 8 500
6867 MNaHenb "CTadunioKokkoBble 3HTepoTokcuHb!", IgE, ImmunoCAP 3500
6828 MNanenb "3k3ema" IgE, ImmunoCAP 8100
6691 |B03.002.004 [NaHenb annepreHos "lMuwesbie 1" 3900
6692 |B03.002.004 [NaHenb annepreHoB "lNyweBbie 2" 3900
826 B03.005.017.000.4 TTaHEeITb aHT , AIMMYHOOJTOT

(pasgenbHoe onvcaHve aHTuTen kK aHtureHam Scl-70, CENP A,CENP B, RP

11, RP 155, ¢mnbpunnsapuH, NOR 90, Th/To, PM-Sc100, PM-Scl 75, Ku,

PDGFR, R0-52) 6 100
1288 A12.06.035.000.04TT@Henb aHTUTen Npy ayTOMMMYHHBIX 3aD0NEBaHNsAX NeYeHn, AIMMYHODIOT

(aHTuTena k aHnTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1,

SLA/LP, SSA/R0-52), IgG 5100
1378 A12.06.030.000.0]MaHens aHTUochonunuaHeix aHtuten, 1gG, IgM metogom goT-

MMMYHOaHanm3, Ka4eCTBEHHbI TECT B CbiBOpOTKe KpoBu (Anti-Phospholipid 12 800
OBC137 [NaHenb 'Mnep303MHOUNBHLIN CUHOPOM 54 100
OBC142 MNaHenb Onddy3Has B-KkpynHokneToYHas numdoma 39 500
OBC141 MNanenb VIcTnHHasg nonuumtemms 19 500
OBC134 MNanenb KpynHoknetoyHas numdoma 39 500
OBC136 MNanenb Jlumdoma Bepkuta 39 500
OBC135 MNaHenb Jlumdoma 13 KNeTok MaHTUNHOW 30HBbI 39 500
OBC139 MNanens MANTT-numdoma 54 100
OBC144 MNaHenb OcTpble NMMAO6IaCTHbIE NENKO3bl 18 300
670 |BO3.002.004 MNanenb negnatpuyeckas, IgE (Pediatric Panel, IgE) 7 600
OBC132 MNaHenb MNepBUYHbIN MMenodnopos 26 000
669 A09.05.118 MNanenb nuwesble anneprexsbl, IgE (Food Allergy Panel, IgE) 7 600
665 B03.002.004 MNaHenb pasHble anneprexsl, IgE (Panel Different Allergens, IgE) 7 600
666 B03.002.004 MNaHenb pecnvpaTtopHble anneprexsbl, IgE (Respiratory Panel, IgE) 7 600
OBC138 MNanenb PonnukynsapHas numdoma 39 500
0OBC143 Manenb XpoHuyeckun muenonenkos (Panel Chronic myelogenous leukemia,

CML) 19 500




OBC140 MNaHenb OcceHumansHas TpomoounTemMms 26 000
995KOXK MapasuTapHble rpubbl, MUKPOCKOMMYECKOE UCCrneoBaHNe Npod KOXu

(Fungal Infections of Skin) 1500
995HOI MapasuTtapHble rpubbl, MMKPOCKONMYECKOe UccrneaoBaHne npob Horten

(Fungal Infections of Nails) 1500
102 A09.05.058 [MapatupeonaHbii ropmoH ([apaTtropmoH, NapaTtupu, MNTI, Parathyroid

hormone, PTH) 850
3324CJIHA26.07.009.001 [MapBoBupyc B19, onpegenenne JHK 700
3324P0OT|A26.08.057.001 [MapBoBupyc B19, onpegenenne JHK 700
3324CB |A26.05.032.001.0]MNapBoBupyc B19, onpegenenne JHK 700
632 A09.05.118 MNekapckue apoxokun IgE (Baker’s Yeast, F45) 850
6664 A09.05.118 MNekapckue apoxoku, 1gG 1 050
133r|_| TTeRviaviJol TVIF.

[eHeTnyeckme hakTopbl YCUNEHUsT KNMHMYECKOW adpheKkTUBHOCTH Npwn

NPYMEHEHMN NeHNUMNNaMmMHa Ha poHe NeYeHnss peBMaToMAHOro apTpuTa.

OnpegeneHve Hanuunsi nonuMmopduama B reHe mio-1 rnyTaTuoH-S-

TpaHcdepasbl (GSTM1) 10 200
6911C1 |A09.05.118 MNennunnnud G (c1) IgE, ImmunoCAP 1300
6912C2 MNennumnnud V (c2) IgE, ImmunoCAP 1300
294 A09.16.003.000.01MencuHoreH | (Pepsinogen 1) 1600
295 A09.16.003.000.04MencuHoreH Il (Pepsinogen 1) 1600
2111 A09.16.003.000.04MencnHoreHbl | 1 1l ¢ pac4eToM COOTHOLIEHUS 3300
7727HPCE B03.019.027.001.{NepBuyHas runeptpodmyeckas octeoapTponatms (naxmaepmoneprocTos),

reH HPGD m. 42 500
7728BMFB03.019.027.000.4MepBurYHas neroyHas runepteHsuns, reH BMPR2 m. 90 900
OBC108 [Nepen aneTon: gononHuTensHoe obcnegoBaHne 7 800
OBC107 [Nepen aneTton: MMHMMansHoe obcrneaoBaHne 2 300
7851MEFB03.019.027.001.4Meproamnyeckas 6onesHb, reH MEFV m. 60 600
7012MEI|B03.019.027.001.(Mepuoamnyeckas 6onesHb, reH MEFV y.m. 14 500
6876F95 [A09.05.118 Mepcuk (f95) IgE, ImmunoCAP 1300
674 A09.05.118 Mepcuk, IgE (IgE, Food - Peach, IgE, F 95) 900
6669 A09.05.118 Mepcuk, IgG 1050
655 A09.05.118 IMNuneHble apoxokn IgE (Brewer’s Yeast, F403) 1050
6610 A09.05.118 MunBHbIE Apoxku, IgG 1050
7853RP2|B03.019.027.001.4MnrmeHTHasn gereHepaumsa cetyaTkn, reH RP2 m. 30 400
7176 B03.019.027.000.4MNukHoan3ocTo3, reH CTSK M. 36 400
OBC113 [nTaHne, ncknyaroLee KpacHoe Msco 1500
1153 [A09.05.048 [nasmuHoreH, % aktneHocTh (Plasminogen, % Activity) 1200
OBC88 [naHnpoBaHne 6epeMeHHOCTM: ANarHoCcTuKa yporeHmTanbHbIX MHAEKUMA 5 300
1134 A09.01.007.000.21MnatunHa (Platinum, hair; Pt) 1600
1103 B03.045.024.004.]MnatuHa (Platinum, nails; Pt) 1600
207 A09.05.249 [naueHTapHbIn naktoreH (Human placental lactogen, HPL) 1200
1634 A09.05.249.000.0)MNnaueHTapHbIN hakTop pocTa 6 300
627 A09.05.118 MneceHb Alternaria tenuis (M6) 850
6618 A09.05.118 [MneceHb Alternaria tenuis, 19G 1050
625 A09.05.118 MneceHb Aspergillus fumigatus (M3) 850
6616 A09.05.118 MneceHb Aspergillus fumigatus, IgG 1050
6617 A09.05.118 MneceHb Candida albicans, IgG 1050
624 A09.05.118 MneceHb Cladosporium herbarum (M2) 850
6615 A09.05.118 MneceHb Cladosporium herbarum, 1gG 1050
6614 A09.05.118 [neceHb Penicillium notatum, IgG 1050
623 A09.05.118 MneceHb Penicillum notatum (M1) 850
408 A26.20.042.000.01TTHEBMOKOKK, BbISBIEH/E aHTTéHa B MOY€, IMMyHOXpOMaTorpadus

(Streptococcus pneumoniae, One step rapid immunochromotographic assay,

antigen, urinae) 2 500
33103MK]A26.09.050.001.0] MHeBMokokKK, onpeaenernvne [JHK B mokpoTe (Streptococcus pneumoniae, 1200
331030MM1|A26.05.046.001.01 MHeBMOokokK, onpeaenexne OHK B nna3me kposu (Streptococcus

pneumoniae, DNA) 1200
33103CJ1jA26.09.050.001.04 MHeBMmokokK, onpeaenenne NHK B cnitoHe (Streptococcus pneumoniae, DNA) 1200
33103P0|A26.08.052.001.01 MHeBMOkKOKK, onpeaenexne OHK B cockobe anutenuanbHbIX KNeTok

poTtornoTku (Streptococcus pneumoniae, DNA) 1200
7998FLC|B03.019.027.001.7%MHeBMOTOpPaAKC NEPBUYHBLIN CNOHTaHHbIN, reH FLCN M. 72 700
110 |A27.05.002.000.09MoaroToBka k onepauum

(reHbl MTHFR, MTRR, MTR, F2, F5) 3700
110M/64A27.05.002.000.04MNoaroToBka k onepauum

(reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 3aknto4eHuns Bpaya-reHeTuKka) 3600
4048 A09.05.054.004.0] Moaknaccel nmmyHornobynuHa G: IgG1, 19G2, IgG3, 1IgG4 (Subclasses of

immunoglobulin G: 1gG1, 1gG2, 1gG3, 1gG4) 13 100
66647 MNopconHeyHuk (w204) IgE, ImmunoCAP 1700
7730GLIGB03.019.027.000.4Monunaaktunus, red GLI3 m. 109 000
7636SHH B03.019.027.000.4Monungaktunus, red SHH m. 14 200
1061 A12.06.077 [onnokcnaoHun 1600
7057 B03.006.004.000.]1 MonHbin aHanua reHa FAH (TuposuHemus tun 1) 121 600
7042 B03.006.004.000.] MonHbin aHanua reHa GCDH (CnyTaposas auuaypus tun 1) 100 100
7055 B03.006.004.000.(MonHbin aHanu3 reHa OTC (HegocTtaToMHOCTb OPHUTUHTPAHCKapbamunasbl) 92 600
6920W5 |A09.05.118 MNonblHb ropbkas (w5) IgE, ImmunoCAP 1300
659 A09.05.118 MNonbiHb ropbkas, IgE (Grass - Artemisia absinthium, IgE, W5) 900
6874W6 |A09.05.118 MNonblHb 06blIkHOBEHHas (W6) IgE, ImmunoCAP 1200
6815W23A09.05.118 [MNonblHb 06blkHOBEHHas, NnArtv1 (w231) IgE, ImmunoCAP 3100




6816W23A09.05.118 [MNonblHb 06blkHOBEHHas, NnArtv3 (w233) IgE, ImmenoCAP 3100
658 A26.01.024.001.1(MonblHb 06bIKHOBEHHas, nbinbua, IgE (Grass/Pollen Artemisia vulgari, IgE, 900
6881F25|A09.05.118 MNMomungop (f25) IgE, ImmunoCAP 1300
6824E21]A09.05.118 Monyran, nepo (€213) IgE, ImmunoCAP 1300
77799 B03.019.027.001.9MopakeHuns neveHun, redbl ATP7B, PNPLA3, SERPINA1, 4.m. 12 100
453 A26.23.005.000.0]7TOCEB TIHEKOIOrMYEeCKOro MaTepuana Ha nuctepun (Listeria

monocytogenes, nuctepunos. (Listeria monocytogenes Culture. Bacteria

Identification and Susceptibility)) 1 300
464-1 A26.30.009 [loceB rpygHOro Mosioka Ha MUMKpodosiopy 1 800
460 A26.19.004.000.0]TToces kana Ha nepcuHuu (Y.enterocolitica, nepCcrHNO3) U onpenenexHe

YyBCTBMTENBHOCTM K aHTMBMoTMKam (Stool Culture, Yersinia enterocolitica.

Bacteria ldentification and Susceptibility) 2 300
461 A26.19.005 [Moces kana Ha kamnunobakTtep (Stool Culture, Campylobacter sp. Bacterial

identification) 2 300
440/444 [NoceB Ha M.hominis n Ureaplasma spp 1 YyBCTBUTENbHOCTb K aHTUBNOTUKaM 2 500
452 A26.20.007.000.0]7ToCeB Ha aHa3pObHYI0 MUKPOMOPY 1 OnpeaeneHne YyBCTBUTENbHOCTA K

aHTnbuoTnkam (Anaerobic culture, Routine. Bacteria Identification and

Susceptibility) 2 300
466-A A26.08.015.000.04MoceB Ha BeTa-remonuTnyeckuin CTpenTokokk rpynnel A (Streptococcusgroup

A, S.pyogenes) 1 onpeaeneHme YyBCTBUTENBbHOCTU K aHTUMUKPOOHbBIM 1500
454-1 A26.20.051 [loceB Ha BeTa-reMonnTUYEeCKUn CTPENTOKOKK rpynnbl B (S.agalactiae) 1 300
454-A  |A26.20.051.000.07MoceB Ha BeTa-remonMTUYECKUA CTPENTOKOKK rpynnbl B (S.agalactiae) n

onpegenexHne YyBCTBUTENBHOCTM K aHTUMUKPOOHbLIM NpenapaTam 1600
449 A26.21.002.000.0] [ToceB Ha roHOKOKK (N. gonorrhoeae, roHopes) 1 onpegeneHne

YyBCTBUTENBHOCTU K aHTbnoTtukam (GC, Neisseria gonorrhoeae) Culture.

Bacteria ldentification and Susceptibility) 1 300
469 A26.08.001.000.0]Moces Ha andTeputo (Corynebacterium Diphtheriae Culture) 1300
442 A26.05.006.000.01TT0CEB Ha ApOXoKENOAObHbIE TpnbbI (poOoB Candida, Cryptococcus) C

onpeaeneHnemM 4yBCTBUTENbHOCTU K aHTUMUKOTUYEeCKUM npenapaTtam (Yeast

Culture. Identification and Antimycotic Susceptibility testing) 1 300
459-M A26.30.010.000.0]MoceB Ha 30n0TUCTLIN CTAabUNOKOKK (NPU MEAULMHCKOM

npodmnakTnyeckoM obcnegoBaHUmM No nNokasaHusiM) 1200
459-A  |A26.30.010.000.04MoceB Ha 30n0TUCTLIN cTachuNOKOKK (S. aureus) n onpegenexHue

YYBCTBUTENBHOCTM K aHTUMUKPOOHbLIM NpenapaTam 1500
459-P MoceB Ha 30M0TUCTBIN CTadMIOKOKK (S. aureus) 1 onpegenexHve

YYBCTBUTENBHOCTM K pacCLUMPEHHOMY CNEKTPY aHTUMUKPOOHLIX NpenapaToB 3500
459-0 [A26.30.010.000.0¢MoceB Ha 30n0TUCTLIN cTachuNOKOKK (S. aureus), onpegenexHve

YYBCTBUTENBHOCTM K aHTUMUKPOOHLIM NpenapaTam 1 6akTepmodaram 1800
468-NM [A26.30.010.000.07TToces Ha 3onoTuCTeIN cTacunokokk MP3C (S.aureus, MRSA) (nepen

rocnuTanusauuen, npy MeguUUMHCKOM npodmnakTnyeckom obcnegosaHmm no

nokasaHusam) 1200
468-P [MoceB Ha 3onoTtucTbi ctadpumnokokk MP3C (S.aureus, MRSA) 1

onpeaeneHne YyBCTBUTENBHOCTM K PACLLMPEHHOMY CNEKTPY 3500
468-A A26.30.010.000.04Moces Ha 3onoTucTbin ctacdpunokokk MP3C (S.aureus, MRSA) n

onpefeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHbLIM npenapaTam 1500
468-® [A26.30.010.000.0¢MoceB Ha 3onotucTbii ctadmnokokk MP3C (S.aureus, MRSA),

onpegenexHne YyBCTBUTENBHOCTM K aHTUMUKPOOHbLIM NpenapaTam U 1800
458-® |[A26.19.085.000.04MoceB Ha knweyHyto nanoyky (E.Coli O157:H7, awepnxmos) n onpeaeneHe

YYBCTBUTENBHOCTM K aHTUMUKPOOHbLIM NpenapaTam 1 GakTepuodaram 2100
458-A A26.19.085.000.0]MoceB Ha kuweyHyto nanodky (E.Coli O157:H7, awepuxnos) u onpeaenexHve

YYBCTBUTENBHOCTM K aHTUMUKPOOHbLIM NpenapaTam 2100
462 A26.19.007 Moces Ha knoctpugum (Clostridium difficile, nceBaomemMbpaHO3HbIN KONUT).

(Clostridium difficile Culture. Bacteria Identification and Susceptibility ) 2 300
471 A26.23.002 [ToceB Ha MEHWMHIOKOKK 1 onpeferneHne YyBCTBUTENbHOCTU K aHTMOMOTMKaM

(Neisseria meningitidis Culture. Bacteria Identification and Susceptibility) 1800
440 A26.09.006.000.011 T0CEB Ha MMKONNa3mbl U ONPEAENeHne YyBCTBUTEINBHOCTU K aHTUDUOTUKaM

(Mycoplasma hominis Culture, quantitative. Bacteria Identification and

Susceptibility) 1600
477-A  |A26.01.003.000.07MoceB Ha Munkpodnopy 1 onpeaeneHne YyBCTBUTEM*bHOCTHU K

aHTMMMKPOOHbLIM Npenapartam 1500
474-A  |A26.02.001.000.07]MoceB Ha M1kpodnopy 1 onpeaeneHme YyBCTBUTENBHOCTU K

aHTUMUKPOOHbLIM Npenapatam™® 1500
446-A |A26.20.008.000.07MoceB Ha M1kpodnopy 1 onpeaeneHne YyBCTBUTENBHOCTU K

aHTMMUKPOOHbLIM Npenapatam® 2100
441-A  |A26.28.003.000.07MoceB Ha M1kpodnopy 1 onpeaeneHne YyBCTBUTENBHOCTU K

aHTUMUKPOOHbLIM Npenapatam™® 1500
475-A  |A26.14.002.000.07]MoceB Ha M1kpodnopy 1 onpeaeneHme YyBCTBUTENBHOCTU K

aHTMMUKPOOHbLIM Npenapatam® 1900
467-A |A26.08.005.000.07MoceB Ha M1kpodnopy 1 onpeaeneHne YyBCTBUTENBHOCTU K

aHTUMUKPOOHbLIM Npenapatam™® 1500
464-A |A26.30.009.000.07]MoceB Ha M1kpodnopy 1 onpeaeneHne YyBCTBUTENBHOCTU K

aHTMMUKPOOHbLIM Npenapatam® 1800
473-A  |A26.25.001.000.07]MoceB Ha M1kpodnopy 1 onpeaeneHne YyBCTBUTENBHOCTU K

aHTUMUKPOOHbLIM Npenapatam™® 2 300
465-A |A26.26.004.000.0]MoceB Ha Mukpodnopy u onpeaeneHne 4yBCTBUTENBHOCTU K

aHTMMUKPOOHbLIM Npenapatam® 2100
465-P [ToceB Ha MMKpOnopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CNEeKTPY aHTUMMKPOOHbLIX NpenapaToB™ 4 100
474-P [ToceB Ha MMKpOopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CMNEKTPY aHTUMUKPOOHLIX NpenapaTos* 3500




446-P [ToceB Ha MMKponopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CNEKTPY aHTUMMKPOOHbLIX NpenapaToB™ 4 100
A77-P [ToceB Ha MMKpOopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CNEeKTPY aHTUMMKPOOHbLIX NpenapaToB™ 3600
475-P [ToceB Ha M1Kpoopy 1 onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CNEKTPY aHTUMMKPOOHbLIX NpenapaToB™ 4 000
473-P [ToceB Ha MMKpOopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CNEKTPY aHTUMMKPOOHbIX NpenapaToB™ 4 100
464-P [ToceB Ha M1KpOnopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CNEKTPY aHTUMMKPOOHbLIX NpenapaToB™ 1 800
467-P [ToceB Ha MMKpOopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CNEKTPY aHTUMMKPOOHbIX NpenapaToB™ 3600
441-P [ToceB Ha M1Kpodopy u onpeaeneHne YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CMNEKTPY aHTUMUKPOOHbIX NpenapaTos* 3500
472-A |A26.09.010.000.0]MoceB Ha Mukpodnopy ¢ onpegeneHnem YyBCTBUTENBHOCTU K

aHTUMUKPOOHbLIM NpenapataM 1 MUKPOCKONUeEn maska* 1800
472-P [ToceB Ha MUKpodnopy ¢ onpegeneHnem YyBCTBUTENbHOCTM K

pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX NpenapaToB U MUKPOCKONUen 1800
467-® |A26.08.005.000.04MoceB Ha mukpodnopy, onpeaeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM

npenapatam n 6akrepuodaram* 1900
464-® |[A26.30.009.000.04MoceB Ha mukpodnopy, onpeaeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM

npenapatam n 6akrepuodaram* 1800
441-® |A26.28.003.000.04MoceB Ha mukpodnopy, onpeaeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM

npenapatam n 6akrepuodaram* 1800
474-® |A26.02.001.000.04MoceB Ha mukpodnopy, onpeaeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM

npenapatam n 6akrepuodaram* 2100
465-® [A26.26.004.000.04MoceB Ha mukpodnopy, onpeaeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM

npenapatam n 6akrepuodaram* 2 400
473-® [A26.25.001.000.04MoceB Ha mukpodnopy, onpeaeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOOHbBIM

npenapatam u 6aktepuodaram* 3100
446-® |[A26.20.008.000.04MoceB Ha mukpodnopy, onpeaeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOOHbBIM

npenapatam u 6akrepuodaram* 2 400
437YTIM |A26.19.008.000.01T10CEB Ha NaTOreHHy0 1 YCIIOBHO-NATOTEHHY0 MKPOMIIOPY KMLLEYHKA

(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,

Bacteria Identification) 2 000
437YNIMJ A26.19.008 TTOCEB Ha NaToreHAY W YCITOBHO-TIaTOrERAYR0 MRPOWITOPY RUIIEYHNRE C

onpegeneHmem YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM npenapatam (Stool

Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.

Bacteria Identification and Antibiotic Susceptibility Testing) 2 400
437YTNIMJ A26.19.008.000.07 T TOCEB Ha ITATOTERAYO W YCITOBHO-TTATOTERHYFO0 MURPOTPITOPY RMIIETHVIRE C

onpegeneHmem YyBCTBUTENBHOCTU K aHTUMUKPOOHEIM nNpenapataMm 1

6akTepuodharam (Stool Culture with Bacteria Identification and

Antibiotic+Bacteriophage Susceptibility Testing) 2 500
457-MN A26.19.008.000.04TToces Ha naToreHHyto KuLeyHyo (riopy (Wurensbl, canbMoHensbl) (nepes

rocnMTanusauuen, npy MeguuuMHCKOM npodunakTnyeckom obcnegosaHmm no

NnokasaHusam) 1 400
457-A |A26.19.008.000.04MoceB Ha naToreHHyto K1LwevHyo dropy (LWUMrensbl, CanbMOHENIbI) U

onpeeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHbIM NpenapaTam 1800
457-® |A26.19.008.000.04MoceB Ha naToreHHyto K1weYHyto ropy, n onpegenexHve

YYBCTBUTENBHOCTM K aHTUMUKPOOHbLIM NpenapaTam 1 GakTepuodaram 2100
444 A26.21.004.000.01T1oceB Ha ypeannaamel (Ureaplasma spp.) u onpeaeneHnie

YYBCTBUTENBHOCTM K aHTMBKoTnkam (Ureaplasma spp. Culture, quantitative.

Bacteria ldentification and Susceptibility) 1 400
470 A26.09.015.000.0]! loceB oTaensemMoro poTornoTki Ha bopaeTennel (Bordetella

pertussis/parapertussis, kokntow/napakokniow). (Bordetella

pertussis/parapertussis Nasopharyngeal Culture. Bacteria Identification) 2 800
7178 [NovyeyHas agncnnasus, reH UPK3A m. 36 400
7179 MNoyeyHas agncnnasus, 3k3oHbl 10, 11, 13, 14, 15 reHa RET m. 30 400
PRS1 [NpeHaTanbHbI CKPUHUHT Tpucomuin: 1 TpumecTp (PRISCA-1) 1700
PRS2 [peHaTanbHbIN CKPUHUHE Tprcomuii: 2 Tpumectp (PRISCA-2) 1400
14011 |A27.05.002.000.04Mp1BbIYHOE HEBLIHALWIMBAaHWE BEPEMEHHOCTM (B T.4. CKITOHHOCTb K

Tpomb03am nNpu 6epeMeHHOCTU: paclunpeHHas naHens) (redbl MTHFER, 3700
140rM/64 A27.05.002.000.04 T IPVBBIYHOE HEBbBIHALLVIBAHWE DEPEMEHHOCTM (B T.4. CKITOHHOCTb K

Tpombo3am npu 6epemeHHOCTU: paclunpeHHas naHens) (reHbl MTHFR,

MTRR, MTR, F2, F5) (6e3 3aknto4yeHns Bpaya-reHeTuka) 3600
1360 TMpUEM >xapeHbIX U KOMYEHBIX NPOAYKTOB 1 PUCK Pa3BUTUSA paka

(reHbl GSTT1, GSTM1, GSTP1, NAT2) 10 200
136IM/B3 TMpUEM >xapeHbIX U KOMYEHBIX NPOAYKTOB Y PUCK Pa3BUTUSA paka

(reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3 3aknto4eHnss Bpadya-reHeTunka) 10 200
96 A12.28.002 Mpoba Pebepra (kNMpeHC 3HOOrEHHOTO KpeaTMHMHA, CKOPOCTb kiyboukoBom

cdunbTpauuun, Glomerular filtration rate, GFR) 350
OBC94 Mpobnembl Beca (NnepBnyHOE 06CcnefoBaHne 300POBbs MALMEHTOB C

HapyLleHusMKn Beca) 4 700
OBC81 [Npo6nembl HeBbIHALLMBAHUS: ayTOMMMYHHbIV Npodunb 5 800
7180 B03.019.027.000.4Mporepus XatymHcoHa-Imndopaa, reH LMNA m. 60 600
63 A09.05.153 MNporectepoH (Progesterone) 440
2019 TTporpaMma CKpVHWHIa paka Wenkn maTtkn — onpegenenve JHR BT n

LMTONorM4yeckoe uccrnegoBaHne cockoba Lerkn MaTku 1 LiepBrKanbHOro

KaHana MeTOAOM XWOKOCTHOW LUMTOMorMm 3100
173 A09.05.056.000.04MNpownHcynuH (Proinsulin) 1500
1700 A09.05.209 MNpokanbunToHuH (Procalcitonin) 2 600




61 |A09.05.087 MponakTtuH (Prolactin) 410
6904F55 [Npoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP 1300
647 A09.05.118 Mpoco, IgE (IgE, Food - Panicum, IgE, F 55) 900
6660 A09.05.118 Mpoco, 1gG 1050
1263 A09.05.125 MpoteuH C (Protein C) 3300
1264 A09.05.126 MNpoTteunH S cBoboaHbIv (Protein S) 3300
2 A12.05.027.000.0]MpoTtpombumH, MHO (npoTtpombuHoBoe Bpemsi, PT, Prothrombin, INR) 310
OBC51 MNpodunaktuka 3abonesaHnn cepaua U CocyaoB U UX OCIOXHEHUN 4 100
1291 TTpopvinb "AHTUTENA K CTEPOMANPOAYLMPYIOLWLNM KIeTKaM penpoayKTUBHBIX

TKaHel, cymmapHo Ig A, IgM, 1gG (aHTuTena k cteponanpogyumpyoLwmm

KNETKaM sIMMHMKA, aHTUTENA K CTEPOMANPOAYLMPYHOLIMM KNeTkaM sindka)" 4 500
4054 Mpodunb "OuarHocTnka bynnesHbix 4epmMaTo30B (aHTMTena Kk gecMocomam

anngepmuca, aHTuTena kK 6asanbHo memopaHe Koxu)" 6 300
4061 Mpodunb "OuddepeHumansHasa auarHoctuka CKB 1 gpyrnx peBmatudeckmx

3aboneBaHnn _ (AHTUHYKNeapHbIN dakTop (AH®P), aHTUTENa K 3300
4069 Mpodunb "MoHuTopuHr aktusHocTn CKB (aHTu-ac-OHK IgG, C3, C4

KOMMOHEHTbI KOMMieMeHTa)" 2 000
4060 Mpodunb "CuctemHas kpacHasi BonyaHka, oocnegoBaHune (AHTUHYKNeapHbIA

dakTop (AH®), aHTUTENA K HYKIIEOCOMaM, aHTUTeNa K Kapamonunuuy 1gG n 6 500
4059 Mpodunb "CKpUHWHT BonesHen coeanHUTENbHOM TKaHW (aHTUHYKINeapHbIN

dakTop (AHD), aHTUTENA K SKCTPArMpyeMoMy HyKNeapHOMY aHTUIeHyY 3300
4068 Mpodunb «BocnanuTensHble M1okapamonaTumny (aHTuTena K cepaeyHon

MYCKyriaType, aHTUTENa K MUTOXOHOPUSM) 3700
4067 Mpodunb «uarHocTnka ayToMMMYHHOro nopaxeHus noyvek» (AHLA,

aHTuTena K 6asanbHon membpaHe knybo4ykoB novek, AH®) 5 600
4066 Mpodunb «duarHocTnka bbiICTponporpeccupytoLero riomepynoHedputa»

(AHLLA, aHTuTena Kk 6asanbHon membpaHe Knybo4koB MoYekK) 4100
4065 Mpodunb «OuarHocTnka rpaHyneMatosHbix Backynutos» (AHLA,

aHTUHYKNeapHbIN daktop (AHP)) 3400
4055 TTpodunb «CepoamarHocTuka ayToMMMYHHOIO ractputa U NepHULIMO3HON

aHemum» (AT K napueTanbHbIM KneTkaMm xenygka, AT K BHyTPEHHeMyY

dakTopy Kactna) 4 200
4056 TTpopunb «CepognarHocTvika borne3nn KpoHa u HECRELNMUIECKOro

a3BeHHoro konuta (HAK)» (aHTutena k umtonnasme HenTtpodunos (AHLIA,

ANCA), IgG; AHLIA, IgA; AT k caxapomunuetam (ASCA) IgG, ASCA, IgA) 6 600
4058 [Tpodunb «Llenunakusa, ceponornyeckas agnarHoctuka» (AT K 9HAOMU3MIO,

IgA; AT K TkaHeBoOW TpaHcriyTamuHase, IgA; AT Kk TkaHeBOMn

TpaHcrnybamuHase, 1gG; nmmyHornobynuHbl knacca A, obuyas 5 300
4057 TTpopvinb «Lennakunsi, CEpoNOrMieCcKni CKPUHUHM (AT K SHAOMU3NIO, IgA;

AT k jeamnampoBaHHbIM NenTuaam rmuaguHa, [gG; MMyHOrnooynuHbI

knacca A, obuast KOHUEeHTpaumsi) 3600
OBC130 [podunb BeraHbl «basoBbIi» 9100
OBC129 MNpodunb Beranbl « MMHMManNbHbLIA» 7 700
OBC131 Npodunb BeraHbl «PaclumpeHHbIn» 18 500
4062 MNpodunb: "AHTUTENA K KapanonunuHy IgG 1 aHTuTena kK kapguonuvnuHy IlgM" 3200
4064 TTpOoVb: "AHTUGPOCHONUNUGHBIV CUHAPOM, pa3BEPHYTasi CEPOIIOTUSI

(BaHTuHykneapHbin daktop (AH®), aHTuTena k kapguonunuuy 1gG, IgM,

aHTuTena kK 6eta-2-rnmkonpoTteunHy 1)" 6 500
4063 Mpodunb: "OuarHocTuka BTOPUYHOro aHTMoCconmnuaHoro cuHapoma

(AHTUHYKNeapHbI dakTop (AH®), aHTuTena k kapanonunuuy IlgG n IgM)" 4 800
103 A09.05.130 IMCA obwwun (MpocTaTnyeckmn cneumdpunyecknin aHtureH oowmn, Prostate-

specific antigen total, PSA total) 650
7860COMP [MNceBgoaxoHgponnasus, reH COMP y.m. 9 700
7182 [MceBgokcaHToMa anactudeckas, reH ABCC6 m. 60 600
7183 B03.019.027.001.4NceBgokcaHToma anactmuyeckasi, reH ABCC6 4.m. 10 100
77802 |A12.05.010.000.0€¢MNcopwuas, Tunupoeanme HLA-Cw6 6 300
6869F4 [A09.05.118 Mwennua (f4) IgE, ImmunoCAP 1200
610 A09.05.118 MNweHuyHasa myka (F4, Wheat) 900
6658 A09.05.118 MNweHuyHasa myka, 1IgG 1 050
7759LPINB03.019.027.000.4Pa6gomuonua (Myuornobunypus), red LPINT m. 133 200
486/479 |A26.19.095 Pa3aensHoe onpeAenernne TokcMHa A u TokcuHa B Clostridium difficile B

Kane, aHtTureHHbI TecT (Toxin A and B Clostridium difficile. One step rapid

immunochromotographic assay) 2 000
PMX-B [A08.20.009.002 [Pak mono4Hown xernesbl - KOMMAEKCHbIN MMYHOMCTOXUMUYECKUA NPOdnib

(buomaTepman db1KCMpoBaHHbLIN B NnapadHOBOM Grioke) 29 400
PMX-I Pak MonoyHou xenesbl - KOMMAMEKCHbIN MMYHOrMCTOXMMNYECKUA NPpOdrib

(Guomatepnan dukeipoBankbii B hopuanuiosom Sybepe) 29 400
532X |A08.21.001.002.01 nccrnenoBaHue ¢ OLEeHKOW akcnpeccun: anbga-metunaunn-KoA-pauemasbl

(P504S, AMACR), unTokepaTUHOB BbICOKOTO MOMeKynspHoro Beca (34RE12),

Oenka p63 (Prostate cancer — complex immunomorphological examination

using assessment of the expression AMACR, high molecular weight

opokeratin GABEI) PO3) o 21,000
533UrX (A08.21.001.002.01 nccnegoBaHme ¢ OLEHKON akcnpeccun: anbga-metunaumn-KoA-pauemasbl

(P504S, AMACR), untokepaTMHOB BbICOKOrO MONieKynspHoro Beca (34RE12),

6enka p63 (Prostate cancer — complex immunomorphological examination

using assessment of the expression AMACR, high molecular weight

cytokeratin (34RE12), p63) 21 000
141 A09.05.195 PakoBo-ambpuroHanbHbIi aHTUreH (P3A, kapunHO3aMBpUOHanbHbIA aHTUMEH,

Carcinoembryonic antigen, CEA) 750




1648 A09.05.204.000.0] PactBopumas fms-nogobHas TuposnHkmuHasa-1 (sFit-1) 5 600
1595STF[A09.05.008.000.0] PactBopumble peuentopbl TpaHcdeppuHa (pTPP, Soluble Transferrin

Receptor, sTfR) 3000
19 A27.05.002.000.04 PaclwumpeHHoe nccnegoBaHune reHoB cuctembl remocrtasa: F2, F5, MTHFR,

MTR, MTRR, F13, FGB, ITGA2, ITGBS3, F7, PAI-1 6 400
19IM/B3 |A27.05.002.000.04 PaclumpeHHoe nccnegoBaHune reHoB cuctembl remocrtasa: F2, F5, MTHFR,

MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1 (6e3 3aknto4eHus) 6100
1047 Al12.06.077 PeadhepoH 1 600
1612 A09.05.060.000.0] PeBepcuBHbin T3 (PeBepc T3; peBepcuBHbIN TpUMoATUPOHUH; Reverse T3; 9 400
44 A12.06.019 PesmatongHbivt haktop (PP, Rheumatoid factor, RF) 470
1333 A12.06.019.000.0] PeBmaTounaHbii haktop (PD), TypouanmMeTpuyeckmin MeTon 1700
94 A12.05.006 Pesyc-npuHagnexHocTtb (Rh-factor, Rh) 250
3314GR [A27.20.001 Pesyc-gakTop nnoga. BeiseneHune reHa RHD nnoga B kposu matepu (RHD

gene of the fetus in the mother's blood) 8 700
206 A09.05.121 PeHuH (PeHrH nnasmbl — npsiMoe onpegenexnune, Direct Renin) 1500
411 A26.09.082 PecnpaTopHO-CUHLUTUAnNbHbIV BUPYC (PC-MHMEKLWS), BbIABEHNE

aHTureHa, MmyHoxpomatorpadus (Respiratory Syncytial Virus, RSV, One

step rapid immunochromotographic assay, antigen) 1600
150 A12.05.123 PeTtukynouuTtsl (Reticulocytes) 440
1614 A12.06.060.000.1({PeTuHun nansmurtat 3700
7185 B03.019.027.001.€PeTnHowmnsunc, reH RS1 m. 36 400
525 A08.30.034.000.0]PeuenTopsbl k acTporeHam v NnporecTtepoHy (MMMYHOrMCTOXUMUYECKOE

nccnegoBaHme) 12 000
5251 A08.30.034.000.04PeuenTopbl k acTporeHam v NporectepoHy (MMMYHOrMCTOXUMUYECKOE

nccnegoBaHme) B napacgrHoBoM Grioke 13 000
6892F9 |A09.05.118 Puc (f9) IgE, ImmunoCAP 1 300
652 A09.05.118 Puc, IgE (Food — Rice, IgE, F9) 900
6605 A09.05.118 Puc, IgG 1050
134 Puck pa3Butus paka npv KypeHun

(reHbl GSTT1, GSTM1, GSTP1, NAT2) 10 200
134IT/B3 Puck pa3Butus paka npv KypeHun

(reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3 3aknto4eHns Bpaya-reHeTmKka) 10 200
66601 Poxb (f5) IgE, ImmunoCAP 1700
66648 Pomawka (w206) IgE, ImmunoCAP 1700
288 A26.06.074.000.0)PIrA c Salmonella gr.A (Salmonella gr.A, IHA) 850
289 A26.06.075.000.0]PIrA c Salmonella gr.B (Salmonella gr.B, IHA) 850
292 A26.06.077.000.04PIIrA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 850
290 A26.06.076.000.0]PINrA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 850
287 A26.06.077.000.04PIrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 850
273 A26.06.077.000.0]PTIr'A ¢ Salmonella typhi (aHTuTena k Bo3bygutento 6ptoHoro Tuda

meTtogom PI1rA) 1050
280 A26.06.098.000.0]PIrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 850
281 A26.06.098.000.04PI1rA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA) 850
282 A26.06.097.000.01PIIA ¢ Shigella sonnei (Shigella sonnei, IHA) 850
285 A26.06.086.000.04PITIA ¢ Yersinia Enterocolitica cepotuna O:9 (Y. enterocolitica O:9, IHA) 850
284 A26.06.086.000.0]PITA ¢ Yersinia Enterocolitica cepotuna O3 (Y. enterocolitica O3, IHA) 850
286 A26.06.094.000.0]PINTA ¢ Yersinia pseudotuberculosis (Y. pseudotuberculosis IHA) 850
283 A26.06.118.000.0]PINTA ¢ cbiNHOTMO3HBIM AMArHOCTMKYMOM puKKkeTcun Nposaveka

(Rickettsia prowazekii, IHA) 850
1141 A09.05.280 PtyTb (Mercury, blood; Hg) 1600
1021 A09.01.026 PtyTb (Mercury, hair; Hg) 1600
1091 B03.045.024.004.1PTytb (Mercury, nails; Hg) 1600
1042 A09.28.085 PtyTb (Mercury, urine; Hg) 1600
1135 A09.01.007.000.2¢Pyouaun (Rubidium, hair; Rb) 1600
1104 B03.045.024.004.1Py6uani (Rubidium, nails; Rb) 1600
148 A09.05.205 C-Mentna (C-Peptide) 850
43 A09.05.009 C-peakTtuBHbIi 6enok (CPB, CRP) 310
1315C3 |A09.05.075.001 [C3 KomnoHeHT cuctemMbl komnnemeHta (Complement Component C3) 650
1316C4 |A09.05.075.002 [C4 KomnoHeHT cuctemMbl komnnemeHta (Complement Component C4) 650
142 A09.05.231 Ca 15-3 (YrneBogHbii aHTured 15-3, CA 15-3) 900
144 A09.05.201 Ca 19-9 (YrneBogHbIi aHTured 19-9, CA 19-9) 900
143 A09.05.202 Ca-125 (YrneBogHbin aHtureH 125, CA 125) 750
66642 CaxapHas ceekna (f227) IgE, ImmunoCAP 1700
878 A09.05.281 CsuHel (Lead, blood; Pb) 1600
1022 A09.01.027 CsuHel (Lead, hair; Pb) 1600
1102 B03.045.024.004.4CsuHey (Lead, nails; Pb) 1600
895 A09.28.061 CsuHel (Lead, urine; Pb) 1600
6893F26 |A09.05.118 CsuHuHa (f26) IgE, ImmunoCAP 1300
644 A09.05.118 CsuHuHa, IgE (Food - Pork, IgE, F 26) 900
6653 A09.05.118 CBuHMHA, 1gG 1050
189 A09.05.090 CeobogHas b-cy6beanHuLa XOpMOHNYECKOrO FOHaA0TPONMHA YenoBeka

(cBoboaHbIN b-XIY, free b-HCG) 750
1541 A09.05.106.003.0]CB0OGOAHBIE Nerkue Lenu nMMyHornobynmMHoB kanna n nambaa B NMKBOpe

(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains) 2 400
1540 A09.28.030.003.0]1CB0GOAHbBIE Nerkue Lenu MMMyHornobyn1MHOB kanna v nsamMéaa B Moye

(Urine immunoglobulin free light chains (FLC) kappa and lambda) 2 400
1539 A09.05.106.003 |CBODOAHbLIE NErkvie Lenv MMMYHOTTIODYITMHOB Kanmna v NAmMbAa ChIBOPOTKA C

pacyeToM MHAekca kanna/nambaa (Serum immunoglobulin free light chains

(FLC, sFLC) kappa and lambda, kappa/lambda ratio) 3600




178 A09.28.035.000.0] CBoboaHbI KopTnson (B Moye) (Free cortisol, urine) 1300
169 A09.05.078.001 |CBoboaHbIt TecTocTepoH (Free Testosterone) 1200
134 A09.05.157 CBoboaHbIt acTpuon (E3, Estriol free) 650
OBC105 Cekc B 6onbLuom ropoae: 12 nudekunn + KBM (yporeHuTtanbHbI COCKOO) 2 900
OBC92 Cekc B 6onblUoM ropoae: 14 nHdekumnn + masok Ha MUKpodnopy 5500
OBC91 Cekc B 60nbLUOM ropoae: 6 MHdekUun (aHanms Kposu) 5500
OBC93 Cekc B 60nbLUOM ropoae: 8 MHMEKUNn + Ma3ok Ha MUKpodriopy 5500
1117 A09.05.276 CeneH (Selenium, blood; Se) 1600
1017 A09.01.022 CeneH (Selenium, hair; Se) 1600
1106 B03.045.024.004.1CeneH (Selenium, nails; Se) 1600
869 A09.05.276 CeneH (Selenium, serum; Se) 1600
1038 A09.28.081 CeneH (Selenium, urine; Se) 1600
619 A09.05.118 Cenbaepeint (F85, Celery) 850
6885F85 Cenbaepei (f85) IgE, ImmunoCAP 1300
7799TNF|B03.014.002.000.( CemeiHas nepuoanyeckas nuxopaaka, reH TNFRSFIA m. 36 400
7916PRF|B03.019.027.000.4 CeMelHbI remodaroumMTapHbii numdornctnountos, red PRF1 m. 30 400
7917STX|B03.019.027.001.§ CemelHbIN remodaroumMTapHbii MMMmdorncTnounTos, reH STX11 m. 20 200
7915STX|B03.019.027.000.4 CeMelHbI remodaroumMTapHbIi NMMAOrMcTMoUnTos, reH STXBP2 M. 72 700
7914UN(B03.019.027.000.4 CeMelHbI remodbaroumTapHbii numdornctnoumntos, red UNC13D m. 109 000
7914UN(B03.019.027.000.4CeMelHbIn remodaroumTapHbivi numdornctnountos, red UNC13D y.m. 7 300
7004MRI| A27.05.052.000.0|CemerHbI MegynnapHbIA pak WUTOBNAHOWN xenesbl (3k3oHbl 10,11,13, 14,

15 reHa RET) 21 200
7798RET|A27.05.052.000.0] CeMelHbIN MeaynnsipHbIA pak LWMTOBUAOHOM Xenesbl, 3k30Hbl 5, 8 reHa RET 14 200
7797CIAYB03.019.007.000.( CemenHbI xonogoson aytoBocnanutenbHbii cuHapom NLRP3 m. (Familial

Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) 72 700
7858NGHB03.019.027.001.7CeHcopHas nonuHenponaTtus, NGF m. (Hereditary Sensory and Autonomic

Polyneuropathy, Gene NGF, Mut.) 24 300
111N CepaeyvHo-CoCyanCThIE 3aDONEBaHNS

(renbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3,

ITGA2, GP1BA, FGB) 3600
1124 A09.01.007.000.1)Cepebpo (Silver, hair; Ag) 1600
1075 B03.045.024.004.4 Cepebpo (Silver, nails; Ag) 1600
OBC119 CunbHble BONOChI, Kpenkue HorTu, bapxaTtHas koxa (Strong hair and nails,

velvet skin) 4100
7733CIAYB03.019.007.000.( CnHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous

Articular, Gene NLRP3, Mut.) 72 700
7870 Cungpom ESC, reH NR2E3 m. 36 400
7186 B03.019.027.000.4Cunapom TAR, reH RBM8A m. 36 400
7859FGL|B03.019.027.000.4CnHgpom Aapckora-Ckotta, reH FGD1 m. 88 800
7187 B03.019.027.000.5 CuHgpom Anbctpoma, reH ALMS1 "ropsy.”" y4. m. 20 200
7861KCNB03.019.027.000.4CunHgpom AHgepceHa, reH KCNJ2 M. 24 900
7913FGF|B03.019.027.000.5 CuHgpom AHTnKn-Bukcnepa, ak3oH 9 reHa FGFR2 m. 10 100
7862FGF|B03.019.027.001.4CuHapom Anepa, reH FGFR2 y.m. 14 500
7863PRP|B03.019.027.000.5CuHapom ApTa, reH PRPS1 m. 42 500
7796PTE|B03.019.027.000.5CuHapom BaHasH-Pannu-Pysanbbaka, reH PTEN m. 54 600
7864TAZ CuHgpom BapTa, reH TAZ m. 36 400
7703FLC\| B03.019.027.001.7Cunapom Bépta-Xora-Abba, reH FLCN m. 72 700
7188 CuHgpom Bnoxa-Cynbubeprepa, reH IKBKG y.m. 7 300
7189 B03.019.027.000.9 Cunapom BboyaHa-KoHpaau, reH EMG1 m. 24 300
7734BCS|B03.019.027.000.5CuHapom BeépHeTana, reH BCS1L m. 24 900
7867EDN B03.019.027.000.5CuHapom BaapaeHnbypra-Llaxa, reH EDNRB m. 42 500
7866PAX|A27.05.058.000.0] CnHapom BaapaeHnbypra, reH PAX3 m. 48 500
7190 B03.019.027.001.7Cunapom BaH gep Byaa, reH IRF6 m. 54 600
7868WAYB03.019.027.001.4CuHapom Buckotta-Ongpuya, reH WAS m. 42 500
7785PHC B03.019.027.001.4CurHApPOM BPOXAEHHOW LieHTpanbHou rmnoseHTunsauuu, reH PHOX2B y.m. 7 300
7192 B03.027.045.000.( Cunapom r'epmaHcku-Nyanaka, reH HPS1 y.m. 14 200
7869GLIEB03.019.027.000.4CuHapom peiira, red GLI3 m. 109 000
7737RAB|B03.019.027.000.4 CuHapom Mpucuennu, reH RAB27A m. 30 400
7738FGF|B03.019.027.000.4 CuHapom [hxekcoHa-Belicca, ak30H 9 reHa FGFR2 mn ak3oH 7A reHa FGFR1 14 200
77703  |B03.019.027.001.7CuHapom OPMJIA, ATN1, 4y.m. 6 500
7194 B03.019.027.001.59 Cunapom XKybepa, AHanua ymcna konu reHa NPHP1 24 100
7195 B03.019.027.000.6 Cunapom KapneHntepa, reH RAB23 wm. 42 500
7768GJB|A27.05.033.000.04 CvHApOM KepaTUTa-UxTnosa-Tyroyxoctu, red GJB2 m. 14 200
7198 B03.019.027.001.9 Cunapom Knunnens-®Peinins, reH GDF6 m. 21100
7739ERCB03.019.027.000.4 CuHapom KokkeriHa, reH ERCC6 m. 133 200
7199 B03.019.027.000.6 Cunapom Koctenno, reH HRAS m. 10 100
7202 B03.019.027.000.€ Cunapom KodbduHa-JToypu, reH RPS6KA3 m. 133 200
7740PAX|A27.05.058.000.04 CuHApOM KpaHnogaumansHOn AnCMopdnn-TyroyxocTu-ybHapHom

aesunaumm kncten, red PAX3 m. 48 500
7010UGI|B03.019.027.001.4CuHapom Kpurnepa-Hanspa, reH UGT1 m. 30 400
7760FGF|B03.019.027.001.4 CuHapom Kpy3soHa ¢ YepHbIM akaHTo30M, 9k30H 10 reHa FGFR3 m. 10 100
7964FGF| B03.019.027.001.4CuHapom KpysoHa, ak30Hbl 7 1 9 reHa FGFR2 m. 14 200
77714 CurHOPOM NOMKOW X-XpOMOCOMbI ¢ Tpemopom/aTtakcuen, FMR1, y.m. 6 500
7794CIAYB03.019.007.000.( CuHapom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene

NLRP3, Mut.) 72 700
7204 B03.019.027.001.¢Cunapom Makneoaa, reH XK m. 24 300
7643 B03.019.027.002.( Cunapom MaptunH-benn (reHogMaHocTMKa CMHAPOMA JTOMKON X XPOMOCOMbI) 9 500




7006A21 |A27.05.052.000.04 CHOPOM MHOXECTBEHHOW 3HAOKPMHHOW Heonnasumn 2A tuna

(ak30Hbl 10, 11 reHa RET npu M3H 2A) 11 300
7005B2! |A27.05.052 CWHAPOM MHOXECTBEHHOW 3HAOKPUHHOW Heonnasun 2B Tuna

(reH RET npn MOH2B) 7 300
7743ZEB|B03.019.027.000.¢ CvHapom MoyaT-BunbcoH, reH ZEB2 m. 90 900
7965TAZ CuVHOPOM HEKOMMAKTHOrO NEeBOro enyaodka, reH TAZ m. 36 400
7872NBS|B03.019.027.001.1Cunapom HunmereH, NBN yu.m. (Nijmegen Breakage Syndrome, NBS, Gene

NBN, Freq. Mut.) 7 300
7213 B03.019.027.000.6 CuHapomM HorTen-HagkoneHHuka, reH LMX1B m. 42 500
7215 B03.019.027.001.4Cunapom Ocnepa-Penato-Bebepa, reH ENG m. 54 600
7744GLIGB03.019.027.000.4 CuHgpom Mannuctepa-Xonna, red GLI3 m. 109 000
7874TBX|B03.019.027.000.4 CuHapom Mannuctepa, reH TBX3 m. 42 500
7217 B03.019.027.000.7 CuHapoM NoAKOMNEHHOro nTepuriyma, red IRF6 m. 54 600
7745FGF|B03.019.027.000.9 CnHapom Mdanddepa, ak3oHbl 7, 9 reHa FGFR2 1 3k30H 7A reHa FGFR1 m. 20 200
7218MEI|B03.019.027.001.4CuHapom PetTta, reH MECP2 m. 30 400
7219 B03.019.027.000.7CuHapom Cetpe-Hot3eHa, reH TWIST1 m. 21 100
7220 B03.019.027.001.7 CuHapom Cunbeepa, reH BSCL2 m. 42 500
7221 B03.019.027.000.7 Cunapom CumncoHa-lonabu-bemens, reH GPC3 m. 48 500
7877DH(B03.019.027.001.9 CnHapom Cmuta-flemnu-Onunua, reH DHCRY7 m. 54 600
7879AR |B03.019.027.002.CnHOpOM TECTUKYNSAPHON dheMuHn3aumn, red AR m. 60 600
7747TCC|B03.019.027.000.7CuHapom Tpuyepa-KonnunHza-PpaHyeckeTtn, reH TCOF1 m. 133 200
7748FKRP Cunapom Yokepa-Bapbypr, reH FKRP M. 21 100
7984VHL|A27.05.053.000.0] Cungpom Xunnens-linHaay, VHL m. 21 100
7973VHL|A27.05.053.000.0]1 CuHgpom Xunnens-JinHaay, yncno konui reda VHL m. 23 400
7223 B03.019.027.001.4CuHapom LBaxmaHna-OarimoHaa, reH SBDS m. 30 400
7224 B03.019.027.001.€ CuHapom LLiBaxmaHa-OanmoHaa, reH SBDS1 y.m. 10 100
7911PLO|B03.019.027.001.4CuHapom 3nnepca-Aanno tun VI, red PLOD y.m. 14 500
7750CHRB03.019.027.000.7CuHapom ckobapa, reH CHRNG m. 48 500
1535 Cunctema KOMMNEMEHTA: KOMDUHWPOBaHHAs OLLEHKa PyHKLUN

KNaccu4ecKoro, anbTepHaTUBHOIO U NEKTUHOBOIO MyTel akTuBauum

metogoM NPA (Functionality Test of Complement: Classical, Alternative and 2 400
1534 A09.05.075.000.0]Cuctema komnnemeHTa: oueHka yHKLMOHanbHoM aktueHocTu (CH50)

(Functionality Test of Complement (CH50)) 2 400
69 A26.06.082.001 [Cudmnmnc RPR (Rapid Plasma Reagin — aHTMKapAMONUNNHOBbLIN TECT) 600
7226 CkanynonepoHeanbHasa muonatusi, reH FHL1 m. 48 500
131M  |A27.05.002.000.0] CxknoHHOCTb k TpomMB0o3am npu 6epeMeHHOCTU — MUHMMarbHas naHenb (reHbl

F2, F5) 1 300
131IM/B4A27.05.002.000.04 CknoHHOCTb k TpomMB0o3aM npu 6epeMeHHOCTU — MUHMMarbHas naHenb (reHbl

F2, F5) (6e3 3aknoyeHns Bpava-reHeTurka) 1200
OBC59 CKPUHMHI ayTOMMMYHHOIO NOpakeHUs1 NeYeHn 9 700
380 A26.20.032.000.0] CKpMHUHT MUKPOdIopbl yporeHmTanbHoro Tpakta. Pemodriop CKpuH. 2 900
HBEO1 B03.016.019.001 |CKpWHMHI HOBOPOXAEHHbIX. «[MTATOYKA» 11 800
2401 A09.19.001.000.0] CKpbITas KPOBb B Kane (KoropekTaribHble KPOBOTEYEHWUS), KONNYECTBEHHbIN

nmmyHoxummnyeckmin metog FOB Gold (quantitative immunochemical Fecal

Occult Blood Test FOB Gold) 1200
6823MX1|B03.002.004 Cmecbh annepreHoB nnecHesbix rpuokoB (mx1) IgE, ImmunoCAP 1800
603 A09.05.118 Cmecb annepreHoB AepeBbEB™: 0NbxXa, NielwmnHa obblIkHOBEHHas!, UBA,

Oepesa, ay6 (TP9; Tree Panel 9: Alder, Birch, Hazelnut, Oak, Willow) 1700
6820HS |B03.002.004 Cwmecb annepreHoB gomMaluHen nbinu (Hollister-Stier) (hx2) IgE, ImmunoCAP 1800
1070 B03.002.004 CTMECE aITeEpPrenoB JOMAMHANX TPEI3YHOB ™ (3NATEJ T MOPCROW CBWHRW,

ANUTENUIA KPONMKa, XOMsiKa, Kpbicbl, Mbilin). Animal Panel EP70: E6 Guinea

Pig Epithelium, E82 Rabbit Epithelium, E84 Hamster Epithelium, E87 Rat,

E88 Mouse 1700
6918FX73 Cwmecb annepreHoB msca (fx73) IgE, ImmunoCAP 1900
6822MX2/B03.002.004 Cmecb annepreHos nnecenun (mx2) IgE, ImmunoCAP 1800
6619 B03.002.004 Cwmecb annepreHoB nneceHn™: penicillium notalum, cladosporium herbarum,

aspergillus fumigatus, candida albicans, alternaria tenuis, IgG 2100
602 B03.002.004 CMecb annepreHoB niecenn™: Penicillum notatum, Aspergillus fumigatus,

Alternaria tenuis, Cladosporium herbarum, Candida albicans (MP1; Mold

Panel 1) 2100
6821TX9|B03.002.004 Cwmecb annepreHoB nbinblbl Aepesbes (tx9) IgE, ImmunoCAP 1600
6838WX1B03.002.004 CMecb annepreHoB MbifbLbl copHbIX Tpas (wx1) IgE, ImmunoCAP 1800
604 B03.002.004 UMECHh aliepreHoB COPHOW TPaBbl™. aMOPO3NA OObIKHOBEHHAHA, MOJIbIHb

00bIkHOBEHHAs, Mapb 6enasi, NoAOoPOXHUK, YepTonosnox pycckun (WP1;

Common Ragweed, Mugwort, English Plantain, Lambs Quarters, Russian

Thistle, IgE) 1700
600 B03.002.004 UMECH alfiepreHoB TPdBbl ™. €)Ka COOPHAaA, OBCAHHWLA JTYTOBdA, POXb

MHoOroneTHss, TumodpeeBka, MaTnuk nyroson (GP1; Grass Panel 1: Orchard

Grass, Meadow Fescue, Perennial Rye Grass, Timothy Grass, June Grass

(Kentucky Blue)) 1700
601 B03.002.004 UMECH allJiepreHoB TpdBbl™. KOJTOCOK AYLNCTBIN, POXXb MHOIOJTIETHHA,

TUMOdheEBKa, POXb KyNbTUBMPOBaHHas; OyxapHuk wepctuctoin (GP3;

Sweet Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye

Grass, Velvet Grass, IgE) 1700
6914FX5|B03.002.004 Cwmecb getckux nuuesbix annepreHos (fx5) IgE, ImmunoCAP 1900
6883CF |B03.002.004 Cwmecb nuuesblx annepreHoB (fx15) IgE, ImmunoCAP 1900
6897FX21 Cwmecb nuuesblx annepreHoB (fx21) IgE, ImmunoCAP 1900
637 B03.002.004 CMEeCb NULLEBLIX anfepreHoB 1. anenbCyH, baHaH, SI0JT0K0, NepPCuK (Food

Panel, FP 15: F33 Orange (anenbcuH), F49 Apple (abnoko), F92 Banana

(6aHaH), F95 Peach (nepcuk)) 1700




638 B03.002.004 CMeCb NULLEBLIX anfepreHoB 2 . KMBW, MaHro, baHaH, aHaHac (Food Panel

FP50: F84 Kiwi Fruit (kusu), F91 Mango (maHro), F92 Banana (6aHaH), F210

Pineapple (aHaHac)) 1700
639 B03.002.004 CMecb nNuLLeBbIX annepreHoB 3™: CBMHUHA, KYPUHOe MACO, roBAOUHA,

G6apaHuHa (Food Panel, FP 73: F26 Pork (cBuHuHa), F27 Beef (roBsiguHa),

F83 Chicken Meat (kypuua), F88 Lamb (6apaHuHa)) 1700
6613 B03.002.004 Cmecb NULLEBbIX anfnepreHoB™: CBUHMHA, KYPUHOE MSICO, FOBSIAMHA,

6apaHuHa, 1gG 2100
6612 B03.002.004 CMechb NULLEBbIX annepreHoB*: anenbcuH, 6aHaH, A6noko, nepcuk, 1gG 2100
6611 B03.002.004 CMech NULLEBbLIX annepreHoB*: KMBW, MaHro, 6aHaH, aHanac, 1gG 2100
6868GX1/B03.002.004 CMech NbbUbl paHHeuBeTyLnxX NyroBblx TpaB (gx1) IgE, ImmunoCAP 1800
66651 CwmopoamnHa kpacHas (f322) IgE, ImmunoCAP 1700
606 A09.05.118 Cobaka (E2, Dog Epithelium) 900
6639 A09.05.118 Cobaka, IgG 1050
6843E101A09.05.118 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 3300
6844E104A09.05.118 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP 3100
6803E5 Cobaka, nepxotb (e5) IgE, ImmunoCAP 1200
6845E221 Cobaka, cbiIBOPOTOYHbIV anbbymunH, nCan 3 (e221) IgE, ImmunoCAP 3100
236 A09.19.012 CopepxaHve yrneBoaoB B Kane 750
612 A09.05.118 CoeBble 60661 (F14, Soybean) 850
6871F14|A09.05.118 CoeBble 6005 (f14) IgE, ImmunoCAP 1200
6646 A09.05.118 CoeBble 606bl, IgG 1050
174 A09.05.204 ComatomeanH-C (MHcynmHonogobHbiv doaktop pocTta |, MOP-1; Insulin-like

growth factor |, IGF-1) 1 800
99 A09.05.066 ComaToTponHbIn ropMmoH (comatoTtponuH, CTIC, Growth hormone, GH) 850
139 A12.05.001 CO3 (Ckopoctb Ocenanuns Sputpountos, ESR) 250
6855F35JA09.05.118 Cosi, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 3100
77708 B03.019.027.001.(CnacTtudeckas napannerus LUtptomnens, Tun 4, SPAST (SPG4), y.m. 13 100
7994IGHI|B03.019.027.000.7 Cn1HanbHas ammoTpodus ¢ napannyom anadparmsl, red IGHMBP2 m. 90 900
7996AMV|A27.05.034.000.0] CnnHanbHas amuoTpodus Tunsl |, 11, 11, 1V (c onpegeneHvem yucna konum 23 400
7228 A27.05.034.000.04 CnuHansHasa ammotpodoms tunbl |, 11, 111, IV, reH SMN1 m. (Toneko npu

Hann4My OHOM KOMUM reHa) 48 500
7976ARI |B03.019.027.002.( CnuHanbHo-6ynbbapHas ammoTpodus KeHHeam, red AR 4.Mm. 7 300
7788ATX|B03.019.027.001.4 CnmHouepebennsapHas atakcus, reH ATXN7 4y.m. 7 300
7787ATX|B03.019.027.001.4CnuHouepebennspHas atakcus, reH ATXNS y.m. 7 300
77712 B03.019.027.001.4 CnuHoLepebennsipHble aTtakcuu, peakne dopmbl, Y4.M. 14 200
77716  |B03.019.027.001.( CnnHouepebennsipHble atakcunu, Yactble OpPMbl, Y.M. 14 200
7978PRN B03.019.027.001.4 CnoHrnogopmMHasa sHuedanonatnsa ¢ HeMpONCUXMYECKMMU NPOSIBEHNSIMMU,

reH PRNP m. 21100
7230 B03.019.027.000.7 CnoHannokocTanbHbI An30cTo3, red DLL3 m. 42 500
7979TRA|B03.019.027.000.( CnoHaunoanmdusapHas aucnnasus (SEDT), reH TRAPPC2 m. 24 300
1312 A12.06.004.000.0]CnocobHocTtb numdoumToB k aktuBaumm (Lymphocyte activation ability) 3300
BP3/5 |B03.045.026 CpO4HOE yCTaHOBNEHNE DMONOTMYECKOro POACTBA A4S OAHOMO U3 pOAMTENEN

npu 6eccnopHom poactee apyroro (3 4en.) (Urgent Establishment of

Biological Relationship for One Parent at Indisputable Relationship of 45 400
BP2/5 B03.045.026.000.( CpoYHOe yCTaHOBMEHNe bUONOrM4eckoro poacTea ansa ogHOro U3 poantenen

npuv otcyTcTBumM gpyroro (2 ven.) (Urgent Establishment of Biological

Relationship for One Parent in Absence of Another (2 Persons)) 45 400
6865M81 CTadnnokokkoBbI 3HTEPOTOKCUH B (m81) IgE, ImmunoCAP 1300
6866M226 CTadmnokokkoBbI 3HTEPOTOKCUH TSST (m226) IgE, ImmunoCAP 1300
6864M80 CTadmnokokkoBbii 3HTepoToKcUH A (m80) IgE, ImmunoCAP 1300
1CTC B03.016.007.000.(CteaToCkpuH_(SteatoScreen) 8 800
978 A09.05.057.000.0] CtumynsumoHHas npoba - FacTpuH-17 (CTUMYNUMPOBaHHbLIN)* 2 000
487 CTtpenToKokk rp. A, aHTureHHein Tect (Streptococcus group A. One step rapid

immunochromotographic assay) 1700
348CJ1H |A26.09.074.001.0] CtpenTokokk, onpegenexve OHK (Streptococcus spp., DNA)* 700
348MJ1 |A26.05.041.001.0] CTtpentokokk, onpegenexve OHK (Streptococcus spp., DNA)* 1100
348POT |A26.01.027.001.03CtpenTokokk, onpegenenne OHK (Streptococcus spp., DNA)* 700
348MK |A26.09.074.001.04 Ctpentokokk, onpenenexHme OHK (Streptococcus spp., DNA)* 1400
1137 A09.01.007.000.14CTtpoHumnn (Strontium, hair; Sr) 1600
1109 B03.045.024.004.( CtpoHumn (Strontium, nails; Sr) 1600
7601A—NA Uy] IDWGHVIJ Tavivigpr \L,y] IDL'Jal.,dJ IdJVIl‘l}.

eHeTnYeckme Mapképbl MOBLILLIEHHOIO pUcka pa3BUTUSA NOBOYHBLIX peakLmi

B hopme AUCMENCUN U XenyaoUHbIX KPOBOTEYEHWI Npu Npuéme

cynbacanasunHa, CBA3aHHbIX C HapyLleHnem ero mMetabonusma.

Onpegenetine Hanu4us noNvMopsMoB rena N-aueTniTpaHchepastl 2 3100
7261B-CYA27.05.045.000.04 FMBEHKNaMMZ 1 TONBYTaMUA.

[eHeTnYeckMin Mapkép pucka pasBUTUSE HEXenaTenbHbIX NIEKAPCTBEHHbIX

peakuuii No TUMy rMNOrAMKEMUU NpU NpUémMe nepoparnbHbIX

CaxapoCHWXaLWMNX CPEACTB, CBA3AHHbIX C HapyLIeHneM nx metadonuama.

OnpegenexHne Hanu4nsa nonuMmopdmnamos reHa untoxpoma CYP2C9 3700
7980PRP|B03.019.027.000.( CynepakTnBHOoCcTb dhocdopurbosmnnupodocdar cnHteTassl, reH PRPS1 m. 42 500
1020 A09.01.025 Cypbma (Antimony, hair; Sb) 1600
1105 B03.045.024.004.9Cypbma (Antimony, nails; Sb) 1600
1353 A09.05.035.000.0] Takponumyc (FK506, Agsarpad, Mporpad, MNpotonuk, Takpocen) 2 600
1062 Al12.06.078 TaKkTMBMH 1600
1008 A09.01.007.000.04 Tannwwn (Thallium, hair; TI) 1600
1110 B03.045.024.004.4 Tannuu (Thallium, nails; TI) 1600




1118 A09.05.242.000.0] Tannun (Thallium, serum; TI) 1600
1074 A09.28.060.000.04 Tannuin (Thallium, urine; TI) 1600
620 A09.05.118 TapakaH (16, Cockroach) 850
690916 TapakaH pbbkui (npycak) (i6) IgE, ImmunoCAP 1200
197 A09.05.117 TI (TupeornobynuH; Thyroglobulin, TG) 750
1377TER|A09.05.035.000.14 TepudpnyHommna, necdpnyHomug (metabonut) (Teriflunomide, Leflunomide

metabolite) 5700
64 A09.05.078 TecTtocTepoH (Testosterone) 470
1063 A12.06.078 TumoreH 1600
6835G6 |A09.05.118 Tumodeeska nyrosas (g6) IgE, ImmunoCAP 1200
6812G21]A09.05.118 Tumodeeska nyrosas, rPhl p1, rPhl p5 (9213) IgE, ImmunoCAP 3100
6813G21/A09.05.118 TumodeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 3100
656 A09.05.118 TumodeeBka nbinbLua, IgE (Grass/Pollen Phléum, IgE, G 6) 900
7831HL |A12.05.010.000.0] TunuposaHue reHos cuctembl HLA 1l knacca (DRB1, DQA1, DQB1) 7 200
56 A09.05.065 TupeoTtponHbii ropMoH (TTI, TupoTponuH, Thyroid Stimulating Hormone, 400
54 A09.05.064 TUpOKCUH obLumii (T4 oBLwmin, TeTpanoaTMPOHUH obLwimia, Total Thyroxine, 440
55 A09.05.063 TupokcuH ceoboaHbil (T4 cBoboaHbIn, Free Thyroxine, FT4) 370
M39 ToKCUYHbIE N 3cCeHUManbHbIE MUKPOSNEMEHTLI B BONIOCaX 5700
M312 ToKCUYHbIE 1 3cCeHUManbHbIE MUKPOSNEMEHTbI B HOITSX 5700
M32 TOKCUYHbIE MUKPO3NEMEHTHI (TsKENble MeTanmbl) B LIENbHON KPOBU 2 200
M38 TOKCUYHbIE MUKPO3NEMEHTLI B BOSIOCaX 2 900
M311 TOKCUYHbIE MUKPO3NEMEHTbI B HOITSX 2 900
335CMX|A26.23.024.001 | Tokconna3sma, onpegenenune OHK (Toxoplasma gondii, DNA)* 450
335BIMT |A26.30.026.001.0] Tokconna3sma, onpegenenune OHK (Toxoplasma gondii, DNA)* 450
335CB |A26.05.013.001.0] Tokconna3sma, onpegenenune OHK (Toxoplasma gondii, DNA)* 700
616 A09.05.118 Tomatsl (F25, Tomato) 850
6607 A09.05.118 Tomarthl, 19G 1050
640 A09.05.118 Tonons, IgE (Poplar, T14) 850
77711 B03.019.027.001.] TopcuoHHas amuctonms, Tun 1, TOR1A (DYT1), 4.m. 6 500
50 A09.05.008 TpaHcdeppuH (CugepodunuH, Transferrin) 600
609 A09.05.118 Tpecka (F3, Codfish) 900
6880F3 |A09.05.118 Tpecka atnadtmyeckas (f3) IgE, ImmunoCAP 1200
6655 A09.05.118 Tpecka, IgG 1050
30 A09.05.025 Tpurnuuepuas! (Triglycerides) 310
52 A09.05.060 TpunoaTupoHnH obwmin (T3 obwmii, Total Triiodthyronine, TT3) 440
53 A09.05.061 TpunoaTupoHnH cBoboaHbIn (T3 ceoboaHbin, Free Triiodthyronine, FT3) 470
6829TP |A09.05.243 TpunTtasa, ImmunoCAP 4 700
307CIMN  |A26.21.040.001.0] TpmuxomoHaaa, onpeaenexue OHK (Trichomonas vaginalis, DNA)* 360
307YPO |A26.20.026.001.0] TpmuxomoHaaa, onpeaenexue OHK (Trichomonas vaginalis, DNA)* 440
307MOM |A26.28.016.001 | TpuxomoHaaa, onpeaenexue OHK (Trichomonas vaginalis, DNA)* 410
7638TRP|B03.019.027.000.7 TpmxopuHodanaHreansHbIn cuHapoM, reH TRPS1 wm. 60 600
194 A12.05.028 TpombGurHoBoe Bpemsi (Thrombin time) 370
11411 |A27.05.002.000.04 Tpomb03bl: paclumpeHHas naHenb

(renbl F2, F5, MTHFR, MTRR, MTR) 8 700
114IT1/64 A27.05.002.000.04 Tpomb03bl: paclumpeHHas naHenb

(redbl F2, F5, MTHFR, MTRR, MTR) (6e3 3aknto4eHus Bpadya-reHeTuKka) 8 300
123 |A27.05.002.000.0] Tpomb03bl: cokpalléHHasa naHenb

(reHbl F2, F5) 2 600
1231/ A27.05.002.000.04 TPoMb03bI: COKpaLLeHHas naHesb

(reHbl F2, F5) (6e3 3aknoyeHnst Bpada-reHeTuka) 2 500
141 |A27.05.002.000.0] TpomMBOTUYECKME OCNOXHEHUS MPU CTUMYIALMK oBYNsAunn (redsl F2, F5) 1300
1411 T1/64 A27.05.002.000.04 TpombOTMYECKME OCNOXHEHMSA MPU CTUMYNAUMM oByNnauun (reHbl F2, F5)

(6e3 3aknYeHnst Bpava-reHeTmka) 1200
72011 TpombGoumTapHbIV pelenTop ombpuHoreHa (reH ITGB3) 1500
720163 |A27.05.030.000.0] TpombouuTapHbI peuentop dmbpuHoreHa (reH ITGB3) (6e3 3akntoveHns

Bpaya-reHeTuka) 1 400
7238 B03.019.027.000.( TpombGoLuTONeH1s BpoxaeHHas, reH MPL wm. 48 500
TRO A12.05.120 TpOMOOLUTEI, MUKPOCKONUS (MOACYET B OKPALLEHHOM Ma3Ke No MeToay

donwno) (Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect

Method by Fonio)) 460
6852F351 TponomnosuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP 3100
157 A09.05.193.000.0] TponoHuH-| (Troponin-1) 1200
1158 A12.05.110.000.0] Tpodobnactuueckun 6eta-1-rnukonpotenH (TBI, Pregnancy-Specific beta 1-

Glycoprotein, PSBG1, PSG-1, Specific Glycoprotein, SP) 850
6888F225A09.05.118 ToikBa (f225) IgE, ImmunoCAP 1300
643 A09.05.118 TbikBa, IgE (Food - Pumpkin, IgE, F225) 900
6650 A09.05.118 TbikBa, IgG 1050
838 A09.05.229 Yrnesoa-gedvunTtHeiv TpaHcdeppuH (YOT, Carbohydrate-Deficient

Trancferrin, CDT) 5200
839 A09.05.229 YrneBoa-aeduUnTHBIM TpaHCEPPUH ¢ anekTpodoperpammon (YOT)

(Carbohydrate-Deficient Transferrin with results on an electrophoregram 5400
303YPO [A26.20.029.001.04Ypeannasma (6uosap T-960), onpeaenenve OHK (Ureaplasma urealyticum

(T-960), DNA)* 410
303CM [A26.21.043.001.09Ypeannasma (buosap T-960), onpeaenenve OHK (Ureaplasma urealyticum

(T-960), DNA)* 410
303MOM [A26.28.019.001.01Ypeannasma (6uosap T-960), onpeaenenve OHK (Ureaplasma urealyticum

(T-960), DNA)* 410
342MOY |A26.28.019.001.04 Ypeanna3sma, onpenenernve JHK (Ureaplasma parvum, DNA)* 450
342CIMN  |A26.21.043.001.0]Ypeanna3ma, onpenenernve JHK (Ureaplasma parvum, DNA)* 450




342YPO |A26.20.029.001.09Ypeanna3ma, onpegenenne JHK (Ureaplasma parvum, DNA)* 450
343YPO |A26.20.029.001.0]Ypeanna3ma, onpeaenenne JHK (Ureaplasma urealyticum+parvum, DNA)* 420
343CIM  |A26.21.043.001.04Ypeanna3ma, onpegenenne JHK (Ureaplasma urealyticum+parvum, DNA)* 420
343MOY |A26.28.021.001.0] Ypeanna3ama, onpeaenenne JHK (Ureaplasma urealyticum+parvum, DNA)* 420
3026 A26.20.033.001.0]YCNOBHO - NaTOreHHbIe MKOMNa3Mbl (YPOreHWUTalbHbIVi CKPUHWHT)

(onpepenexue OHK Ureaplasma urealyticum, Ureaplasma parvum,

Mycoplasma hominis, HK yenoseka (KBM)) 1200
3029 A26.21.032.001.01]YcnoBHo-naTtoreHHble MukonnasMbl (MOHUTOPUHT 3MEKTUBHOCTH NEeYeHns)

(otoenbHoe onpegenenne OHK Mycoplasma hominis, HK yenoseka (KBM)) 1200
3028 A26.20.029.001.05 YcnoBHo-naToreHHble MUKonna3Mbl (MOHUTOPUHT 3 EKTUBHOCTH NeYeHns)

(otoenbHoe onpegenenune HK Ureaplasma parvum, HK vyenoseka (KBM)) 1200
3027 A26.20.029.001.04YcnoBHo-naTtoreHHble MUKonna3Mbl (MOHUTOPUHT 3MEKTUBHOCTUN NeYeHns)

(otoensHoe onpegenenne OHK Ureaplasma urealyticum, HK yenoBeka 1200
BP3/20 |B03.045.026 YCTaHOBINEHWE DUONOTMYECKOro pOACTBA AN OQHOMO U3 POAUTENEN Npun

6eccnopHom poactee gpyroro (3 yen.) (Establishment of Biological

Relationship for One Parent at Indisputable Relationship of Another (3 22 600
BP2/20 |B03.045.026.000.( YCTaHOBNEHWE DIONOTUHECKOTO POACTBA AllA OAHOTO M3 POAVTENEN Npu

oTcyTcTBumM gpyroro (2 yen.) (Establishment of Biological Relationship for

One Parent in Absence of Another (2 Persons)) 20 100
1310 A12.30.012.007 [daroumnTapHas akTMBHOCTb nenkoumTtoB (Phagocytic activity of leucocytes) 3300
1410 A09.05.186.000.04 PakTop IX, aktuBHOCTL, % (dakTop Kpnctmaca,) Factor IX, Activity, %

(Christmas Factor) 1900
1409 A09.05.285.004 [dakTop VIII (aHTUremodbunbHbii rnodynuid A) (Antihemophilic Globulin A, 1900
1413 A09.05.285 dakTop Bunnebparnga, aHtureH, % (Willebrand Factor, Antigen, %) 4 500
7885PRN B03.019.027.001.4PaTanbHas ceMeriHasi UHCOMHus, reH PRNP m. 21 100
7888PAH|A27.05.035 DeHunnkeToHypus, reH PAH wm. 72 700
77811 A27.05.035.000.0]PeHunkeToHypusi, reH PAH y.m. 24 100
89 A09.05.035.000.04PeHunTonH (OndennH, dunaHtuH, Phenytoin) 2100
88 A09.05.035.000.04 PeHobapbutan (JltommnHan, Phenobarbitalum) 4 800
4192 A12.30.012.005 |®eHoTunupoBaHme numdounToB (OCHOBHLIE cybnonynsaumm) - CD3, CD4,

CD8, CD19, CD16,56 4 600
51 A09.05.076 PepputuH (Ferritin) 600
12511 |A27.05.004.000.0] PnbpunHoreH - reH FGB 3000
125IM/B6JA27.05.004.000.04 PnbpurHoreH - reH FGB (6e3 3akno4eHns Bpada-reHeTrka) 2900
3 A09.05.050 PunbpuHoreH (Fibrinogen) 370
7240 B03.019.027.000.71Pubpoancnnasuns occudumumpyrowlas nporpeccupytowiasi, reH ACVR1

"ropsay." y4. m. 24 300
7241 B03.019.027.000.§ Pubpoancnnasus occudmumpyrowas nporpeccupytowasi, reH ACVR1 6e3

"ropsay." y4. m. 42 500
20M PnbpoMakc (FibroMax) 23 400
OM-P PnbpoMakc (FibroMax) 22 800
OT-P B03.016.007.000.(PnbpoTecT (FibroTest) 17 500
30T B03.016.007.000.(PunbpoTecT (FibroTest) 18 000
214 A12.06.073 OHO (PakTop Hekposa onyxonun, Tumor necrosis factor a, TNF a) 3500
118 A09.05.080 donuesas kucnota (Folic Acid) 900
59 A09.05.132 donnukynoctumynupyowimn roomoH (PCIT, Follicle stimulating hormone, 450
6915K80 dopmanbaerng / dopmanut (k80) IgE, ImmunoCAP 1300
35 docdatasa kucnas (KP, Acid phosphatase, ACP) 360
36 A09.05.046 docdaTtasa wenoyHas (P, Alkaline phosphatase, ALP) 260
1133 A09.01.007.000.13Pocdop (Phosphorus, hair; P) 1600
1101 B03.045.024.004.4Pocdop (Phosphorus, nails; P) 1600
115 A09.28.026.000.0]Pocdop (Phosphorus) 360
41 A09.05.033 docdop HeopraHmyeckun (P, Phosphorus) 290
115110 [A09.28.006.000.07POCPOP, pasoBas NOPLUS MOYM (C KDEATUHNHOM U pacHeTOM

HOPMarnu3oBaHHOrO No kpeaTUHWHY nokasatensi) (Phosphorus, random urine,

with creatinine and phosphorus/creatinine ratio calculation) 600
17 A09.05.102 PpykTosamuH (Fructosamine) 1050
613 A09.05.118 dyHayk (F17, Hazelnut) 850
6896F17 |A09.05.118 OyHayk (f17) IgE, ImmunoCAP 1 300
6647 A09.05.118 DyHayk, IgG 1 050
7891BTK]|B03.019.027.002.( X-cuenneHHas arammarnobynuHemusi, reH BTK m. 109 000
7981BIR(B03.019.027.002.1 X-cuenneHHbIn numdonponudepaTuBHbIM CUHAPOM (bone3Hb [IyHKaHa,

cuHapom MNyptuneo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP,

Gene XIAP, Mut.) 48 500
7982SH2(B03.019.027.002.1X-cuenneHHbln numdonponudepaTUBHbIN CMHAPOM (6onesHb [lyHkaHa,

cuHapom MNyptunbo), reH SH2D1A m. 24 300
7894FRM B03.019.027.002.( X-cuenneHHbli MOTOPHbIN HUcTarM, reH FRMD7 wm. 72 700
79831L2R B03.019.027.002.1 X-cLenneHHbIN TshXenbli KOMOUHUPOBAHHLIN UMMYHoAedUUmT, reH IL2RG m. 24 300
484 A26.19.020 Xenukobaktep nunopu (Helicobacter pylori), aHTUreHHbIN Tect 1 400
3158XENIA26.16.004.001.0] XenvkobakTep nuropw, onpeaenenne JJAK B bruontate CinancTon Kenyaka

n/vnn aeeHaguatTunepcTHon knwkn (Helicobacter pylori, DNA, Bioptates of

Gastric Mucosa and/or Duodenum, PCR) 1100
407 XNaMUAWW, BEIABNEHNE aHTUTEHA B Ma3Kax YPOr€HUTanbHOro TpaKkTa,

nmmyHoxpomaTtorpadusa (Hexagon Chlamydia, One step rapid

immunochromotographic assay, antigen) 2 500
3013 |A26.26.007.001 |[Xnamuguu, onpegenenne JHK (Chlamydia trachomatis, DNA)* 420
301CUH |A26.02.001.000.0] Xnamuguu, onpeagenenne JHK (Chlamydia trachomatis, DNA)* 850
301YPO |A26.20.020.001.01 Xnamuguu, onpeaenenne JHK (Chlamydia trachomatis, DNA)* 370
301BIMT |A26.04.009.001.04 Xnamuguu, onpeaenenne JHK (Chlamydia trachomatis, DNA)* 420




301MPK |A26.19.028.001 |[Xnamuguu, onpeagenenne JHK (Chlamydia trachomatis, DNA)* 420
301CMX|A26.04.009.001.0] Xnamuguu, onpeaenenne JHK (Chlamydia trachomatis, DNA)* 420
301MOY |A26.28.014.001 | Xnamuguu, onpegenenne JHK (Chlamydia trachomatis, DNA)* 420
301POT |A26.08.066.001 |[Xnamuguu, onpeagenenne JHK (Chlamydia trachomatis, DNA)* 420
301CIMN  |A26.21.037.001.01 Xnamuguu, onpeagenenne JHK (Chlamydia trachomatis, DNA)* 420
349POT |A26.08.049.001 [Xnamugus, onpegenernne [HK (Chlamydophila pneumoniae, DNA)* 700
349MJ71  |A26.09.047.001.0] Xnamungus, onpegenernne [HK (Chlamydophila pneumoniae, DNA)* 1100
349MK |A26.09.047.001 [Xnamugus, onpegenernvne [HK (Chlamydophila pneumoniae, DNA)* 1 400
349CJMH |A26.04.009.001.03 Xnamungus, onpegenerne [HK (Chlamydophila pneumoniae, DNA)* 700
6916C8 XnoprekenauH (c8) IgE, ImmunoCAP 1300
1644 A09.05.028 XonecTepyH NMNONpPoOTENAOB HU3KOW NAOTHOCTU, NPSIMON MeToz,

(XonectepuH JIMHI, npsamon meTton, LDL-cholesterol direct) 310
31 A09.05.026 XonecTtepuH obwmi (XonectepuH, Cholesterol total) 260
32 A09.05.004 XonectepuH-JIMNBIT (XonectepyH NMNONpoTEMHOB BbICOKOW NnoTHocTw, HDL

Cholesterol, a-xonectepuH) 290
33 A09.05.028 XonectepuH-JINHIT (XonectepuH nMNonpoTENHOB HU3KOW NIOTHOCTY,

JIMHIM, Cholesterol LDL, 3-xonecTtepuH) 290
218 A09.05.028.000.01XonectepuH-JITTIOHI (XonectepnH NnMnonpoTemMHOB OYeHb HU3KOW

nnotHoctu, JINOHI, VLDL Cholesterol)» 600
34 A09.05.174 XonuHacTepasa (S-lceBaooxonuHacTepasa, xonuHacTepasa I, S-X03,

aumnxonuH-auunrugponasa, Cholinesterase) 410
7786RMFB03.019.027.000.(XoHgpoancnnasms metadumnsapHasa tmn Mak-Kbtocuka, reH RMRP m. 10 100
7244 B03.019.027.000.¢§ XoHapoaucnnasus TodeyHas KoHpagu-XiwoHepmaHa, reH EBP M. 24 300
7245 B03.019.027.000.4 XoHapokanbumHo3, reH ANKH m. 72 700
7815HDI |A01.23.004.000.01Xopes 'eHTuHrToHa. lNMounck yactblx MyTauun B reHe IT15, 4. m. (Chorea

Huntington, Gene 1T15, Freg. Mut.) 7 300
66 A09.05.090.000.01X0opuroHnyecknn roHagoTponuH yenoseka (XM, 6eta-XI4, 6-XM'd, Human

Chorionic gonadotropin, HCG) 410
77798 |A12.05.010.000.04XopwmopeTuHonaTtus bupawora, TunuposaHne HLA-A29 6 300
7889CHMB03.019.027.000.§ Xoponaepemusi, reH CHM m. 90 900
OBCS83 Xouy cTaTb MaMoW: KOMMIekcHoe obcrnefoBaHne Npy NnaHMpoBaHUW

6epemMeHHoCTH 8 100
108 |B03.006.001.000.(Xou4y ctaTb Mamown: ocnoxxHeHusa 6epemeHHocTy (reHbl F2, F5, MTHFR,

MTRR, MTR, ACE, AGT, RHD) 19 800
108IM1/64B03.006.001.000.1X0o4y cTaTb Mamown: ocnoxxHeHusa 6epemeHHocTy (reHbl F2, F5, MTHFR,

MTRR, MTR, ACE, AGT, RHD) (6e3 3aknto4eHus Bpada-reHeTmka) 18 800
1009 A09.01.015 Xpom (Chromium, hair; Cr) 1600
1086 B03.045.024.004.1 Xpom (Chromium, nails; Cr) 1600
946 A09.05.227 XpomorpanuH A (Chromogranin A, CgA) 9 000
7890CYB|B03.019.027.000.§ XpoHuyeckas rpaHyneMartosHas 6onesHb, reH CYBB M. 72 700
7757ER(C|B03.019.027.000.¢ LlepebpookynodaumnockeneTHbii cuHapom, reH ERCC6 m. 133 200
840 A09.05.077 Llepynonna3muH (Ceruloplasmin) 1100
274 A09.06.001 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 1800
1054 A12.06.078 LinknodepoH 1600
1119 A09.05.274 LInHk (Zinc, blood; Zn) 1 600
1015 A09.01.020 LInHK (Zinc, hair; Zn) 1600
1122 B03.045.024.004.] LlnHk (Zinc, nails; Zn) 1 600
868 A09.05.274 LIMHK (Zinc, serum; Zn) 1600
1036 A09.28.079 LInHK (Zinc, urine; Zn) 1600
1140 A09.01.007.000.24 LinpkoHui (Zirconium, hair; Zr) 1600
1123 B03.045.024.004.( LinpkoHuii (Zirconium, nails; Zr) 1600
1235 A09.05.074 Linpkynupytome nmmyHHble komnnekcbl obwme (LIWK, Circulating Immune

Complex) 2 000
1525 A09.05.230 Linctatmn C (Cystatin C) 1300
777731 |A08.30.029.001 |LmToreHetnyeckmn aHanusa kneTok kocTHoro mosra (kapuoTun) (Cytogenetic

analysis of bone marrow (karyotype)) 12 100
547 [INTONOrM4eckoe n MMMYHOLIUTOXMMUYECKOE NCCIEOBaHNE C MapkepaMmmn

p16INK4a v Ki-67 ans noaTsepxaeHvs Aucnnasnm B Maskax Crim3ncTomn

LUEVKM MaTKK 10 200
5056 A08.20.017.000.04 IMTONOrMYECKOE NCCriejoBaHNe DONOTMYECKOro MaTepiana anuTenns

LLIENKM MaTKM C onucaHmem no TepMuHonoruyeckon cucteme betecga (The

Bethesda System - TBS) 1 050
519 A08.20.012.000.0]UnTonornyeckoe nccnegoearHve bruomartepumana pasnuyHbix fokanuaaumin,

KpoMe LLENKM MaTkn (okpalwimBaHue no NanaHukonay, Pap-tect) 1 800
517 A08.20.012.000.04 LnTonornyeckoe nccnegosarHve bruomatepumana Wenku maTku

(okpawmBaHue no anaHukonay, Pap-tect) 1300
500 A08.30.035.000.0] LinTonornyeckoe nccnegoesaHve matepuana, nosy4eHHoro npu

XUPYPrUYECKMX BMeLIaTenbCTBaxX U APYrMX CPOYHbLIX UCCIEed0BaHNSAX 1400
5106 AO8.22.004 [InTonornyeckoe nccrnefoBaHne NyHKTaTa WMTOBWUAHOW XXeNe3bl C

onMcaHueM no TepMUHONIOrMYecko knaccugmkauum betecaa (The

Bethesda System for Reporting Thyroid Cytopathology (TBSRTC), Fine- 1050
512 A08.08.002 LinTonornyeckoe nccnegosaHme cockoba (Maska) Co crnimamcTon 060noyku

NnonocTu Hoca (oaHa nokanusauns) 1 300
3156 A26.05.017.001.04LnTomeranosupyc, konnyecteeHHoe onpeaeneHne JHK (Cytomegalovirus,

DNA) B CbIBOPOTKE KPOBU 600
310KOX |A26.08.058.001.09 Lintomeranosupyc, onpegenexve HK, Cytomegalovirus, DNA* 460
310BIMT |A26.30.015.001.04 LinTomeranosupyc, onpegenexve HK, Cytomegalovirus, DNA* 460
3103 |A26.08.058.001.04 Lintomeranosupyc, onpegenexve AHK, Cytomegalovirus, DNA* 460
310HOC |A26.08.058.001.0] Lintomeranosupyc, onpegenexve AHK, Cytomegalovirus, DNA* 460




310CMX|A26.23.009.001 |LinTomeranosupyc, onpegenexve AHK, Cytomegalovirus, DNA* 460
310CMN  |A26.30.015.001.0] Lintomeranosupyc, onpeaenexve AHK, Cytomegalovirus, DNA* 460
310YPO |A26.21.010.001.0] LinTomeranosupyc, onpeaenexve AHK, Cytomegalovirus, DNA* 460
310CJ1H |A26.07.007.001 |LinTtomeranosupyc, onpegenenve AHK, Cytomegalovirus, DNA* 460
310POT |A26.08.058.001 |Lintomeranosupyc, onpegenenve AHK, Cytomegalovirus, DNA* 460
310KP  |A26.05.017.001 |LinTtomeranosupyc, onpegenenve AHK, Cytomegalovirus, DNA* 460
310MOY |A26.28.009.001 |LinTomeranosupyc, onpegenenve AHK, Cytomegalovirus, DNA* 460
310CB |A26.05.017.001.0] LinTomeranoBupyc, onpeaenexve AHK, Cytomegalovirus, DNA* 700
7261CYI |A27.05.045.000.0] LinToxpom CYP2C9: reH CYP2C9 3700
7259 A27.05.024.000.04 LinToxpom CYP2D6: reH CYP2D6 11 600
66628 |A09.05.118 Yain nuctoson (f222) IgE, ImmunoCAP 1700
7052 B03.019.008.000.(YacTtas mytauus B reHe ACADM (HegoctaTouyHOCTb CpeaHeLenoveqHom

gerngporeHasbl XuUpHbIX kncrnot MCAD) 11 800
7040 B03.006.004.000.(4actas mytaums B reHe BD (HegocTaToMHOCTb BUOTUHMAA3LI) 13 400
7041GCL|B03.006.004.000.(YacTasa myTtauus B reHe GCDH (rnytaposas aungypus tun 1) 11 800
7048 B03.019.009 YacTtasa mytauua B rene HADHA (HegoctaToyHOCTb ANMHHOLLENOYeYHOM 3-

rmapokchaunn-KoA-germaporeHasbl) 11 800
7058 B03.006.004.000.(4acTnyHbin aHanm3 reHa ASS (UMTPYNIMHEMUS) 23 300
7056 B03.006.004.000.(4actble myTauun B reHe FAH (TuposunHemus tun 1) 21 200
66641 YecHok (f47) IgE, ImmunoCAP 1700
633 A09.05.118 LLlokonaa (Chocolate, F105) 900
6665 A09.05.118 LLokonaga, 1gG 1050
OBC75 LLinToBMOHas xenesa: pacluMpeHHoe obcnegosaHme 2 600
OBC76 LLinToBMOHAas enesa: CKPUHUHT 1500
1633 A09.05.035.000.04 3seponumyc (Everolimus) 4 600
7896EXT|B03.019.027.000.§ 9k30CTO3bl MHOXECTBEHHbIE, reH EXT1 M. 72 700
7895EXT|B03.019.027.000.§ 9k30CTO3blI MHOXECTBEHHbIE, reH EXT2 M. 90 900
7758NDF|B03.019.027.000.§ 9kccynaTmMBHas BUTpeoxopeopeTuHanbHas anctpodust, red NDP M. 16 000
7897EDA|B03.019.027.001.§ 9kTogepmManbHas aHrimgpoTuyeckas aucnnasus, red EDA wm. 48 500
7883GJB|B03.019.027.000.§ 3kToaepmanbHas rugpotmuyeckas gucnnasus, reH GJB6 M. 16 000
162 A09.19.010 Onacrtasa 1, naHkpeaTndyeckas anactasa 1 (Elastase 1, E1, 31) 2 300
1551 A09.05.014.000.043nekTpochopes benkoB Moyn, onpegenexHve Tuna npotenmHypum (Protein

Electrophoresis, Urine) 2 900
409 A26.19.092 OHTEPOBUPYC, BbISIBIIEHNE aHTUreHa B Kane, MMMyHoXpomaTorpadus

(Enterovirus, One step rapid immunochromotographic assay, antigen, stool) 1900
33111KAJA26.19.072.001  |OHTepoBupychl, onpeaenenne PHK B kane (Enterovirus, RNA, Fecal) 900
948 A09.05.234 303nHOUNbHBLIN KaTUOHHBIN 6enok (Eosinophil Cationic Protein, ECP) 1 400
7248 B03.019.027.000.(3nndunsapHas aucnnasuns, MHoxecteeHHas, reH COMP y.m. 9 700
7249 B03.019.027.001.§3nudmsapHasa ancnnasunsl, MHoxectBeHHas!, reH SLC26A2 m. 36 400
7985AL0|B03.019.027.000.93puTpoaepmust BpoxaeHHas UxTnosHas (HebynnesHas), reH ALOXE3 m. 90 900
7987L0OX|B03.019.027.000.93pnTpoaepmust BpoxaeHHas nxTnosHas (HebynnesHas), reH LOX12B m. 60 600
7986TGMB03.019.027.000.43puTpoaepmust BpoXaeHHas UXTMosHas (HebynnesHas), reH TGM1 m. 60 600
7901GJB|B03.019.027.000.(3puTpokepatogepmusi, reH GJB3 m. 16 000
7899GJB|B03.019.027.001.§ 3putpokepaToaepmusi, reH GJB4 m. 14 200
222 A09.05.082 OpuTtponoaTtuH (Erythropoetin) 1800
7900VHL|A27.05.053 OpPUTPOLINTO3 PELIECCUBHEIN (CEMENHAs HacleaCTBEHHAs NONMLUTEMUS).

Mowuck yacTbix myTauui B reHe VHL, 4. m. (Autosomal Recessive

Erythrocytosis, Gene VHL, Freg. Mut.) 7 300
7250 A27.05.053.000.04 3puTpoLnTos peLieccuBHbIn, reH VHL m. 21100
M9a4 OcceHumanbHble ((KM3HEHHO HEOBXOAMMbIE) M TOKCUYHbIE MUKPO3NEMEHTHI B

Moye 4 700
62 A09.05.154 OActpagunon (E2, Estradiol) 440
982 A09.28.059.001.013taHon (ankoronb B moYe) (Ethanol (alcohol urine))* 2 600
105N ~ 3n0pos

(reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1,

GSTP1, NAT2, UGT1A1, AR, CFTR; AZF—perunoH) 1800
1061 1 3n00poBa

(reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1,

GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) 1800
6875F49 |A09.05.118 Abnoko (f49) IgE, ImmunoCAP 1200
653 A09.05.118 Abnoko, IgE (Food, Apple, IgE, F 49) 900
6606 A09.05.118 A6noko, 1gG 1050
690713 Ap ocbl 06blkHoBeHHOoM (i3) IgE, ImmunoCAP 1300
690612 Ap ocbl naTHUcTOM (i2) IgE, ImmunoCAP 1300
690511 Apn n4yensl megoHocHol (i1) IgE, ImmunoCAP 1300
6910175 Apn wepwiHs (i75) IgE, ImmunoCAP 1300
607 A09.05.118 Andynbii 6enok (F1, Egg White) 900
6836F1 |A09.05.118 Andnbin 6enok (f1) IgE, ImmunoCAP 1200
6643 A09.05.118 AndyHbii 6enok, 1gG 1 050
618 A09.05.118 Anddbin xentok (F75, Eqg Yolk) 850
6837F75]|A09.05.118 Anddbin xenTok (f75) IgE, ImmunoCAP 1200
6662 A09.05.118 AndHbin xenTok, 1gG 1050
66629 Aumensb (f6) IgE, ImmunoCAP 1700
24/20 Jlabopamopus Jlopak
13.3 AHTuTena k Treponema pallidum (IgM/IgG) konuy. (MDA) 250
3.25.1 AHTUTena Kk 6eTa-kneTkam nomxenynodHon xenesbl (Anti-Islet Cell 2 300
9.14 Kucnas docdartasa (Acid phosphatase) 250
2.2 MHO 190




14.1 MNonumopdunam rs817534 B reHe UGT1A1.(TA)5/6/7/8 5000
6.13 Xrnop (Chloride) 120
3.56 Xnop (Cl-, Chloride) 190
8.20 17-OH nporectepoH (17-0O0M) 600
3.45.1 4.KOK (KpeatuHdocdokmHasa, KK, KOK, CK, Creatine kinaze) 190
13.236 Anisakis (aHTuTena knacca lgG k aHTureHam anisakis) 440
13.274 Anti-Borrelia IgG (konn4ecTBEHHOE onpeAeneHne aHTuTen knacca IgG K

aHTureHam Borrelia burgdorferi sensu stricto, B.afzelii, B.garinii n

pekombuHaHTHoMy aHTureHy VISE B.burgdorferi) NEW! 1100
13.273 Anti-Borrelia IgM (nonykonuyecTBeHHoe onpeaeneHue aHtuten knacca IgM k

aHTureHam Borrelia burgdorferi sensu stricto, B.afzelii n B.garinii) NEW! 1100
13.70 Anti-CMV-IgG (AHTuTena knacca lgG k yutomeranosupycy, LIMB, CMV) 440
13.71 Anti-CMV-IgM (AHTuTena knacca IgM k umtomeranosupycy, LIMB, CMV) 440
13.26 Anti-HBs (aHTutena k HBs-aHTUreHy Bupyca renatuta B) (konmy) 440
13.25 Anti-HBe (AHTUTENa K HBe-aHTuUreHy Bupyca renatuta B) 370
13.24 Anti-HBc IgG (aHTuTena knacca IgG k HB-core-aHTureHy Bupyca renatuta B) 370
13.23 Anti-HBc IgM (aHTuTena knacca IgM k HB-core-aHTureHy Bupyca renatura B) 370
13.31 Anti-HCV IgM (aHTuTena knacca IgM k Bupyca renatuta C) 310
13.90 Anti-HSV-IgG (aHTuTena knacca IgG k Bupycy npoctoro repneca | u Il Tunos,

HSV-1, 2) 440
13.91 Anti-HSV-IgM (aHnTuTena knacca IgM k Bupycy npocToro repreca | u Il Tunos,

HSV-1, 2) 440
13.80 Anti-Rubella-IgG (AHTMTena knacca IgG Kk BUpycy KpacHyxu) 440
13.81 Anti-Rubella-IgM (AHTuTena knacca IgM K BMpyCy KpacHyxu) 440
13.60 Anti-Toxo-IgG (aHTnTena knacca IgG k Toxoplasma gondii) 440
13.61 Anti-Toxo-IgM (AHTMTEna knacca IgM k Toxoplasma gondii) 440
14.4 AZF ®AKTOP MUKPOOENELUMN AZFa,AZFd,AZFc nokycoB YXpoMocoMm 3400
9.19 B-2 microglobulin (Beta-2 mukpornodynuid, B2M) NEW! 2 200
9.20 CgA (XpomorpaHuH A, Chromogranin A) NEW! 3900
8.48 Cross laps (C-koHUeBble Tenonentuael konnareHa | Tmna, NpoaykT

Jerpagaumm KonnareHa B pesynbTaTte KOCTHON pe3obunn) 1 050
9.10 Cyfra-21-1 (Hemenko KneTo4HbIV pak N1erkoro, MO4eBOKn Mny3bipb)

pacTBopuMble dparmeHThl uMTokepatMHa 19 (Cytokeratin 19 Fragments 2 000
13.22 HBsAg (HBs-aHTuUreH, NnoBepxHOCTHbI aHTUreH BUpyca renaTtuTa B,

«aBCTPANUNCKNN» aHTUTEH) 250
9.16 HE 4 (CekpeTopHbI 6enok anuanammmnca Yenoseka 4, Human epididymis

protein 4) 1400
16.2 HLA B27 'eHoTUNMpOBaHWe Komnnekca (auarHocTuka

NnpeapacnonoXXeHHOCTU K ayTOMMMYHHbIM 3abonieBaHusM) 1 400
16.1 HLA-TMnuposanue | n Il Tnna 5 000
12.1 IgE 06wmin (MmmyHornobynuH E obwmi, IgE total) 600
12.3 NeT Cmechb MHranAauMOoHHbIX annepreHos (Nbinbla Tpas, 4epPeBLEB):

TumocpeeBka nyrosas, MNonbiHb, [M0AOPOXHUK NaHLUETOBMAHbLIN, [ocTHUUA,

Bepesa 6opogaByartas 650
12.12 Ne10 Cmecb COpHbIX TpaB: ambpo3ns 0ObIKHOBEHHAS, NOSbIHb

00ObIKHOBEHHAas!, 0QyBaHYMK, NOOOPOXKHUK 650
12.13 Ne11 Cmecb nyroBbix TpaB: exa cbopHas, OBCAHHMLA NyroBasi, TuModeeBka

JyroBasi, MATIIUK JTyrTOBOW 650
12.14 Ne12 Cmecb MOPenpoayKTOB: Tpecka, kpaboBoe MSCO, KPEBETKU, MUAUS 650
12.15 Ne13 Cmech nuieBas ( MACO ): CBUHMHA, FOBSIAMHA, KypUHOE MSICO, MSICO

MHOENKN 650
12.16 Ne14 Cmech UMTPYCOBbLIX anfepreHoB: anenbCuH, IMMOH, rpenndpyT, 650
12.17 Ne15 Cmech nuLLeBbIX annereHoB (3rakoBble): NeHnLa, S4MeHb, p1c, OBEC,

KYKypy3a 650
12.18 Ne16 Cmecb nuLLeBbIX annepreHoB: auYdHbIi 6enok, Monoko, pbiba (Tpecka),

NLeHnLa, apaxmc, cos 650
12.19 Ne17 Cmech NuLLIEBLIX annepreHoB: 3eMnsiHMKa, rpyLua, MMMOH, aHaHac 650
12.20 Knew, Dermatophagoides farinae 650
12.4 Ne2 Cmecb MHransauMoHHbIX annepreHoB (MbinbLa Tpas, AEPEBLEB):

AMGpo3uns obbikHOBeHHas, HuesHuk, Mapb 6enas, MNocTteHHuua 650
12.5 Ne3 CMeChb VHransauMoHHbIX anfepreHoB (4OMallHAA Nbinb): Holister-Stier

Labs; knew, gomaiuHen neinu Derm. Pteronyssimus; knewy goMaluHen nbinu

Derm. Farinae; TapakaH pbiXui 650
12.6 Ne4 CMEeCb VHransLMOoHHBIX anfnepreHoB (anAepMaribHbIE anneprens):

ANUTENUIA N NEPXOTb KOLLKK; NEPXOTb COBaKN; aNUTENNA MOPCKOW CBUHKW;

ANUTENUI, CbIB 6ENoK, 6eroK MoYM KPbIChl Y MbILLIN. 650
12.7 Ne5 Cmecb MHransuMoHHbIX annepreHoB (Mepo NTuLbl): Nepbsi rycs, Kypuubl,

YTKWN, MHAOOKA 650
12.8 bbIToBas NaHenb onpeAenenne annepreHcnennduiecknx IgE YenoBeka:

AOMaLUHAS MNblfb, 6BMGNMoTeYHas Nbifb, NEPO NOAYLLIKW, LIEPCTbL CobaKM,

LepcTb KOLKW, WwepcTb oBUbl, D.pteronissimus, D.farinae, 650
12.9 Ne7 Cmecb nyroBbix Tpas (Mo3gHee LBeTeHne): KONOCOK AYLUNCTbIN,

nnesen, TMModeeBKa Nyroeasl, pPoXb NOCEBHas, OyXxapHWK LUEPCTUCTbIN) 650
12.10 Ne8 Cmecb annepreHoB AepeBbeB ( paHHee LBETEHME): ONnbxa cepasi,

6epesa bopoagaByaTas, newmHa, aMepUKaHCKUN AICEeHb) 650
12.11 Ne9 Cmech annepreHoB AepeBbeB: KINeH, Ay, MBa, Tonosb TPEXITPaHHbLIN 650
8.21 PAPP-A (AccounvpoBaHHbI ¢ 6EPEMEHHOCTBI0 MPOTEWH-A NnasMbl,

Pregnancy-associated Plasma Protein-A, MAIM-A) 600
9.18 UBCII mapkep paka moyeBoro ny3bips UBC (AHTUreH paka Mo4eBoro

ny3blps, Urinary Bladder Cancer) 3000




12.35 ABOKago 440
24.21 ApeHoBupyc (Adenovirus), BbisBNEeHNe aHTUreHa
8.29 AKTI" (AOpeHOKOPTMKOTPOMHbIM FOPMOH, KOPTUKOTponuH, Adrenocorticotropic

Hormone, ACTH) 500
3.39 AnAT (AJ1T, AnaHMHamnHoTpaHcdepasa, anaHMHTpaHcamuHasa, SGPT,

Alanine aminotransferase) 220
3.1 AnbbymuH (Albumin) 280
6.1 AnbbymuH (Albumin) 370
8.41 AnbaocTtepoH (Aldosterone) 1100
3.15 Anbda -1 anTutpuncuH (Alphal-antitrypsin) NEW! 2 800
3.14 Anbda-1 kncnei rnukonpoTenH (opo3omykona) (Alpha1-Acid glycoprotein)

NEW! 3300
3.16 Anbda-2 makpornobynuH (alfa-2 Macroglobulin) NEW! 650
3.41 Anbda-Amunasa (dunacrasa, Alfa-Amylase) 250
6.3 Anbda-amunasa naHkpeartmyeckas 250
3.42 Anbda-Amnnasa naHkpeatudeckas (Pancreatic Alfa-amylase, P-

M30hepMeHT ammnassbl) 310
9.1 Anbda-detonpoTteunH (ADI, alfa-Fetoprotein) 370
10.2 AnbdadeTonpoTerH (APIT) ¥ CBODOAHbIV B-XOPUOHUYECKUA TOHaAO0TPONWUH

(B-XIY) + actpuon ceob6oaHbIN [Mpn HanpasneHun NpUNoXnTb AHKETY C

3aKJIl04YEHMEM TMHEKomora u gaHHbimmn Y3U* 1600
1.8 AHann3 mo4m no 3MMHMLIKOMY 600
1.7 AHann3 mo4ym no HeunnopeHko 300
12.36 AHaHac 440
8.24 AngpocTeHngmon rntokyponug (Androstanediol glucuronide , 3-alpha-diol-G) 2 000
8.31 AHgpocTeHamoH (Androstenedione) 850
8.32.1 AHOPOCTEHOMOH TMHOKYPOHUA 2 000
13.230 AHTU-OxnHOKOKK, OnucTopxoc. TpuxuHunnes, Tokcokapos-lgG (aHTutena

knacca |gG K aHTUreHaMm 3XMHOKOKKa, ONMCTopUca, TPUXUMHENexa, 600
21.9 AHTUreH NamMonuii B Kane 1400
9.13 AHTUreH NNockokneTo4Hom kapumHomMbl (SCC)SCC ( Squamous Cell

Carcinoma associated Antigen) 1400
11.14 AHTUMIONNIEPOB ropMoH AMI™ 1600
11.30 AHTUHenTpodunbHble aHTuTena (ANCA) k MPO, PR3, aHtutena k GBM IgG,

Ka4yeCTBEHHOoe onpegeneHne 3000
11.24 AHTUHYKNeapHble aHTuTena ( aHtusgepHble ) (ANA) (konmy) 2 800
11.25 AHTUHYKNeapHbI dakTop (AH®) Ha Hep-2 kneToyHon nuHum (Hpndd) 2 800
8.26 AHTUcnepmanbHble AT (B kpoBm) (Anti-Spematozoa antibody, serum) 1050
11.11 AHTUcnepmanbHble AT (B kpoBm) (Anti-Spematozoa antibody, serum) 1050
11.32 AHTWUTENa K TKAHEBOW TpaHcrnTaMmMHase knacca IgG (anti- tissue

transglutaminase IgG, tTG) 650
11.26 AHTUTENa K 2-x cnupanbHon OHK IgG (dsDNA) (konn4) 2 800
13.256 AHTuTena k Candida IgG (albicans) 500
13.4 AHTuTENa K Treponema pallidum IgM, anti-Treponema pallidum IgM, Syphilis

TP EIA. Kay (MDA) 370
11.23 AHTUTENa K aHHekcuHy V Ig G ( nnaueHTapHbIA aHTUKOarynsiTOpHbI

npotenH PAP - 1) 650
11.22 AHTUTENa K aHHekcuHy V Ig M ( nnaueHTapHbIN aHTUKOarynaTopHbIA

npotenH PAP - 1) 650
13.241 AHTWTENA K aHTUreHam nambnuii cymmapHble IgG (aHTu-Lamblia intestinalis

1gG)( KONMYEeCTBEHHO) 600
13.240 AHTWUTENA K aHTUreHam nambnuii cymmapHble IgM(aHTu-Lamblia intestinalis

IgM)( KONMM4YEeCTBEHHO) 600
1.10 AHTUTENAa K aHTUreHaM 3pPUTPOLIUTOB TUTP 600
11.35 AHTUTena Kk 6eTa-kneTkam nomxenynodHon xenesbl (Anti-Islet Cell 2 300
11.19 AHTUTena Kk 6eta2- rmukonpotenay lg G 650
11.18 AHTUTena k 6eta2- rmukonportenay Ilg M 650
11.17 AHTUTeNna Kk 6eta2- rmukonpotenay Ig A 650
13.30 AHTUTena k Bupycy renatuta C ( aHtn-HCV) (cymmapHbie) 250
13.8 AHTUTENa K BUpycy ummyHogeduumnta Yyenoseka 1.2 (BUY1.2) +antured (AlN) 370
13.92 AHTUTENa K Bupycy npoctoro repreca 1 tuna (anti-HSV 1, BII-1), IgG NEW! 650
13.93 AHTUTENa K BUpycy npoctoro repreca 2 tuna (anti-HSV 2, BII-2), IgG NEW!
11.33 AHTUTEena K rmmaguHy knacca IgA (Deamidated Gliadin Peptide (DGP)

Antibodies, IgA) 600
11.34 AHnTuTEna k ruaguHy knacca IgG (Deamidated Gliadin Peptide (DGP)

Antibodies, 1gG) 600
8.38 AHTUTENA K Aekapbokcunase rnytaMmmHoBon kucnotsl (Glutamic Acid

Decarboxylase Autoantibodies) 2 000
11.21 AHTUTENAa K KapanonunuHy IgG (konn4) 650
11.20 AHTUTENA K KapanonunuHuy IgM (konmny) 650
13.213 AHTUTENA K paHHEMY aHTUreHy BUpyca dnwTtenHa-bapp (anti-EBV-EA), IgG 440
8.6 AHTUTENa K TupeornobynuHy (AT-TI, anti-thyroglobulin autoantibodies) 500
8.7 AHTUTEna K TupeonaHon nepokcugase (AT-TIO, MrukpocomanbHble

aHTuTena, anti-thyroid peroxidase autoantibodies) 600
11.31 AHTUTENa K TkaHeBOW TpaHcrnoTaMmmHase knacca IgA (anti- tissue

transglutaminase IgA, tTG) 650
11.16 AHTUTena k docdonunuaam lgG (anti-Phospholipid antibodies) 650
11.15 AHTUTEena Kk dbocdonunuaam IgM (anti-Phospholipid antibodies) 650
11.13 AHTtuTena k XY 1gG 650




11.12 AHtutena k X'y IgMm 650
11.29 AHTUTENAa K LMKNNYeckoMy UMTpynnnHuposaHHomy nentuagy (anti - CCP ) 1800
2.5 AHTUTPOMOUH Il (AT IIl, Antithrombin 111) 190
12.49 AnenbcuH 440
3.27 AnonunonpoTtenH A1 (Apolipoprotein A-1) 850
3.28 AnonunonpoTtenH B (Apolipoprotein B) 850
12.53 Apaxuc 440
3.40 AcAT (ACT, acnaptatamuHoTpaHcdepasa, AST, SGOT, Aspartate

aminotransferase) 220
13.235 Ackapuga (aHTutena knacca lgG Kk aHTureHam ackapuibl) 370
3.7 ACI-O (ACNO, AntuctpentonuanH—0, ASO) 190
12.123 AcnvpuH 440
101 ACCOUVIPOBaAHBIN C DEPEMERHOCTER TITa3MEHHEBIN OETTOR A (PAPP-AJ F

CBOOOAHbIV 3-XOPMOHMYECKMIN FoHagoTponuH (B-XIM4) Mpu

HanpaerieHM NPUIOXUTb AHKETY C 3aKMioYeHMeM rTMHEKorora u JaHHbIMN

Y3W: KTP, TBI1 (Mm) 1400
8.37 AT k GeTa-kneTkam nomxkenyno4Hon xenesbl (Anti-Islet Cell antibodies) 2 000
8.36 AT Kk nHcynmHy (Anti-Insulin antibodies) 1600
8.9 AT k pTTI (aHTTena k peuentopam TTI, TSH receptor autoantibodies) 1500
2.1 AYTB (AlTB, akTMBMpOBaHHOE YacTM4HOe (NapuunansHoe)

TpomMBOoNIacTMHOBOE BPEMS) 190
12.63 BaknaxaH 440
12.21 BakTepvanbHasa naHenb Onpeaenenvie annepreHcnennduiecknx Ige

yenoseka: Str.pyogenes, Str.pneumoniae, Str.mutants, S.aureus,

S.epidermidis, E.coli, P.aeriginosa, Proteus vulgaris, Kl.pneumoniae, 1500
12.37 BaHaH 440
12.109 BapaHuHa 440
3.6 BenkoBble dpakuum (Serum Protein Electrophoresis, SPE) 500
9.12 Benok S-100 (noBpexaeHue mMo3ra, 3nokavyecTBeHHas menaHoma) (S100

protein) 2 800
12.100 BeTa-nakTornobynuH 440
3.36 BunnpyouH obwwmn (Bilirubin total) 220
3.37 Bunmpy6buH npsimon (6unnpybuH KOHbIOIMPOBaHHbIN, cBA3aHHbLIN; Bilirubin 190
5.1 Banbnpoesas kucnota (Acidum valproicum) 850
12.38 BuHorpag 440
13.97 Bupyc Bapuuenna - 3octep, aHTutena knacca IgG (Anti-VZV IgG),

NONyKONM4eCTBEHHOE onpegeneHne 650
13.98 Bupyc Bapuuenna - 3octep, aHTutena knacca IgM (Anti-VZV IgM),

NoNyKoNM4eCcTBEHHOE onpegenexHne 650
13.41 Bupyc renatuta D (Hepatitis D Virus), kauecTBeHHOe onpegeneHne aHTuTen

knacca IlgM 850
13.40 Bupyc renatuta D (Hepatitis D Virus), kauectBeHHoe onpegenexnne PHK

(nnasma Kposu) 1100
13.42 Bupyc renatuta D (Hepatitis D Virus), kauecTBeHHOE cymmapHoe

onpeaeneHne aHtuTen 500
13.43 Bupyc renatuta G (Hepatitis G Virus), kauectBeHHoe onpeneneHne PHK

(nnasma Kposu) 600
13.12 Bupyc renatuta A (Hepatitis A Virus), kauecTBeHHOe onpegeneHne aHTuTen

knacca IgG 600
13.13 Bupyc renatuta A (Hepatitis A Virus), kauecTBeHHOe onpeeneHne aHTuTen

knacca IgM 600
13.11 Bupyc renatuta A (Hepatitis A Virus), kayectBeHHoe onpegenexHne PHK

(nnasma Kposu) 440
13.27 Bupyc renatuta B, onpegenexve [HK (kayectBeHHoe) (HBV-DNA) 600
13.28 Bupyc renatuta B, onpegenexne [HK (konnyectBeHHoe) (HBV-DNA) 2 000
13.51 Bupyc renatuta E (Hepatitis E Virus), kauecTBeHHOe onpegeneHne aHTuTen

knacca IgG - anti-HEV IgG 600
13.50 Bupyc renatuta E (Hepatitis E Virus), kauecTBeHHOe onpegeneHne aHTuTen

knacca IgM - anti-HEV IgM 600
13.35 Bupyc renatuta C (reHotunupoBaHue), 5 tunos, onpegenenne PHK (HCV- 3400
13.33 Bupyc renatuta C, onpegenenue PHK (kayectBeHHoe) (HCV-RNA) 600
13.34 Bupyc renatuta C, onpegenenue PHK (konnyectBeHHoe) (HCV-RNA) 2 800
13.99 Bupyc repneca VI tuna (Human herpes virus, HHV-VI Tuna), kayectseHHoe

onpeaenenne OHK, (masok n3 potornotku, CM>K) NEW! 600
13.9 Bupyc ummyHogedumuuta vyenoseka 1 tuna (Human Immunodeficiency Virus,

HIV) ka4yecTtBeHHoe onpeaenexHne [NHK nposupyca (uenbHasa kposb) NEW! 2 000
13.10 Bupyc nmmyHogedmumta yenoseka 1 tuna (Human Immunodeficiency Virus,

HIV), konuyectBeHHoe onpeaenenne PHK (nnasma kpoeu) NEW! 15 100
13.262 Bupyc knewesoro sHuedanuta lg G NEW! 600
13.261 Bupyc knewesoro sHuedanuta lg M NEW! 650
13.250 Bupyc kopwu, aHTutena knacca IgG (Anti-Measles 1gG), konuyectBeHHoe

onpeaenexne 850
13.251 Bupyc kopwu, aHTutena knacca IgM (Anti-Measles IgM), kayecTBeHHOE

onpegenexHune 850
13.215 Bupyc 3nwreiiHa — bapp, onpegenenne OHK (Epstein - Barr virus, EBV 370
13.214 Bupyc 3nwreriHa-bapp (Epstein Barr virus), onpegenexdve OHK (cntoHa) 250
13.216 Bupyc 3nwreriHa-bapp (Epstein Barr virus), onpeaenexdve OHK (cockob) 250
13.159 Bupycbl nanunnomel Yyenoseka 6, 11 Tunos (Human papillomavirus, HPV-

6,11), onpegenenne JHK 250




13.153 Bupycbl nanunnomel Yenoseka Tun 16 (Human papillomavirus, HPV-16),

onpeaenexHve OHK 250
13.154 Bupycbl nanunnomel Yyenoseka Tun 18 (Human papillomavirus, HPV-18),

onpeaenexHve OHK 250
13.158 Bupycbl nanunnomel Yenoseka Tun 26, 51 (Human papillomavirus, HPV-

26,51), onpegenenne OHK) 250
4.1 ButamuH B12 (umaHokob6anamuH, kobanamud, Cobalamin) 1 400
4.3 ButamuH [1 (25-aurngpokcu, kansumndepos) 2 000
12.46 BuwHsa 440
21.4 Bos3byautenu kuwevHoun rpynnsl (Auns. Mpynna) 1100
13.267 Bosbyautens kokntowa (Bordetella pertussis), kayecTBEHHOE onpeaeneHne

aHTuTen knacca lgM NEW! 1100
13.268 BosbyauTens kokntowa (Bordetella pertussis), konuyectBeHHoe

onpegenexHve aHtuten knacca lgG NEW! 1100
2.6 BonyaHouyHbI aHTuKoarynsHT (Lupus anticoagulants, LA) 190
23.6 BIMY-TTAl-TecT )nakocTHbIN (KoMmnnekc TectoB: BIMY paclwimpeHHbIv ¢

onpegenexHvem konmyecTtsa un tuna supyca + MAlM-tect) NEW! 4 100
3.43 [amma-rnytamuntpaHcnentugasa (I T, rnytamuntpaHcnentugasa, GGT,

Gamma-glutamyl transferase) 250
3.17 [anTorno6uH (Haptoglobin) NEW! 1500
13.190 rapgHepenna (Gardnerella vaginalis), onpegenenue OHK 250
8.40 ["acTpuH (Gastrin) 1100
2111 [ €eNbMO-CKpVH (ONpeAenerne: ascaris lumbricoides (YenoBevYeckas

ackapwuga), enterobius vermicularis (octpuua), opisthorchis felineus

(onnctTopx03), diphyllobothrium latum (WKnpokni neHTew) 2 000
15.23 [emocTasnorpamma (cucteMa remocrasa) 2 500
13.96 epnecsupyc | n Il Tnna (Herpes simplex virus 1,11), onpegenenne AHK 250
13.94 I'epnecsupyc | u Il Tuna (Herpes simplex virus 1), onpeaenexne OHK (HSV-2

DNA) (cockob) 250
12.101 mMunaguH 440
3.25 [nuknpoBaxHbI remornobuH (HbA1C, Glycated Hemoglobin) 600
8.19 nobynuH, ceasbiBatowmn nonosble ropmoHsl (FCIH, Sex hormone-binding

globulin, SHBG) 600
3.44 nytamatgerngporeHasa (FnAdr) 440
3.24 [ntoko3a (Glucose) 190
3.26 [ NOKO30TONEePaHTHLIN TECT C onpeaeneHneM rmioKo3bl 600
12.76 [nioTeH 440
12.110 [oBsigMHa 440
3.29 [omoumcTtenH (Homocysteine) 1400
11.28 [omouucTtenH (Homocysteine) 1400
13.100 "oHokoKK (Neisseria gonorrhoeae), onpegenexnne AHK 250
12.85 [opbyLia 440
12.50 penndpyT 440
12.54 [peLknin opex 440
12.77 peunxa 440
12.22 [necenb Cladosporium herbarum 1500
12.64 p1ObI (LULAMMNUHLOHbI) 440
1.9 pynna kposu (Blood group, ABO)+Pe3yc-npuHagnexHoctb (Rh-factor, Rh) 500
12.39 [pyLwia 440
2.14 [-oummep 600
8.17 OernapoanuangpocTtepoH-cynbdat (AOA-S04, JOA-C,

Dehydroepiandrosterone sulfate, DHEA-S) 440
8.32 OernapoanuangpocTtepoH-cynbdat (AOA-S04, JOA-C,

Dehydroepiandrosterone sulfate, DHEA-S) 370
8.22 OurngpotectoctepoH (DHT, Dihydrotestosterone) 1500
21.5 [OncbakTepnos 1600
12.119 [poxokn nekapckune 440
12.40 [bIHA 440
3.38 YKenyHble KUCNoThl 2 000
11.1 VIMMYHHBIV CTaTyC (TyMOpPanbHbIN UMMYHUTET): C3 KOMMOHEHT

komMmnnemeHTa, C4 KOMNOHEHT KOMMNeMeHTa, UMMYHOrnooynuHel A, M, G,

LIMPKYNUPYIOLME UMMYHHbIE KoMnneKkcbl, C-peakTuBHbIN 6enok 2 000
3.23 MmmyHornobynuH E (IgE total) 440
3.22 MmmyHornobynuH G (IgG) 250
3.20 MmmyHorno6ynuH A (IgA) 250
3.21 MmmyHorno6ynud M (IgM) 250
11.3 MmmyHornobynuHbl knacca A (IgA) 250
11.5 MmmyHornobynuHbl knacca G (IgG) 250
11.4 MmmyHorno6ynunsl knacca M (IgM) 250
8.28.1 WHrmbuH B (Inhibin B) NEW! 2 900
8.34.1 MNHaekc nHcynuHopeancteHTHocT HOMA (MHCynnH + rnoko3a) 650
8.34 WHcynuH (Insulin) 600
23.1 VlccnegoBaHus maska Ha atunmyeckune knetku (ATK) 440
13.309 Kagmnin (Cadmium) 1 300
12.102 KaseuH 440
12.116 Kakao 440
21.13 Kan Ha Helicobacter pylori 2 000
21.14 Kan Ha rumeHonunngos 250




21.10 Ran Ha CKpbITYI0 KPOBb (Ka4eCTBEHHOE BbISIBIIEHNE KPOBU B Kare METOAOM

nMmmyHoxpomatorpaduyeckoro aHanmaa, UXA-FOB-PAKTOP, Fecal Occult

Blood Test) 600
21.3 Kan Ha sviba rmucT + npocTenime 250
6.11 Kanun (Potasium) 120
3.54 Kanun (K+, Potassium) 190
12.90 Kanbmap 440
6.10 Kanbuun (Calcium) 850
3.60 Kanbuuin noHnsmnpoBaHHbin, (Ca++,Calcium ionized) 250
3.53 Kanbumn obwwmin (Ca, Calcium total) 190
8.47 KanbuutoHuH (Calcitonin) 1000
12.86 Kambana 440
13.255 Kangnga (Candida albicans), onpegenenne OHK (cocko6) 250
2.9 KaonnHoBoe Bpemsi 190
12.65 KanycTta 6enokavyaHHas 440
12.66 KanycTta 6ptoccenbckas 440
12.67 KanycTa uBeTHas 440
5.2 Kap6omasenuH 2 000
12.71.1 KapTodenb 440
7.2 RayectBeHHOe onpefeneHne 10 HapkOTUYECKMX COEAUHEHNIN B MOYe

(MopdhmHa, mapuxyaHbl, ameTammnHa, meTamgeTaMmHa, KOKkanHa,

MeTafoHTa,0apbutypatos, 6eH3ognasenmHa, MOMA, TAObI) 1400
71 KauectBeHHOe onpegeneHne 5 HApKOTUYECKUX COeAMHEHMIN B MoYe (

MopdUHa, MapuxyaHbl, amdeTamMuHa, MeTaMmdeTaMmmnHa, kokanHa) 650
13.151 KBaHT 15 HPV , reHOTUNMpoBaHWe BMPYCOB NanuioMbl YerioBeka

6,11,16,31,33,35,52,58,18,39,45,59,51,56,68 1400
13.152 RBaHT 2T HPV , reHOTUNMPOBaHWE BMPYCOB NanvuioMbl YENOBEKa 16, 18, 26,

31, 33, 35, 39, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 BbICOKOrO

KaHueporeHHoro pucka n HPV Huskoro 6,11,14 kaHLeporeHHoro pmncka 1800
13.150 KeaHT 4 HPV , reHoTMNMpoBaHMe BUPYCOB NanuiioMbl Yenoeeka 16,18,6,11 1100
12.41 Kneu 440
12.30 OBua ( anutenun ) 440
1.1 KnuHuuyeckun aHanus kpoBu ¢ nemnkouutapHomn opmynon (OAK) 22

napameTpa, Bkntoyas CO3 (ckopocTb ocedaHust SpUTPOLUTOB) 500
12.48 Kny6Huka 440
15.22 Koarynorpamma 5 1100
15.22.1 Koarynorpamma 6 1800
15.22.2 Koarynorpamma 8 1900
13.303 Kob6anbT (Cobalt) 1 300
9.17 KonopekranbHbii pak (FOB GOLD), pak 060404HOM U NPSIMOV KULLIKA 1100
21.1 Konponormnyeckre nccrnegoBaHne kana 850
6.17 KopTtunson (FmapokopTtuaoH, Cortisol, urine) 850
8.30 KopTtuson (Ff'mapokopTtnaoH, Cortisol) 600
12.117 Kodbe 440
12.91 KpaboBoe msico 440
3.2 KpeatuHuH (Creatinine) 250
6.4 KpeatuHuH (Creatinine) 120
6.5 KpeatuHuH (Creatinine) 120
12.89 KpeseTka 440
12.28 Kponuk ( anutenun ) 440
12.78 Kykypy3a 440
12.55 KyHXyT 440
3.52 JlaktaTt (Lactate) NEW! 1300
3.63 JlaTeHTHasi (HeHacblLLEeHHast) )Xene3oCBsA3bIBatoLLasi COCOOHOCTb CbIBOPOTKM

kpou (JXKCC, HXXCC, Unsaturated Iron Binding Capacity, UIBC) 190
3.46 NAr (NakratperngporeHasa, L-nakrat: HAOQ+OkcupopeaykTasa, Lactate

dehydrogenase, LDH) 190
8.39 JlentuH (Leptin) 1100
12.124 JlngokauH 440
12.51 JInmoH 440
3.45 Jlvnasa (Tpuauunrnvueponaunnruaponasa, Lipase) 310
3.30 JlunonpoTtewuH (a) (Lipoprotein (a)) 2100
12.92 Jlococb 440
12.57 Jlyk 440
8.11 JlioTenHmsnpyrowmii ropmod (J15, LH) 370
3.57 Marnui (Mg, Magnesium) 190
12.42 MaHro 440
12.52 MaHgapvH 440
13.302 MapraHeu (Manganese) 1300
8.49 Mapkep dopmumposanus kocTHoro matpukca PINP (N-TepmuHanbHbIv

nponentua npokonnareHa 1 tuna, Total PINP)* 3200
12.120 Mén 440
13.306 Meab (Cooper) 1300
6.25 MeTaHndpuHbl o0bLume (cBoOOAHbIE U CBA3AHHbLIE)
6.26 MeTaHndprHbl cBOOGOAHbLIE 1 400
13.276 MukobakTepun Tybepkynesa (Mycobacterium tuberculosis complex),

kayecTBeHHoe onpegenedne HK NEW! 650
13.275 MukobakTepun Tybepkynesa (Mycobacterium tuberculosis complex),

kayecTBeHHoe onpegenedne JHK NEW! 440




13.172 Mwukonasma nHeBmoHus (Mycoplasma pneumonia), onpegeneHne aHTuTen

knacca lgG 250
13.171 Mwukonasma nHeBmoHus (Mycoplasma pneumonia), onpegeneHne aHTuTen

knacca IlgM 250
13.176 Mukonnasma (Mycoplasma genitalium), onpegenerdvne OJHK 250
13.175 Mukonnasma (Mycoplasma hominis), onpegenedne OJHK 250
13.177 Mukonnasma (Mycoplasma pneumonia), onpegenerdve OJHK 250
13.170 Mukonnasma xommHuc (Mycoplasma hominis), onpegenexHvue aHTuTen 250
13.169 Mwukonna3ama xommHuc (Mycoplasma hominis), onpegenexve aHtuten

knacca IlgM 250
235 MuKpockonmyeckoe nccneoBaHNe maska co CIIM3nCTON 0BOoYKN Hoca

(puHoumTOrpamma) 250
23.2 Mukpockonnyeckoe nccnegoBaHve OTAENAEMOro MOYenosoBbIX OPraHoB

KEHLMH (MUKpodniopa) 440
23.4 Mukpockonuyeckoe nccnegoBaHve OTAENAEMOro MOYENooBbIX OPraHoB

MY>XYMH (MUKpodoriopa) 440
23.3 Mwukpockonnyeckoe nccrnegoBaHve cekpeTa npeactaTenbHOM xenesbl

(Mukpodbnopa) 440
12.56 MuHganb 440
13.308 MonubaeH (Molybdenum) 1300
12.105 Monoko kunsyYeHHoe 440
12.104 Monoko ko3be 440
12.103 Monoko kopoBbe 440
12.68 MopkoBb 440
12.29 Mopckas cBuHKa ( anuTenui ) 440
3.4 MoueBas kucnota (Uric acid) 190
6.9 MoueBas kucnota (Uric acid) 120
6.8 MoueBas kucnota (Uric acid) 120
6.7 MouyesuHa (Urea) 120
3.3 MoyeBuHa (Urea) 190
6.6 MoyeBuHa (Urea) 120
13.307 Mbliwbsk (Arsenic) 1 300
12.113 Msico nngenku 440
12.111 Msico kponuka 440
12.112 Msico kypuHoe 440
12.114 Msico yTkun 440
3.55 Hatpwuin (Na+, Sodium) 190
6.12 Hatpuit (Sodium) 120
9.11 HenpoHcneunduyeckasi aHonasa (MenkokneTouHbIn pak nérkoro) NSE (

Neuron-specific enolase) 2 800
13.304 Hwukenb (Nickel) 1300
12.125 HosakawnH ( [NpokauH ) 440
6.27 HopmeTaHedpuHbl (CBOGOAHbBIE M CBA3AHHbIE) 1 400
6.28 HopmeTaHedpuHbl cBOGOAHbIE 1 400
24.22 Hoposupyc (Norovirus), BbIIBNIEHNE aHTUreHa
14.5 OObMeH BellecTB 1600
3.66 O0wwas »xxene3ocBsa3biBatoLLas cnocobHOCTb CbIBOPOTKM Kposu (Total iron-

binding capacity) 250
1.6 O6wuin aHann3 Mo4m (C MUKPOCKONUEN ocaaka) 310
3.5 O6wwmin 6enok (Protein total) 210
12.79 OBéc 440
12.69 OrypeL 440
12.74 OnunBku 440
13.231 Onuctopxo3 aHTutena lg G 370
13.62 Onpepaenexve aBmaHocTy aHTuTen IgG k Tokconnasme (Toxoplasma gondii) 650
14.2 ONPeAeITEAVE BapNaHToB B TEAAX FZ (ZUZTUG>AJ, FD (ToYTG>A,LElaen), F7

(10976 G>A) F13( G>T) FGB-455 G>A ITGA2 (807 C>T) ITGB3 (1565

T>C) PAI 1(675 5G>4G) + cbonatHbii umkn MTR: (2756 A>G); MTHFR:

(1298 A>C); MTHFR: (677 C>T); MTRR: (66 A>G) 3400
13.82 OnpepgeneHne nHaekca asmaHocTtu IgG K KpacHyxe 1 200
13.95 OnpeaeneHve nHgekca aBugHoctu aHtuTen IgG k BMpycy npocToro repneca

11 2 Tuna (anti-HSV-1/2, BMNI-1/2) 650
13.72 OnpeaeneHve nHaekca aBugHoctn aHtuTen IgG k umtomeranosumpycy (

LIMB, CMV) 650
13.178 OnpeaeneHne mukonnasmel (Mycoplasma Hominis), ¢ onpegeneHmem

aHTUOMOTUKO YYBCTBUTENBHOCTM 2 000
9.15 OnpegaeneHne pucka passutusa onyxonen andHnkos (HE4+CA125), ¢

BbluncneHnem nHaekca ROMA 2 000
13.179 Onpegenexne ypeonnasmel (Ureaplasma urealyticum) konnyecTBeHHO, C

onpegeneHneM aHTMOMOTUKO YYBCTBUTENBHOCTHU 2 000
14.3 Onyxonb MonoyHou xenesbl -BRCA. OnpeaeneHne nonnmopgrnaMoB reHoB

BRCA1 1 BRCA2 (5382insC, 185delAG, C61G, 4154delA) New! 3400
12.33.1 Oca 06bIKkHOBEHHas! 440
3.3.1 OcTaTo4HbIN a30T 120
8.50 OcTeokanbuuH 1 300
15.4 MNaHenb "Buoxmmuyeckuii ctaHgapT” 1100
15.3 MNanens "r'ENATUTHI - CKPUHUHT™ 1500
15.25 Manens "ONA BYOYWNX MAM - KOMITJIEKCHOE" 8 900
15.30 Marens "EXXEFOOHbIV OBASATENbHbLIA" 3200




15.31 MNaHens "OCTEOMNOPO3" 2 000
15.32 Marens "CINYYAVMHASA CBA3bL" 1400
15.5 MNanenb "®YHKLNA MOYEK" 1300
15.11 MNanenb " NInwHui Bec" (ot 18 net 1 ctapLue) 3300
15.14 [NaHenb "Brnoxmmmnyeckas aMarHocTnka aHemmn" 2 000
15.12 MNaHenb "Mioko3oTonepaHTHbIN TecT™ 650
15.13.1 Marerns "TOPMOHbI LUMTOBWUOHOW XENE3bI Ne1" 650
15.13.2 Marerns "TOPMOHbI LUMTOBUOHOW XENE3bI Ne2" 1300
15.13 Marerns "TOPMOHbI LUMTOBWUAHOW XENE3bI" (pacluvpeHHas) 3300
15.6 Marens "OMABETUYECKUN PUCK" 1900
15.15 MNaHenb "dunarHocTtuka xenes3ogeduumuTHON aHemmun" 750
15.16 MNaHenb "[OuarHocTuka xenesoneduUnTHOM aHemMmmn" (MOHUTOPUHT Tepanuu) 850
15.9 MNaHenb "OuddepeHumnansHas auarHocTuka dopm caxapHoro anaberta"” 2 200
15.24 MNanenb "Ons 6yaywmx MNAI komnnekcHoe obcnegosaHme"” 4 100
15.25.1 MNanenb "XXEHCKME TOPMOHbI Ne1" 950
15.25.2 MNanenb "XXEHCKME TOPMOHbI Ne2" 1600
15.1 MNanens "KAPONOPUCK" 3200
15.2 Manens "NTUMMOHBIM KOMIJIEKC NN PUCK PA3SBUTUA

ATEPOCKIIEPO3A" 600
15.10 MNaHenb "JnwHni Bec y aeter u nogpoctkos" (10- 17 net) 600
15.28 [Nanenb "Myxckoe 3goposbe Ne1" 2 800
15.29 [Nanenb "Myxckoe 3goposbe Ne2" 1500
15.20 [NaHenb "Ha onepauunio” (xupypruyeckas rocnutanvsaums) 4 400
15.17 MNanenb "OHKONOMMYECKUM XKEHCKUN — CKPUHWHI™ 2 300
15.18 MNanenb "OHKONIOMMYECKUN MY>KCKOW — CKPUHUHI™ 1800
15.8 MNanenb "CAXAPHbBIV ANABET" (MHCYNMHOPE3NCTEHTHOCTb) 1100
15.7 Manenb "CAXAPHbIV ONABET" (MOHUTOPUHT Tpanuu) 850
15.27 [MNaHenb "Ceponornyeckas anarHoctnka TORCH-uHdekumn + XyM" 5100
15.26 MNaHenb "Ceponornyeckas anarHoctnka TORCH-nHdekunin” 3300
15.19 [NaHenb "Ceponornyeckasi gnarHocTuka" 1600
15.21 [NaHenb "TepaneBTnyeckas rocnutanmsauns” 2 800
21.7 [laHKpeaTnyeckas anacrasa B kane 1400
8.46 MapatupeongHbivi ropmoH ([apaTtropmo, NapaTtupun, MTI, Parathyroid

hormone, PTH) 650
12.126 [NapaueTtamon 440
12.127 MNennumnnud G 440
12.58.1 [Nepel cnagkumn 440
12.59 [NepeL YepHbIn 440
12.60 MNepey Ynnu 440
21.2 [NepuaHanbHbI cockob Ha 3HTepobunos 250
12.43 [Nepcuk 440
12.58 MNeTpywika 440
12.23 IneceHb Aspergillus niger 1500
12.24 TTueBasa naHenb NeZ onpedenenne annepreHcnenndguyeckux Ige

YyerioBeka: MlieHo, rpeyka, OBCsiHKa, IMMOH, anenbCuH, MaHaapuH,

BUHOrpaz, TomaTt, kode, kakao, kapTodensb. 1 600
12.25 Candida albicans 1600
8.27 MnaueHTapHbI nakToreH (Human placental lactogen, HPL) 2 000
8.28.2 MnaueHTapHbIV pakTop pocTa (Placental growth factor) NEW! 8 700
1.3 [NogcyeT peTUKynounToB 120
13.21 [MNoaTBepXxaatoLLnin TecT Ha aHTureH "s" Bupyca renatuta B (HBsAQ) 250
13.32 [NoaTBepXxaatoLLUni TECT Ha aHTUTena K Bupycy renatuta C 440
12.70 MNomngop 440
24.14 [NoceB Ha Bo3byauTenb andTtepumn (Corynebacterium diphtheriae) 1500
24.2 [NoceB Ha apoxkenoaobHble rpubsl (pogos Candida u ap. ) 1500
24.7 [NoceB Ha apoxkenoaobHble rpubsl (pogos Candida u ap. ) 1500
24.5 [NoceB Ha apoxokenoaobHble rpubsl (pogos Candida u ap. ) 1500
24.18 [NoceB Ha apoxokenogobHble rpubsl (pogos Candida u ap. ) 1500
24.12 MoceB Ha gpoxokenono6Hble rpnbbl (pogos Candida n ap. ) ¢

onpeaeneHnemMm YyBCTBUTENbHOCTU K OCHOBHOMY cnekTpy AMI 1 500
24.19 [NoceB Ha NaTOreHHy KULeYHy dropy (Lnrennsl, canbMOHenbl) 1500
24.3 [NoceB Ha cTadbunokokk ( S aureus) ¢ onpegeneHnemMm YyBCTBUTENbHOCTU K 1500
24.9 [MoceB Ha cTacmnokokk ( S,aureus) ¢ onpeaeneHmem YyBCTBUTENBHOCTH K

OCHOBHOMY cnekTpy AMI 1500
24.13 [MoceB Ha cTahmnokokk ( S,aureus) ¢ onpeaeneHmem YyBCTBUTENBHOCTH K

OCHOBHOMY cnekTpy AMI 1500
24.8 MoceB Ha chropy ¢ onpeaeneHnem YyBCTBUTENBHOCTA K OCHOBHOMY CMEKTPY

AMI 1500
24.6 MoceB Ha chropy ¢ onpeaeneHnem YyBCTBUTENBHOCTA K OCHOBHOMY CMEKTPY

AMI 1500
24.4 MoceB Ha chropy ¢ onpeaeneHnem YyBCTBUTENBHOCTA K OCHOBHOMY CMEKTPY

AMI 1500
24.11 [MoceB Ha dropy ¢ onpegeneHnem YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY

AMI 1500
24.1 [MoceB Ha dropy ¢ onpegeneHnem YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY

AMI 1500
24.15 [MoceB Ha dropy ¢ onpegeneHnem YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY

AMI 1500




24.25 [MoceB Ha dropy ¢ onpegeneHnem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY

AMIT* 1500
24.16 [MoceB Ha dropy ¢ onpegeneHnem YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY

AMIT* 1500
24.17 [MoceB Ha dropy ¢ onpegeneHnem YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY

AMIT* 1500
8.14 [MNporectepoH (Progesterone) 440
8.35 MpounHcynuH (Proinsulin) 1600
8.12 MNponaktuH (Prolactin) (B 7.4. onpegeneHMe MakponponakTnHa) 410
12.81 [MpocTO NoceBHOE 440
2.13 [poTenH S 4 800
2.8 MpoTteuH C 2 400
2112 TTPOTO-CRPVH (ONPEAEITERrE. Lampia Mesunar grarara JTAMoTng,

blastocystis hominis (6nactouutos), dientamoeba fragilis (npocTenwue),

isospora belli (n3ocnopos), cryptosporidium parvum (kpuntocnoguu),

entamoeba histolytica (qu3eHTepuinHas ameba) 2 000
9.2 [MCA obwun (npoctaTnyeckmin cneundpnyecknii aHTureH obwmm, Prostate-

specific antigen total, PSA total) 600
9.3 [MCA cBoboaHbIN (MpocTaTudecknii cneunduyecknin aHTureH cBoBOOHbIN,

Prostate-specific antigen free, f-PSA) 500
2.3 NTWN ( PT, Prothrombin, INR) 190
13.115 MUP Xnamungnn tpaxomatuc (Chlamydiae trachomatis ) onpegenexve OHK -

metogom [MLIP 250
12.34 [Nyena megoHocHas 440
12.80 MNwennua 440
12.26 BonHucThIn nonyran (nepo ) 1600
12.27 Kowka ( snutenun ) 1600
9.4 PakoBo-ambpuoHanbHbi aHTureH (POA, kapunHOIMOpUOHanbHbIA aHTUIEH,

Carcinoembryonic antigen, CEA) 440
2.10 PacTteBopumble drbprH-MoHoMepHble komnnekcebl (POMK) 190
3.9 PesmaTongHbii daktop (PP, Rheumatoid factor, RF) 190
8.42 PeHuH (npsimoin TecT) 2 000
8.42.1 PeHrH/anbgocTepoH COOTHOLWEHME 3400
12.82 Puc 440
21.6 PHR POTaBVpyca (RO@VvITus)

PHK Actposupyca (Astrovirus)
PHK Hoposupyc (Norovirus)
PHK 3uTteposupyca (Enterovirus) 2 600

12.83 Poxb 440
24.20 Potasupyc (Rotavirus), BbisiBNeHne aHTUreHa 1100
13.311 Ptytb (Mercury) 1 300
8.33 C-MNenTtung (C-Peptide) 600
3.12 C-peakTtuBHbI 6enok (CPB, CRP) 310
3.10 C3 KOMMOHEHT KOMMIMMEHTa 250
3.11 C4 KOMMOHEHT KOMNIMMEHTa 250
9.6 Ca 15-3 (YrneBogHbivi aHTureH 15-3, CA 15-3 onyxonu Mono4YHowm xenesbl) 600
9.8 Ca 19-9 (YrneBogHbin aHTureH 19-9, CA 19-9 kapunoma nogxenyaodHon

»Xenesbl, paka xenyaka, opraHos XXKT) 600
9.5 CA 242 (KapborngpatHbii aHTureH 242, CA 242 nogxenyaoyHon xeneabl,

NPSMOW KULLKMK) 1 400
9.9 Ca 72-4 (BblcOKOMONEKYNAHbIN rMKONPOTEnH, 72-4, Ca 72-4 xenyaok,

AnyHukK, nerkne) CA 72-4 (PakoBbli aHTureH 72-4, Cancer Antigen 72-4) 1200
9.7 Ca-125 (YrneBogHbin aHTureH 125, CA 125 onyxonu anyHuka, matku,

Mapkep 3HAoMeTpuo3a) 6 200
12.93 Cenbapb (ceneaka) 440
12.02 CbanaHcmpoBaHHasa CMeChb UHransLMOHHbBIX U MULLEBbLIX annepreHoB Ang

CKPWHWHra atonuu ans aeten ao 4 net NEW! 3000
12.2 CbanaHcmpoBaHHas CMeChb UHransLMOHHbBIX U MULLEBbLIX annepreHoB Ang

CKPWHWHra aTtonuu aAns aeten craplue 4 net u B3pocnbix NEW! 1 900
12.71 Caekna 440
13.313 CsuHel (Pb) 1 300
12.115 CBUWHMHA 440
8.25 CBoboaHas b-cybbeamHuua XopoHM4eckoro roHagoTponMHa YenoBeka

(cBoG6oaHbIN b-XIY, free b-HCG) 600
8.23 CBob6oaHhbIn TectocTepoH (Free Testosterone) 900
8.18 CsoboaHbiv actpuon (E3, Estriol free) 500
12.61 Cenbaepemn 440
13.2 Cundumnuc RPR (Rapid Plasma Reagin — aHTUMKapaANOnunuHOBLIN TECT) 250
13.6 Cudomnuc PIICA (TPHA), ka4eCTBEHHO 190
11.27 CkpuHuHr uenuakum ( AAl IgG n ABA) 2 800
12.94 Ckymbpust 440
12.44 CnuBa 440
12.32 Cobaka ( anutenun ) 440
12.75.1 CoeBble 606bl 440
8.44 ComatomeaunH-C (MHcynuHonogobHbIn dhaktop pocta |, UPP-1; Insulin-like

growth factor |, IGF-1) 1 300
8.45 ComaToTponHbIv ropMoH (comatoTtponuH, CTIC, Growth hormone, GH) 650
1.5 CO3 120
12.95 Cypak 440




3.62 CblBopTO4YHOE xene3o (Fe, Iron) 190
12.106 Chblp LLBenuapckui 440
12.122 TabayHbl nncT 440
8.8 TI (TupeornobynuH; Thyroglobulin, TG) 440
8.9.1 TecT NOrnoLeHns TMPeonaHbIX rOPMOHOB 1 500
8.15 TecTtocTepoH (Testosterone) 440
8.5 TupeoTtponHbii ropmoH (TTI, TupoTponuH, Thyroid Stimulating Hormone, 400
8.3 TupokcunH obwmi (T4 obwmin, TeTpanoaTupoHnH obwmn, Total Thyroxine, 370
8.4 TupokcunH cBoboaHbiIn (T4 cBoboaHbIn, Free Thyroxine, FT4) 370
13.234 Tokcokapos aHtutena lg G 370
13.63 Tokconnasma (Toxoplasma gondii), onpegenexHne OHK (kpoBb) 370
13.64 Tokconna3sma (Toxoplasma gondii), onpegenenne AHK (cocko6) 250
3.64 TpaHcdeppuH (CuaepodunuH, Transferrin) 250
12.96 Tpecka 440
3.31 Tpurnuuepunab! (Triglycerides) 190
8.1 TpunoaTUpoHnH obwmin (T3 obwmi, Total Triiodthyronine, TT3) 370
8.2 TpunoaTupoHnH cBoboaHbIn (T3 ceoboaHbin, Free Triiodthyronine, FT3) 370
13.233 TpuxuHunnes antutena lg G 370
13.200 TpuxomoHaga (Trichomonas vaginalis), onpegenexnvne AHK 250
2.7 TpomburHoBoe Bpemsi (Thrombin Time) 190
3.8 TponoHuH-| (Troponin-I) 850
8.28 TpodhobnacTuyeckuii ropmoH TEIC 600
12.73 TbikBa 440
21.8 Yrnesoael B kKane 4 100
12.72 Ykpon 440
13.181 Ypeannasma (Ureaplasma urealyticum Parvum), onpegenenune OHK 250
13.180 Ypeanna3sma (Ureaplasma urealyticum Parvum+T960),onpegenexve OHK 250
13.182 Ypeannasma T-960 (Ureaplasma urealiticum T-960), onpegenexve OHK 250
13.184 Ypeannaswma ypeanutukym (Ureaplasma urealiticum ), onpegenenne OHK 250
13.173 Ypeannaama ypeanutukym (Ureaplasma urealyticum), onpegenexue

aHTuTena knacca IgA 250
13.174 Ypeannasma ypeanutukym (Ureaplasma urealyticum), onpegenexue

aHTuTena knacca IgG 250
183 JPUIUHVIIGJIDHDIU SAUUTTCBAnvrA \ TU TTUORA3ATTI ICVI’ Ll,VIIUIVIUI al IUDVIpyL,, DVI'be

npocTtoro repneca (HSV) tun 1, 2, Bupyc nanunnomsl yenoseka (HPV) tun

16, Bupyc nanunnomsl yenoseka (HPV) tun 18, Chlamidia trachomatis,

Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealyticum

(Parvum + T960), Neisseria gonorrhoeae, Trichomonas vaginalis. 1800
184 PO T MO T TSP O TG T T T e = L e

npocToro repneca (HSV) tun 1, 2, Bupyc nanunnomsl yenoseka (HPV) tun

16, Bupyc nanvnnomsbl yenoseka (HPV) tun 18, Chlamidia trachomatis,

Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealyticum

(Parvum + T960), Neisseria gonorrhoeae, Trichomonas vaginalis,Gardnerella

vaginalis,Candida albicans. 2 000
18.1 YporeHutanbHble 3abonesanus (4 nokasatens) Chlamidia trachomatis,

Mycoplasma genitalium, Ureaplasma urealyticum, Ureaplasma Parvum 850
18.2 YporenuTanbcHbIE 3aD0NIEBARNS (6 nokasaTernen) Chlamidia trachomatis,

Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealyticum

(Parvum + T960), Neisseria gonorrhoeae, Trichomonas vaginalis 1300
12.97 YcTtpuua 440
12.75 daconb cTpyyKoBas 440
17.3 demodrop 16 1800
17.1 demodnop 4 1100
17.2 demodnop 8 1800
17.4 dDemModnop CKPUHUHT 2 000
3.65 depputuH (Ferritin) 600
2.4 dunbpuHoreH (Fibrinogen) 190
17.5 drnopoLeHo3 2 500
17.6 drnopoueHo3 u NCMT 2 500
4.2 donuesas kucnota (Folic Acid) 600
8.10 donnukynoctumynupyowmn ropmoH (PCIT, Follicle stimulating hormone, 450
12.98 dopenb 440
3.48 docdatasa kucnas (KP, Acid phosphatase, ACP) 250
3.50 docdaTtasa wenodHas (P, Alkaline phosphatase, ALP) 120
6.18 docdop (Phosphorus) 120
3.58 docdop HeopraHmyeckumn (P, Phosphorus) 190
3.19 dpykTo3amuH (Fructosamine) NEW! 900
12.99 Xek 440
13.220 Xenukobaktep (Helicobacter pylori), kauecTBeHHOe onpeaeneHne aHTUTen

knacca lgG ( konnyecTBeHHoe onpeaenexHme) 440
13.221 Xenukobaktep (Helicobacter pylori), kauecTBeHHOe onpeaeneHne aHTUTen

knacca IgM ( konn4yecTBeHHoe onpeaeneHme) 370
13.222 Xenukobaktep nunopu onpeaenexHme cymmapHbix aHtuten IgA,IgM, 1gG k

aHTureHy CagA 440
13.111 Xnamunamsa (Chlamydia trachomatis), onpeanenenve aHtuten knacca lgG 250
13.112 Xnamunausa (Chlamydia trachomatis), onpenenenve aHtuten knacca IlgM 250
13.110 Xnamunausa (Chlamydia trachomatis), onpeaenenne aHtuten knacca IgA 250
13.114 Xnamunamsa (Chlamydophila pneumoniae), onpeaenexHune aHTuten knacca lgG 250
13.113 Xnamunamsa (Chlamydophila pneumoniae), onpegenexHve aHTuten knacca IlgM 250




3.35 XonecTepuH o4eHb H13kom nnotHoctTn XJTOHI 250
3.32 Xonectepon obwwmin (xonectepuH, Cholesterol total) 190
3.33 Xonectepon-JIMNBIT (XonecTtepyH NMNONpoTENHOB BbICOKOW nNnoTHocTu, HDL

Cholesterol) 250
3.34 Xonectepon-JINHI (XonectepnH NnMnonpoTemMHOB HNU3KOW NIIOTHOCTY,

JIMHIM, Cholesterol LDL) 250
3.47 XonuHacTtepasa (S-lNceBagoxonuHacTepasa, xonuHacTepasa I, S-X03,

aunnxonuH-auunrugponasa, Cholinesterase) 440
12.33 XomsgK ( anuTenun ) 440
8.16 XOpMOHMYECKMIN roHagoTponuH Yenoseka (XMY, 6eta-Xry, 6-Xr4, Human

Chorionic gonadotropin, HCG) 650
13.312 Xpowm (Cr) 1600
3.49 LlepynonnasmuH 650
13.305 LInHK (Zink) 1 300
3.59 LnHK (Zn) 1 300
11.2 LinpkynupytoLumne nmmyHHble komnnekcs! (LINK) 650
3.18 LinctatmH C (Cystatin C) NEW! 2 000
13.73 LinTomeranosupyc, onpegenenune OHK (Cytomegalovirus, CMV DNA) 250
13.75 LinTomeranosupyc, onpegenenune OHK (Cytomegalovirus, CMV DNA) 250
13.74 Lintomeranosupyc, onpegenenve OHK (Cytomegalovirus, CMV DNA)

(uenbHas KpoBb) 250
12.118 Yan nuctoBomn 440
12.62 YecHok 440
19.2 QNN HEWPO- TECT 3 400
19.1 QNUM-TECT 12 6 200
19.3 SNUM-TECT 24 BUCLEPO 6 200
12.1.2 303UHOMUNbHBIN KaTUOHHLIN Genok (ECP) 1300
13.210 OnuwitenHa -bapp Ig M k kancugHomy 6enky aHTureHy VCA 370
13.211 OnuwiterHa -Bapp 1gG k kancuaHoMy 6enky aHTureHy VCA 370
13.212 OnuwterHa-bapp Ig G k saepHomMy aHTureHy NA 600
3.51 OputponoatuH (Erythropoietin) NEW! 1050
8.13 OcTtpaguon (E2, Estradiol) 440
13.232 OXMHOKOKK aHTuTena Ig G 370
12.45 Abnoko 440
12.107 AvyHbI 6enok 440
12.108 ANuo KyprHoe LienbHoe 440
12.84 A4meHb 440
24/44 Jlabopamopuss MEQUC
04.101 AnaHnHamunHoTpaHcdepasa (AJ1T) 220
04.305 AnbbymuH 280
04.110 AMunnasa naHkpeatunyeckas 310
01.203 AHann3 mo4m no 3MMHULIKOMY 600
01.202 AHanm3 moyn no HeumnopeHko 300
06.104 AHTUTENa K TUpeornobynuHy (AHTU-TI) 650
06.105 AHTUTENa K TUpeouaHou nepokcmaase (AHTU-TIO) 600
03.107 AHTUTPOMOWUH Il 510
04.102 AcnaptatammHoTpaHcdepasa (ACT) 220
03.104 AYTB (AKTMBMpPOBaHHOE YacTUYHOE TPOMOONNacTUHOBOE BpeMsl) 310
100 BasoBas koarynorpamma 1100
04.601 BunnpybuH obumn 220
04.602 BunmpybuH npsimon 220
04.802 [‘MuKosmnnnpoBaHHbI remornobuH HbA1c 600
04.801 [ 1loK03a B KPOBU 190
02.202 'pynna kpoBu + Pesyc-chakTtop 500
03.108 O-gnmep 1200
04.308 KpeaTuHWH B KpOBM 230
06.204 JlroTemHmsnpyrowmin ropmoH (J1IN) 470
01.501 MUKpPOCKONKUS YPOreHNTanbHOro Maska y My>XYuH 410
01.503 MUKpPOCKOMKMSI YPOreHnTanbHOro Maska Yy XXeHLUUH 410
04.303 MouyeBas kncnorta B KpoBU 250
04.302 MouyeBnHa B KpOBU 250
01.101 O6Lwwmi aHanus kposu (OAK) 350
01.103 Q6w aHanus kposu (OAK) c nerkoumnTapHou dhopmynon 420
01.201 O6LUMIA aHanM3 MoYn 310
04.304 O6wwmin 6enok 210
06.202 [porecTepoH 440
06.201 [ponakTuH 410
03.103 [NpoTtpombuH+MHO 310
04.403 PesmatonaHbivi doaktop 470
03.109 POMK 190
04.401 C - peakTuBHbIN 6enok 310
107 CKPVHUWHT gnsi rocnutannsaumm 1600
01.102 CO3 250
06.109 T3 obwuin 440
06.103 T3 cBOGOAHbIN 470
06.108 T4 obwunin 440
06.102 T4 cBOGOAHbIN 370
06.206 TecTocTEpPOH 06LLnIA 470




06.106 TupeornobynuH 700
06.101 TupeoTponHbii ropmoH (TTI) 400
04.201 Tpurnnuepwnabl 310
03.105 TpombGuHOBOE Bpems 370
03.106 dnbprHoreH 370
06.203 DoNNMKYNocTUMynupyowmin ropmoH (PCI) 450
04.203 Xonectepud J1MBI1 290
04.204 Xonectepud JIMHI 290
04.202 XonecTepuH ooLmmn 260
06.209 XOopHoHUYeckni roHagoTponuH (Xr4) 410
06.205 OcTpaguon 440
24/59 Jlabopamopusi Pecny6nukaHckuli KTuHUYecKkull OHKosio02u4Yeckuli ducnaHcep
009101 TTaTalToro-aHaTOMWIECROE  MCCTTEA0BAANE OVOTICHOTO (ONEPaLOAAOTO)

maTtepuanac NnpuUMeHeHMeM WMMYHOTMCTOXMMUYECKMX MeTOA0B (He

BKMovawLwmx tectol PO-L,IPC22C3,SP-142,SP-

263,ROS!(SP384),ALK(D5F3)) (1 aHTMTENO) 5 500
24/3 JlabopamopHasi duacHocmuka KJ1
OT-P812 ** - MHOMBMAYaNbHbLIA pe3ynbTaT No KaXAoMy KOMNOHEHTY NaHenm
10.0.D8.2A09.05.035.001 |**BbakTepuumaHas akTMBHOCTb kposu (BURST) 6 700
14.8.A2.9A26.08.001.001 |**IMoceB Ha andTepuiiHyto nanoyky (Corynebacterium diphtheriae, BL) 900
10.0.D2.2/A12.30.012.007.0(**®aroTect 3700
7.4.D9 |B03.016.022.001 | 17-K€ToCTepouabl (aHAPOCTEPOH, aHAPOCTEHANOH, [T OA, STUOXONaHOIIOH,

3MNMaHapPOCTEPOH, TECTOCTEPOH, 3MNUTECTOCTEPOH, MPErHAHTPUON,

COOTHOLUEHME aHOPOCTEPOH/3TUOXONAHOMNOH, COOTHOLLUEHME 3500
14.10.A2.900 ABTOMATVIECKNN MTOCEB W MOEHTNPVKANST MARPOOPTaHM3MOB C TTOMOILER0

BpemsanponetHon MACC-cnektpomeTpun (MALDI-TOF) ¢ pawuvpeHHomn

aHTUOMOTUKOTrPaMMOW, BLINMONTHEHHOW Ha aBToMaTtu4yeckon cucteme VITEK, B

otaensiemom JIOP-opraHoB geten 5 800
14.10.A1.900 *ABTOMaTUYECKNN NOCEB N UAEHTUPUKaALNA MUKPOOPraHU3MOB C MOMOLLIbIO

BpemsanponetHon MACC-cnektpomeTpun (MALDI-TOF) ¢ pawmpeHHomn

aHTMOMOTUKOrpaMMOW, BbINOMHEHHOW Ha aBTomaTuyeckon cucteme VITEK 4 300
18.1.A8.4A09.28.059.004 |*Ankorosb B Mo4e 1500
4.4.D2.20A09.05.023.003 _|*I'ntoko3a nocre Harpy3ku (1 yac cnycts) 310
4.4.D03.20A09.05.023.004 _|*I'ntoko3a nocrie Harpy3ku (2 Yyaca cnycrtsi) 310
14.12.A1|A26.05.016.001.0( *AncbakTepnos ¢ onpegeneHmem YyBCTBUTENBHOCTU K aHTMOMOTMKAM U

OakTepnogaram 2 300
14.12.A2{A26.05.016.001.0(*OucbakTepnos c onpeaeneHnem YyBCTBUTENbHOCTU K BakTepnodaram 2 000
13.14.A5/A26.19.067.002 [*OHK Bo3byautensa nceegotybepkynesa (Yersinia pseudotuberculosis) 1050
1.0.A13.2 A12.30.012.002 VIMMYHOPEHOTATMPOBARNE RITETOR ROCTHOTO MO3Ta W TTEPUTPEPVYECRON

KPOBW ANs AMArHOCTMKM OCTaTOMHOW MUHMManbHon 6onesHn (MOB)

MEeTOAOM NPOTOYHOW LMTOMETPUK (NMumMdonponudepaTnBHble 3aboneBaHus,

S e e N e e 24400
1.0.A6.20A12.30.012.001 KpoBu npu numdonponudepaTMBHbIX 3a6o5eBaHNAX METOLOM NPOTOYHOW

untTomeTpum (numdponponudepaTrBHble 3ab0eBaHNs, OCTPbIA NERKO3,

MHOXeCTBeHHas mvenoma). MiccnegoBaHme npoBoauTcs Ans NepBUYHON

ANArHOCTUKM 3aboneBaHns 24 400
7.6.D1.2(]A09.05.056.004 |*MHcynuH nocne Harpy3ku (1 4yac cnycts) 440
7.6.D2.2(|A09.05.056.002 |*MHcynuH nocne Harpysku (2 yaca cnycts) 440
7.4.D5.2(]A09.05.143.001 |*KaTexonamMuHbl KpoBU (afpeHanuH, HopaapeHanuH, 1odaMuH) U cepoTOHMH 3400
7.4.D6.40 A09.05.143.002 | KarexonamuHbl KpOBW (aApeHarvH, HopaApeHanvH, 40pamiH), CEPOTOHNH

N nx metTabonuTbl B MoYe (BaHUNMIMUHAANbHASA KUCNOTa, rOMOBaHUITMHOBAs

KMcnoTa, 5-ruapoKCUNHAONYKCYCHas Knucnorta) 5500
7.4.D1.40A09.28.034.004 |*KaTexonamuHbl Mouu (agpeHanuH, HopagpeHanuH, AodamuH) 4 200
7.4.D2.4C| A09.28.034 "“KaTtexonaMnHbl MO4M (agpeHanuH, HopagpeHanuH, JopamMnH) n nx

MeTabonuTbl (BaHUNMNIMUHAANbHAs KACNOTa, FOMOBaHUIIMHOBAs KUCMoTa, 5-

r’MOPOKCUNHOONYKCYCHAas KMcnoTa) 7 500
1.2.D02 |[B03.016.002.007 [*KnmHunueckni aHanma kpoBu ¢ nenkouutapHon cpopmynon (5DIFF)

(KanunnsipHas KpoBb) 400
10.0.A8.2(A12.06.002.001 |*KpuornobynuHsl 2 200
7.4.D3.40A09.28.034.005 |*MeTabonuTbl KaTexonaMmmMHOB B MoYe (BaHUNUIMUHAANbHASA KUCIOTA,

roMOBaHUNWMHOBAs KMCNoTa, 5-TMapPOKCUMHAONYKCYCHAsa KucnoTa) 4 300
5.0.D8.4(|A09.28.034.001.0(*O6uime meTaHedprHbI 1 HopMeTaHedPUHbI 4 000
12.21.D1/A26.05.020.004 |*OaHoBpemeHHoe onpepenexHne OHK Bupyca renatuta B, PHK Bupyca

renatuta C, PHK BUM | Tuna. 2 200
26.3.A1 |A27.20.001.007 |*OnpeneneHue nona nnoaa (BbisiBNeHne oparMeHToB Y-XpOMOCOMbI Nsioga

Nno KpoBWM Martepu) 9100
26.3.A2 |A27.20.001.005 |*Onpenenenue pesyc-caktopa nnoga (BoiseneHune reHa RHD nnoga no

KPOBWU MaTepwn) 9100
7.3.A6.20/A09.05.249 *MnaueHTapHbIV NakToreH 1100
7.3.A9.20/B03.001.002 *MnayeHTapHbIi akTop pocta (Placental Growth Factor, PIGF) 4 600
14.7.A1.9A26.05.001 *IloceB KpOBM Ha CTEPUNBHOCTL C OnpeaenieHnem YyBCTBUTENBHOCTYU K

aHTMOMOTUKaM (Ka4yeCTBEHHOe onpeaeneHne Hanminsa MMKpoopraHu3moB) 1 500
14.6.A3.9A26.28.003.002 |[*MoceB Mo4n Ha MMKpOdOpY C onpeaeneHmemM YyBCTBUTENBHOCTH K

OCHOBHOMY CNEKTPY aHTUBMOTUKOB 1 BakTepmnodaram, B T.4. kKaHaMaa 1800
14.6.A1.9A26.28.003.004 |[*ToceB Mo4m Ha MMUKpOGOPY C onpeaeneHmemM YyBCTBUTENBHOCTH K

OCHOBHOMY CNEKTPY aHTMBMOTUKOB, B T.4. KaHaAMAA 1500
14.6.A4.9A26.28.003.003 |[*ToceB Mo4m Ha MUKpOGIOPY C onpeaeneHmemM YyBCTBUTENBHOCTH K

paclUMPEHHOMY CNEKTPY aHTUBMOTUKOB M GakTeprodharam, B T.4. kKaHAuAaa 3500




14.6.A2.9

A26.28.003.001

*TloceB MoYM Ha MUKpOpIIopy C ONPEAENEHNEM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CNEKTPY aHTUBMOTUKOB, B T.4. KaHauAa

2000

14.12.A3,

A26.19.080.001

*IoceB Ha BO3byauTENEN KULLEYHOW MHADEKLMM (CanbMOHENSbI, WnUrensbl) ¢
onpegeneHnem YyBCTBUTENbHOCTU K aHTUOUOTMKAM

1500

14.1.A8.9

A26.05.044.003

*INoceB Ha remocunbHyo nanoyky (Haemophylus influenzae) c
onpegeneHnem YyBCTBUTENbHOCTU K aHTUBUOTMKAM

1600

14.12.A5,

A26.01.001.004

*IoceB Ha 30n0TUCTbIN cTadunNOKoKK (Staphylococcus aureus) ¢
onpegeneHnem YyBCTBUTENbHOCTU K aHTUBUOTMKAM

1500

14.12.A6.

A26.19.004.003

*MNoceB Ha MepCcuHKM ¢ onpeaeneHmem YyBCTBUTENbHOCTU K aHTMBNOTUKaM

1700

14.1.D33,

A26.21.004.001

*INoceB Ha mukonna3my u ypeannaamy (Mycoplasma hominis, Ureaplasma
species) ¢ onpefeneHmeM YyBCTBUTENLHOCTU K aHTUBMOTUKaM

2400

14.3.A3.9

A26.30.029.002

*ITOCEB Ha MUKPOMIIOPY OTAENSEMOrO APYrMX OPraHoB U TKAHEW C
onpeaeneHnemM 4yBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUOUOTUKOB U
OakTepmnodharam, B T.4. KaHanaa

1800

14.3.A1.9

A26.30.029.001

“TToceB Ha MUKpodropy OTAEeNAEeMOro Apyrimx opraHoB 1 TKaHen C
onpeaeneHnemM 4yBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUBUOTUKOB, B
T.4. KaHOnaa

1500

14.3.A4.9

A26.30.029.004

*TTOCEB Ha MUKPOMIIOPY OTAENSIEMOrO APYIMX OPraHoOB W TKAHEW C
onpeaeneHnemM 4yBCTBUTENbHOCTU K PacLUMPEHHOMY CMEKTPY aHTUOUOTUKOB
1 bakTepmodaram, B T.4. KaHAMAa

4 000

14.3.A2.9

A26.30.029.003

“TToceB Ha MUKpodropy OTAEeNAEeMOro Apyrinx opraHoB 1 TKaHen C
onpeaeneHnemM 4yBCTBUTENbHOCTU K PacLLUMPEHHOMY CMEKTPY aHTMBUOTUKOB,
B T.4. kKaHOuAaa

3600

14.5.A3.9

A26.26.004.003

*TTOCEB Ha MUKPOMIIOPY OTAENSEMOIO KOHBIOHKTVBEI C ONpeAeieHnem
YYBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB 1 GakTepurodaram,
B T.4. kKaHanaa

2500

145.A1.9

A26.26.004.001

*ToceB Ha MUKPOIIOPY OTAENSEMOrO KOHBIOHKTVBEI C ONpeaeneHnem
YYBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUOMOTMKOB, B T.4. KaHAMAA

1900

14.5.A4.9

A26.26.004.004

"TToceB Ha MUKpPOMNOpY OTAENAEMOro KOHbIOHKTUBbLI C onpeaeneHnem
YYBCTBUTENBHOCTU K pacLUMPEeHHOMY CNEKTPY aHTUONOTUKOB U
OakTepuodbaram, B T.4. kKaHanaa

3200

14.5.A2.9

A26.26.004.002

*IoceB Ha MVIKpOCbJ'IOpy oTAaenAaemMoro KOHbHHKTUBBLI C onpeneneHmnem
YYBCTBUTENbHOCTM K pacLUMPEHHOMY CMEKTPY aHTMOMOTUKOB, B T.4. KaHauaa

2200

14.4.A3.9

A26.09.010.006

*TToceB Ha MUKPOMIIOpY OTAENsieMoro JTOP-0praHoB C onpeaerieHnem
YYBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUOMOTUKOB 1 6akTepurodaram,
B T.4. kaHanga

1900

14.4.A1.9

A26.09.010.008

*INoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeaeneHnemM
YYBCTBUTENBLHOCTY K OCHOBHOMY CMEKTPY aHTUGUOTUKOB, B T.4. KaHAMAA

1400

14.4.A4.9

A26.09.010.007

"TToceB Ha MyKpodnopy otaensemoro JIOP-opraHoB C onpeaeneHnemMm
YYBCTBUTENMBHOCTM K paclUMpeHHOMY CNeKTPY aHTUBUOTUKOB 1
OakTepuodbaram, B T.4. kKaHanAa

2900

14.4.A2.9

A26.09.010.005

*INoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpegeneHmem
YYBCTBUTENMbHOCTU K pPaCLUIMPEHHOMY CNEKTPY aHTUOUOTUKOB, B T.4. KaHAnAa

2 000

14.11.A3,

A26.21.014.004

*TTOCEB Ha MUKPOMIIOPY OTAENSEMOrO YPOr€HNTAlIbHOTO TpaKTa )KEeHLWHbI C
onpeaeneHneM 4yBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTUOMOTUKOB U
6akTepnodparam, B T.4. KaHaMAA

2400

14.11.A1,

A26.21.014.010

"TTOCEB Ha MUKPOIIOPY OTAENSAEMOrO yPOreHUTArnbHOTO TpakTa KEeHLIMHBI C
onpeaeneHnemM YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUOUOTUKOB, B
T.4. KaHOUOa

2100

14.11.A4,

A26.21.014.005

*TTOCEB Ha MUKPO(IIOPY OTAENSIEMOrO YPOr€HNTAlIbHOTO TpaKTa )KEeHLWHbI C
onpeaeneHneM YyBCTBUTENbHOCTU K PacLLUMPEHHOMY CMEKTPY aHTMONOTUKOB
1 6aktepuodparam, B T.4. kKaHaMAA

2900

14.11.A2,

A26.21.014.003

"TTOCEB Ha MIKPOMIIOPY OTAENAEMOrO yPOr€HUTANbHOTO TpaKkTa KEeHLIWHBI C
onpeaeneHnemM YyBCTBUTENbHOCTU K PacLUMPEHHOMY CNEKTPY aHTMOUOTUKOB,
B T.Y. KaHOWaa

2 000

14.2.A3.9

A26.21.014.007

*TTOCEB Ha MUKPOMIIOPY OTAENSIEMOrO YPOr€HUTalIbHOTO TpakTta MyXYWHbI C
onpeaeneHneM 4yBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTUOMOTUKOB U
6akTepuodparam, B T.4. KaHaMAA

2500

14.2.A1.9

A26.21.014.011

"I'loceB Ha MMKPOMJIopy OTAENAEMOro yporeHUTarnbHOro Tpakra My>X4YnHbl C
onpeaeneHnemM 4yBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUOBUOTUKOB, B
T.4. KaHOnoa

1800

14.2.A4.9

A26.21.014.008

*TTOCEB Ha MUKPOIIOPY OTAENSEMOrO yPOreHNTalIbHOTO TpakTa MyXYWHbI C
onpeaeneHneM YyBCTBUTENbHOCTU K PacLLUMPEHHOMY CMEKTPY aHTUOUOTUKOB
1 6aktepuodparam, B T.4. KaHaMaa

3100

14.2.A2.9

A26.21.014.006

“I'loceB Ha MUKPOMNopy OTAENAEMOro YpOreHUTanbHOro Tpakta My>4nHbl C
onpeeneHnem YyBCTBUTENbHOCTU K PaCLUMPEHHOMY CNEeKTPY aHTMBUOTUKOB,
B T.4. kKaHonaa

2000

14.8.A1.9

A26.01.001.002

*IoceB Ha NMOreHHkIN CTPenTOKOKK (Streptococcus pyogenes) ¢
onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUOMOTMKAM

1500

12.18.A1,

A26.05.021.001

*PHK BWUY | Tuna

4100

12.18.A2,

A26.05.021.005

*PHK BUY | Tna, KoNnn4ecTtBeHHO

16 800

5.0.D09.4C

A09.28.034.003

*CB0o60oAHblE MeTaHedPWHbI 1 HOPMETaHEdPUHbI

3 600

7.3.A8.20

A12.05.110

*TpodobnacTuyeckunii 6eta-1-rmmKkonpoTenH

700

22.6.A2.2

B03.019.001.001

*LinToreHeTnyeckoe nccnegoBaHue KIeTok KOCTHOro moara (metogom FISH)

12 400

23.4.A14

A09.05.221

1,25-gurngpokcuxonekanbumdepon ButammH D3

3 600

23.7.D01

A07.16.006

13C - ypeasHbIn gbixaTenbHbin TecT (H. pylori)
o T ToTTT OB T TG T TS PP T T To

2700

16.0.A26.,

A08.30.017.002

T TOTOTTPVT

XMPYPrUYeCcKnX BMeLIaTeNbCTBaxX U APYrX CPOYHbIX UCCIeA0BaHUSX
(aHanbHas TpeLuMHa, rpbiKEBbIE MELLKU, XXENYHbIN Ny3blpb, CTEHKA PAHEBOrO
KaHara, TKaHb CBUMLLEBOIO X04a W rpaHynsumm, anneHamke, NpuaaToyHbie
nasyxu Hoca, aHeBpu3mMa cocyza, BapUKO3HO PacLUMPEHHbIE BEHbI,
reMoppovganbHble yanbl, MMHAANWHbI, 80eHOWUAbI, 3NYNUAbI, KUCThl ANYHUKA)

3200




6.1.D04 |B03.016.006.003 [2-x cTakaHHas npoba Mo4u 600
4.9.A8.200A09.05.235 25-OH ButamuH D, cymmapHbi (kanbumdepon) 1900
23.4.A16|A09.05.235.003 |25-rnapokcuxonekansundepon sutammd D3 4 800
23.4.A15]|A09.05.235.002 [25-rmapokcuaprokanbumdepon sutammd D2 4 800
16.0.A27] A08.30.046.010 |2 ICTOITOTVIMECROE VCCITEJOBAHNE OVOTICHOTO Mateprara

(aHgOCKOMMYEeCKoro matepumana, cockoboB NonocTM MaTku, COCKOGOB

LlepBUKanbHOro kaHara, TKaHeln XEHCKOW NOSIOBOM CUCTEMbI, KOXW, MSATKUX

TKaHeW, KPOBETBOPHOW N NIMMMONOHON TKaHU, KOCTHO-XPSLLIEBOW TKaHW) 3200
6.1.D5 |B03.016.006.002 [3-x cTakaHHas npoba Mo4u 510
17.71.A1|A09.05.118.513 |Alternaria alternata, anneprokomnoHeHT IgE (ImmunoCAP), m229 rAlt a1 1 400
1.1.A14.2{A27.30.153 AML1-ETO —{(8;21), konuy. 5 800
1.1.A11.2(A27.30.070.002 |BCR-ABL p190 — 1(9;22), kayecT. 4 500
1.1.A12.2(A27.05.017.006 |BCR-ABL p190 — 1(9;22), konuu. 5 800
20.0.A1 |A27.05.017.004 |BCR-ABL p210 t(9;22) kon. (6e3 onpeaeneHus TpaHckpunTa) 5900
20.0.D1 |A27.05.017.005 |BCR-ABLp210 t(9;22), kauy. (b2a2/b3a2), (sknto4aeT onpeaenexHme 4 500
20.0.A3 |A27.30.070.001 |BCR-ABLp230 t(9;22), kon. 10 800
7.6.A2.20 A09.05.205 C-nentug 850
17.17.D1(B03.002.004.054 [lgG4 k nuweBbIM annepreHam (nuiLeeas HenepeHoCMMocCTb - 88

annepreHoB/MUKCTOB) 24 400
8.0.A23.2|B03.027.007.003 |MCA (MyLMHONOOOOHbIN PaKo-aCCOLMNPOBAHHbLIA aHTUTEH) 2 600
1.1.A1.20{A27.30.090.002 |PML-RARA Ttun ber 1-2 — t(15;17), kavecT. 4 500
1.1.A2.20{A27.30.090.004 |PML-RARA Ttun ber 1-2 — t(15;17), konuy. 6 600
1.1.A3.20{A27.30.090.003 |PML-RARA Ttun ber 3 — t(15;17), kayecrT. 4 500
16.1.A17 Second Opinion - KOHCYNbTaLMs FOTOBOroO cry4as (Bce npenapaTbl

nauuneHTta; Unim) 8 400
10.0.D76[{A12.26.002.004 |T-SPOT (uHdumumposanHune M. tuberculosis), (aetu ctapwe 12 net n 15 500
10.0.D75[{A12.26.002.003 | T-SPOT pgetckuit (MHdumumnposanune M. tuberculosis), (aetr go 12 ner) 15 500
10.2.02 [A08.05.019.002 |[T-kneTouHbIn ummyHuTeT K COVID-19, Turpa-TecT (3akntoveHne Bpada KIl[

no unccrieosaTenbCKOMY OTHYETY) 23 400
50.0.H33]|B03.014.007 TORCH-komnnekc, 6a3oBbIi 4 200
50.0.H86,B03.014.006 TORCH-KoMNneKkc, CKPUHUHT 2100
17.60.A14A09.05.118.343 |Abpukoc IgE (ImmunoCAP), 237 1700
17.40.A1(A09.05.118.001 |A6pukoc IgE, F237 900
17.50.A1(A09.05.118.227 |Abpukoc IgG, F237 900
50.0.H77/A26.06.071.003 |ABugHocTb IgG Kk BMpYCY KpacHyxm (BKtoYaeT onpeaeneHne aHTuTen K

BUPYCY KpacHyxu, IgG) 1200
50.0.H75/A26.06.046.002 |AsugHocTb IgG Kk BMpycy npocToro repneca |, [l Tunos (Herpes simplex virus

I, 1) (BkNoYaeT onpegeneHne aHTUTEN K BUpycy npocTtoro repneca |, 1200
50.0.H76/A26.06.029.003 |AsugHocTb IgG k Bupycy OnwTtenHa-bapp (Epstein-Barr virus) (Bkntoyaet

onpegeneHve aHTUTEnN K KancuaHoMy aHTUreHy Bupyca dnuwrtenHa-bapp, 1300
50.0.H78/A26.06.081.003 |ABugHocTb IgG k Tokconnaame (Toxoplasma gondii) (BkntoyaeT

onpegenexHne aHTuTen K Tokconnaswme, 1gG) 1200
50.0.H74|/A26.06.022.003 |AsugHocTb IgG k untomeranosupycy (Cytomegalovirus) (BknovaeT

onpegeneHve aHTuTen K uutomeranosupycy, 1gG) 1500
17.60.A14A09.05.118.347 |ABokano IgE (ImmunoCAP), f96 1700
17.40.A1(A09.05.118.002 [ABsokago IgE, F96 900
17.50.A1(A09.05.118.228 |ABokano IgG, F96 900
22.1.D6.2121.15.014 AnnnoCkpuH. FeHeTnYeckme hakTopbl pUCKa Pa3BUTUS OXUPEHUS* 12 000
7.4.A1.20/A09.05.067 AOPEHOKOPTUKOTPOMHbIN ropmoH (AKTI) 850
17.13.A8(A09.05.118.470 |AsutpomuuuH IgE, C194 900
17.3.A1 [A09.05.118.136 [Akaums (Acacia species) IgE, T19 900
4.1.A1.200A09.05.042 AnaHnHamunHoTpaHcdepasa (AJ1T) 220
50.0.H19/B03.002.004.106 |AnneprokoMnnekc «I miiesas arneprvay IgE (ImmunoCAP) (AVYHBIN DEroK

f1, Monoko f2, Tpecka f3, Muwenwnua f4, Apaxuc 13, Cos f14, dyHayk 17,

KpeseTtka 24, Mepcuk f95) 8 700
50.0.H19/B03.002.004.109 AnneprokomMnnekc «I IporHo3 apPeKTMBHOCTU ACK I byKoLBETHbIE

aepesbs» IgE (ImmunoCAP) (Bepesa anneprokomnoHeHT, 215 rBet v1 PR-

10, bepesa anneprokoMnoHeHT, t221 rBet v2, rBet v4) 5200
50.0.H19/B03.002.004.110 Anneprokomnnekc «ITporHo3 adpdekTnBHoCcTU ACUIT: 3nakoBblie TpaBsbl» IgE

(ImmunoCAP) (TumodeeBka nyrosasi anneprokomnoHeHt, g213 rPhl p1, rPhl

p5b, TuModeeBka nyroeasi, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12) 5 200
500H19' B03002004111 MAJn IUPIUI\UIVIIIJICI\L/ «T IPUI AvS JWWUI\IVIDHUL:IVI AUVIT. UUPHDIU IPGDDI” IUI_

(ImmunoCAP)

(AmBpo3us, anneprokomnoHeHT, w230 nAmb a1, MNMonbiHb,

anneprokoMnoHeHT, w231 nArt v1, lNonbiHb, anneprokoMnoHeHT, w233 nArt

v3, TumodbeeBka nyrosas, annieprokoMnoHeHT, g214 rPhl p7, rPhl p12) 8 400
17.35.D6 Anneprokomnnekc neanatpudeckuit RIDA-screen Ne4, IgE 6 700
17.29.H3(B03.002.004.078 |AnneprokomMmnnekc nepeq BakunHauuven (Opoxoku nekapckue 45, Anuo 245,

TpunTtasa) 6 600
17.35.D7 Anneprokomnnekc nuwiesoin RIDA-screen Ne3, IgE 6 700
17.29.A44B03.002.004.079 [Anneprokomnnekc npegonepaunoHHbin (Tpuntasa, KenatnH koposun c74,

JlaTekc k82, XnoprekcnauH c8) 5400
17.29.H8(B03.002.004.080 AnneprokoMnnexkc npu actMe/puHMUTe B3pocrblie (KoLKa,anuTenumn u

nepxotb, €1, Cobaka, nepxoTtb, €5, Knew, gomaiuHer neinun,d1, Tumodeeska

nyroeasi, 96, bepesa 6opogasyartas, t3, MNonbiHb, W6, Kypuua, nepbsi, €85, 8100
17.29.H7|B03.002.004.113 ATTTTEPrORKOMTTITERT MPW aCTMETPVHNTE AETW (ROWKA,3aNMMTEINNI N TTIEPXOTh, €T,

Cobaka, nepxoTb, €5, Kneww gomawHen neinn,d1, Tumodeeska nyroeas, g6,

Bepesa 6opoaasyaTas, t3, MNonbiHb, W6, Apaxuc, f13, AnyHbin 6enok, f1,

Monoko, f2) 8 500




17.29.H4

B03.002.004.114

ATTTTEPTOKOMTIITERT MPW 9K3EME (ROLKA,3NMNTENTN N TIEPXOTH €1, CO0aKa,
nepxoTb €5,
AnyHbii 6enok 1, Monoko 2, Mwenunua f4, Cos f14, Tpecka f3, Kney

gomatuHen noinv d1, Knewl gomaluHen nbinv d2) 10 800
17.29.H6|B03.002.004.115 |ANNEProKOMNNeKkc npu akaeme-Z (KoLLKa,3NUTennn 1 nepxoTb, €1, Cobaka,

nepxotb, €5, Knewy gomatuHen nbinu,d1, Anynbin xenTtok, f75, AnyHbin

6enok, f1, Monoko, f2, Mwexnua, f4, Cos, f14, Tpecka, f3, Kakao, f93) 8 000
17.35.D5 Anneprokommnekc pecnupatopHbii RIDA-screen Ne2, IgE 6 700
17.35.D8 Anneprokommnekc cmelwanHbii RIDA-screen Ne1, IgE 6 700
17.35.A11B03.002.004.123 [Anneproymn, ALEX2, 300 koMNoHEHTOB (BKMHOYaET onpeaenexHme obuero 43 200
17.29.A44B03.002.004.075 |Anneproyun, ImmunoCAP ISAC, 112 KOMNOHEHTOB 40900
4.2.A1.20/A09.05.011 AnbGYyMUH 280
7.8.A1.20/A09.05.069 AnbaocTepoH 2 600
7.8.D02 [A09.05.069.001 |AnboOCTEPOH-PEHUHOBOE COOTHOLLEHME (BKIOYAET: anbgoCTEPOH, NpsiMoe

onpegeneHne peHnHa, COOTHOLEHME) 2400
4.3.A15.2A09.05.241 Anbda-2 makpornobynmH 900
4.1.A9.20/A09.05.045.001  [Anbdha-ammnasa 220
5.0.A1.40/A09.28.027 Anbda-amunasa moum (guacrtasa) 300
17.36.A4[A09.05.118.482 |Anbda-naktanbbymuH, anneprokomnoHeHT IgE (ImmunoCAP), f76 nBos d4 3100
17.45.A9[A09.05.118.059 |Anbda-naktoansbymuH IgE, F76 900
17.55.A9[A09.05.118.284 |Anbda-nakrtoanbbymuH IgG, F76 900
8.0.A1.20/A09.30.002.001  |Anbda-cdeTtonpoTtemnH (API) 520
4.3.A5.20/A09.05.073 Anbdal-aHTUTPUNCKUH 650
23.2.A11]|A09.01.012.001 |AntoMuHuMI B Bomnocax, cnektpomeTpus (Al) 1400
23.1.A11]|A09.05.266.001 |AntoM1HUIA B KPOBU, cnekTpomeTpus (Al) 1400
23.3.A11]|A09.28.071.001 |AntoMuHUI B MoYe, cnekTpomeTpust (Al) 1400
17.25.A14A09.05.118.453 |Am6po3us Bbicokas IgE (ImmunoCAP), w1 1200
17.4.A25[A09.05.118.154 |AmbGpo3uns obbikHoBeHHast (Ambrosia elatior) IgE, W1 900
17.4.A27[A09.05.118.155 |Am6Gpo3us cmewaHHas (Heterocera spp.) IgE, W209 900
17.39.A1[A09.05.118.508 |AmBpo3us, anneprokomnoHeHT IgE (ImmunoCAP), w230 nAmb a1 3100
4.1.A14.21/A09.05.180 Amunasa naHkpeartmyeckas 310
5.1.A36 |B03.016.025.002 |AMMHOKMCIIOTbI B MoYe (28 nokasaTenemn) 7 700
5.1.A34 AMUWHOKMCNOTHI B MoYe (31 nokasaTtenb) 6 300
17.13.A4[A09.05.118.208 |AmokcuuunnnuH IgE, C204 900
17.13.A3[{A09.05.118.209 |AmnuumnnnuH IgE, C203 900
6.1.A1.40/B03.016.015 AHann3 mo4m no 3MMHMULKOMY 510
6.1.D02.4(|B03.016.014 AHann3 mo4ym no HeunnopeHko 300
17.60.A14A09.05.118.346 |AHaHac IgE (ImmunoCAP), 210 1300
17.40.A1(A09.05.118.003 |AHaHac IgE, F210 900
17.50.A1(A09.05.118.229 |AHaHac lgG, F210 900
7.2.A14.2/A09.05.147 AHOpPOCTEHOMON [NIOKYPOHMA 1700
7.2.A7.200A09.05.146 AHOPOCTEHANOH 900
13.48.D2{A26.21.036.004 |AHgpodoniop 3500
13.48.D1[A26.21.036.003 |AHapodnop ckpuH 2 900
17.76.A1|A09.05.118.474 |Anunzakmga IgE (ImmunoCAP), p4 1200
8.0.A7.20/A09.05.231 AHTUreH CA 15-3 900
8.0.A3.20/A09.05.201 AHTureH CA 19-9 900
11.2.A5.21A26.06.035 AHTUreH HBe Bupyca renatuta B (HbeAg) 650
27.1.A5.4A26.28.010 AHTUreH nernoHennsbl (Legionella pneumophilla) B moye 2 400
8.0.A10.2/A09.05.298 AHTUreH NnockokneTo4Hon kapumnHombl (SCCA) 1 400
8.0.A4.20/A09.05.202 AHTUreH CA 125 750
8.0.A16.2/A09.05.232 AHTUreH CA 242 1600
8.0.A9.20/A09.05.200 AHTUreH CA 72-4 1200
22.1.A14]A12.05.010.001 |AHTUreH cnctembl rmuctocoemectumocTtn HLA B51 3600
22.3.A4.21A27.05.041.001 |AHTUreH cuctemsbl ructocoemectumoctn HLA B27 2 400
22 3.H1.2lA27.05.041.003 [|AHTUreHbl cuctembl rmctocoBmectumoctu HLA Il knacc, reHoTunmpoBaHme

(nokycbl DRB1, DQA1, DQB1) 7 800
22.3.A2.2/A27.05.041.006 [AHTUreHbl cuctembl ructocoBmectumoctn HLA 1l knacc: nokyc DQA1 2 200
22.3.A3.2/A27.05.041.007 [AHTUreHbl cuctembl ructocosmectumoctn HLA |l knacc: nokyc DQB1 2 200
22.3.A1.2/A27.05.041.005 |AHTUreHsbl cuctemMbl rmctocosmectumoct HLA |l knacc: nokyc DRB1 2 200
9.0.A19.2/A12.06.063 AHTUKepaTuHOBbIe aHTUTena (AKA) 2 200
7.2.A13.2/A09.05.225 AHTUMIONNepoB ropmoH (AMIT, AMH, MiS) 1600
9.0.D3.2(]A12.06.037.001 |AHTUHEMUTpOMWUIbHbBIE UUTONNasMaTudeckne aHtutena, 1IgG (ANCA), Combi

6 (k npoTenHase 3, nakTodeppuHy, Mnenonepokcnaase, anacrase,

karencuHy G, 6akTepuumaHoMy 6ernky, NoBbILLALLIEMY NPOHULIGEMOCTb 2100
0.0.D4.20A12.06.010.009 | HTVHYKITEapHBIE aHTHTENd, IMMYHOOITOT

(k NRNP/Sm, Sm, SS-A (SS-A HatusHbIn), SS-B, Scl-70, PM-Scl,

CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-R0-52, dsDNA, Hykneocomam,

rmcToHam, pubocomansHomy 6enky P) 5 200
9.0.A33.2/A12.06.010.008 |AHTUHYKNeapHbI dhakTop Ha KneTo4yHon nuHuu HEp-2 (AH®P) 1 800
9.0.A25.20/A09.05.054.006 |AHTMpeTuKynnHoBbIe aHTuTena IgA, IgG (APA) 1 800
9.0.A8.20/A09.20.012.001 |AHTUCNEpManbHble aHTUTENa 1400
4.3.A10.2A12.06.015 AHTUcTpentonmanH-O (ACJI10) 450
9.0.D11.4A12.06.021.003 |AHTMTena npu napaHeonnacTU4YeCcKnx CMHApoMax, MMMyHobnoT (k Yo-1, Hu,

Ri, CV2, Ma2, amdundunsnHy) 7 800
11.57.A1 AHnTuTena IgA k kopoHaBupycy SARS-CoV-2, 6enok S1 (EUROIMMUN,

epmaHuns) 4100
50.0.H20{A26.06.057.013 |AHTuTena IgG k RBD gomeHy S 1 6enka kopoHasupyca SARS-Cov2 (Abbott,

CLUA, pe3ynbTtaT Ha aHIMMACKOM M PYCCKOM si3blKax), KOmuy. 1400




11.57.A1{A26.06.057.012 |AHTUTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS-Cov2 (Abbott,

CLUA), konuy. 1 000
11.57.A4 AnTuTena IgG k RBD gomeHy S-6enka kopoHaBupyca SARS-CoV-2 (DA,

Poccus), nonykonuy. 950
11.57.A1{A26.06.057.007 |AntuTtena IgG k S-Genky kopoHasupyca SARS-CoV-2 (Bektop-Bect, Poccusi) 950
11.57.A15 AHTuTena IgG k kopoHaBupycy SARS-CoV-2 nocne BakumMHaumm

npenapaTtomM «3AnmBakKopoHa» (PEYH M'HL, BB «BekTtop», Poccus) 1500
11.57.A5|A26.06.057.008 |[AHTUTena IgM k S- n N-6enkam kopoHaBupyca SARS-CoV-2 (MDA, Poccus),

MONYKONNY. 950
11.57.D1 AnTtutena IgM/IgG k Bupycy SARS-CoV-2, UXTA 1900
11.2.A6.2]/A26.06.038 AHTUTena k HBe-aHTureHy Bupyca renatuta B, cymmapHbie (Anti-HBe) 650
11.37.A1]/A26.06.077.002 [AHTuTena k Vi-aHTureHy Booyauntens optowiHoro tuda (Salmonella typhi) 750
11.51.A1[A26.06.005.003 |AHTuTena k AneHosupycy (Adenoviridae), IgA 1050
11.51.A2{A26.06.005.002 |AHTuTena k AneHosupycy (Adenoviridae), 19G 1100
11.51.A3/A26.06.005.001 |AHTuTena k AneHosupycy (Adenoviridae), IgM 1050
9.0.A81.2/A12.06.021.002 [AHTUTENA K aKBANOPWHY -4 4 300
11.41.A1[{A26.06.026.001 |AHTUTena Kk amebe auseHTepuiiHon (Entamoeba histolytica), I9G 1300
9.0.A52.2/A12.06.065.001 |AHTUTENa K aHHekcuHy V knacca IgG 1900
9.0.A53.2/A12.06.065.002 |AHTUTENA K aHHeKcuHy V knacca IgM 1900
9.0.D2.20A12.06.024.003 |AHTWATENa K aHTUTEHaM neYeHn, IMMYHODIIOT (K NMpyBaTaernaporeHasHoOMy

komnnekcy(AMA-M2), mnkpocomam neyvenu n novek (LKM-1), untosonsHomy

aHTureHy Tuna 1 (LC-1), pactBopnMomMy aHTUreHy neyenn (SLA/LP)) 4 800
11.38.A1{A26.06.087 AHTUTENA K aHTUreHam T-numdpoTponHbix BupycoB (HTLV) 1 u 2 Tnunos 1500
2.0.A4.20/A12.05.008 AHTWTENA K aHTUreHaMm 3puTPoLMTOB, CyMMapHble (B T.4. k Rh-cbakTopy,

kpome AT no cucteme ABO) c onpegeneHmem Tutpa 700
17.11.A1[A09.05.118.195 |AHTMTENa K ackapuaam (Ascaris lumbricoides) IgE, P1 900
11.20.A1§A26.06.121.001 |AHTMTENA K ackapmgam (Ascaris lumbricoides), IgG 600
9.0.A82.21A12.06.074 AHTUTENA K aUueTUNXoNnHoBLIM peuentopam (AXP) 8 300
9.0.A20.2/A12.06.024.001 |AHTMTENA K BasanbHon MembpaHe knyooyka (BMK) 2 300
9.0.A28.2/A12.06.030.007 |AHTUTENA K BasanbHo MembpaHe koxun (AMB) 1700
9.0.A77.2/A12.06.051.002 |AHTMUTENA K BeTa-2-rmukonpoTenHy, IgG 1800
9.0.A78.2/A12.06.051.001 |AHTMTENA K BeTa-2-rmukonpoTenHy, IgM 1800
9.0.A18.2/A12.06.051 AHTUTENA K 6EeTa2-rMMKONPOTENHY 1050
11.6.A4.2(A26.06.082.002 |AHTMTENA K BriegHon TpenoHeme (T.pallidum),cym. 600
11.6.A8.2/A26.06.082.010 |AHTMTENa K 6riegHon TpenoHeme (Treponema palidum), IgG 600
11.6.A5.2(A26.06.082.009 |AHTMTENa K BriegHon TpenoHeme (Treponema pallidum), IgM 650
8.0.A81.2/A12.06.026.004 |AHTUTENA K BOKANOBMAHLIM KreTkam kuwedvHuka (BKK) 1900
11.24.A2{A26.06.011.002 |AHTMUTENA K Boppenusm (Borrelia burgdorferi), IgG 900
11.24.A1[A26.06.011.001 |AHTMTEena k 6oppenusm (Borrelia burgdorferi), IgM 1000
11.24.D2{A26.06.011.005 |AHTMUTENA K Boppenusm (Borrelia), IgG (uMMyHO610T) 3400
11.24.D1{A26.06.011.004 |AHTMUTENA K Goppenusm (Borrelia), IgM (nmmyHOG10T) 3400
11.39.A2]/A26.06.012.006 [AHTuTena k 6pyuenne (Brucella ), IgG 750
11.39.A1]/A26.06.012.005 [AHTuTena k 6pyuenne (Brucella), IgA 900
11.49.A2/A26.06.084.003 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgA 1 400
11.49.A3]/A26.06.084.001 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), 1gG 850
11.49.A1]/A26.06.084.002 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM 850
11.3.A2.21A26.06.041.003 [AHTuTena k Bupycy renatuta C, IgM (Anti-HCV IgM) 500
11.4.A2.21A26.06.043.001 [AHTuTena k Bupycy renatuta D, IgM (Anti-HDV IgM) 900
11.4.A1.21A26.06.043.002.00AHTuTena k Bupycy renatuta D, cymmapHbie (Anti-HDV) 750
11.5.A1.21A26.06.044.002 |AHTuTena k Bupycy renatuta E, IgG (Anti-HEV IgG) 900
11.5.A2.21A26.06.044.001 [AHTuTena k Bupycy renatuta E, IgM (Anti-HEV IgM) 1300
11.1.A2.21A26.06.034.002 |AHTuTena k Bupycy renatuta A, IgG (Anti-HAV IgG) 650
11.1.A1.2/A26.06.034.001 [AHTuTena k Bupycy renatuta A, IgM (Anti-HAV IgM) 650
11.3.A3 |A26.06.041 AHTUTena k Bupycy renatuta C, cym. (Anti-HCV) 500
11.8.A8.2/A26.06.047.001 [AHTuTena k Bupycy repneca VI tuna (Human herpes virus VI), 1IgG 900
11.40.A2/A26.06.088.002 [AHTUTENA K BUPYCY KnewleBoro aHuedanuta, IgG 900
11.40.A1]/A26.06.088.001 [AHTUTENa K BUPYCY KnewleBoro aHuedanuta, IgM 950
11.46.A1]/A26.06.019.001 [AHTuTena k Bupycy Kokcaku (Coxsackievirus), IgM 1200
11.12.A2/A26.06.056.001 [AHTUTENa K BUPYCY kopw, IgG 850
11.11.A2]/A26.06.071.001 [AHTUTEna K BUpYcCy KpacHyxu, |IgG 500
11.11.D1]/A26.06.071.004 |AHTUTENA K BUPYCY KpacHyxu, IgG (MMMyHOONOT) 9100
11.11.A1JA26.06.071.002 |AHTUTENA K BUPYCY KpacHyxu, IgM 500
11.8.A4.2|A26.06.045.005 [AHTUTena k Bupycy npocToro repneca | Tuna

(Herpes simplex virus 1), IgM 950
11.8.A5.2/A26.06.045.001 |AHTMTEeNa K BUpPYCy npocToro repneca | Tuna (Herpes simplex virus 1), 1IgG 950
11.8.A9.201 AHTUTENa K BUpycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, 11), 600
11.8.A2.2(A26.06.045.004 |AHTMTeNa K BUpYycy npocToro repneca |, Il Tunoe (Herpes simplex virus |, 11), 600
11.8.D2.2A26.06.046.002.0 AHTUTENa Kk BUpYycy npocTtoro repneca |, Il Tunos (Herpes simplex virus |, 11),

19G (MMMYyHO6110T) 8 500
11.8.A1.2/A26.06.045.003 |AHTuTENa K BUpYcy npocTtoro repneca |, || Tunos (Herpes simplex virus 1, 11), 600
11.8.D1.2A26.06.045.003.0( AHTTEna Kk BUpycy npoctoro repneca |, Il Tunos (Herpes simplex virus I, 11),

IgM (MMMyHOGOT) 9 000
11.8.A7.2/A26.06.045.002 |AHTUTena K Bupycy npocToro repneca Il Tuna

(Herpes simplex virus 11), 19G 900
11.8.A6.2|A26.06.045.006 |AHTUTena K BUpycy npocToro repneca Il Tuna

(Herpes simplex virus 1), IgM 950
11.13.A2{A26.06.112.001 |AHTMTENA K BUPYCY 3NMAEMNYECKOro napoTtuTa, IgG 900
11.13.A1]/A26.06.112.002 [AHTUTENA K BUPYCY aNngemMmnyeckoro napotuta, IgM 900




11.10.D2[/A26.06.028.002 |AHTUTENa K BUpYcy AnwtenHa-bapp (Epstein-Barr virus), IgG (MMMyHO610T) 5700
11.10.D1]/A26.06.028.001 [AHTuTEna Kk BUpYycy AnwtenHa-bapp (Epstein-Barr virus), IgM (uMmyHO6110T) 5700
11.28.A1/A26.06.104.001 |AHTuTena k Bo3byautento andtepun (Corynebacterium diphtheriae) 1500
11.32.A1|A26.06.094.002 |[AHTUTENa k BO3GYauTento ncesaoTybepkynesa (Yersinia

pseudotuberculosis), PIMTA, cym. 750
11.28.A2/A26.06.105 AHTUTena k Bo3byautento ctondHska (Clostridium tetani) 1 400
11.33.D1/A26.06.102 AHTUTENA K BO3OYyaMTENAM KOKntowwa u napakokniowa (Bordetella pertussis,

Bordetella parapertussis), cymmapHble (PTI"A) nonykonu4ecTtBeHHO 1 400
9.0.A23.2/A12.06.025.003 |AHTUTENa K rnagkum mblwiuam (ACMA) 1900
9.0.A14.21A12.06.055.001 [AHTUTENa K rMuaguHy, IgA 1400
9.0.A15.2/A12.06.055.002 [AHTuTena k rmuaguy, lgG 1500
9.0.A49.2/A12.06.020.004 |AHTUTENa K rnyTamartaekapbokcunase (GAD) 2 300
9.0.A84.2/A12.06.064 AHTuTena k rnyramatHomy peuentopy NMDA-Tuna 6 300
11.47.A2{A26.06.006.004 |AHTuTena Kk rpnbam (Aspergillus fumigatus), IgG 900
9.0.A1.20/A12.06.010.007 |AHTuTena k asycnupansHon [JHK (HatnsHon, a-dsDNA) 900
9.0.A83.2/A12.06.055.004 |AHTUTENA K AIe3aMMHMPOBaHHbLIM NenTuaam anbda-rnaavHa IgG (AAIN) 1700
8.0.A82.2/A12.06.055.003 |AHTUTENA K Ie3aMMHMPOBaHHbLIM NenTyuaam anbda-rnvaavHa IgA (AAIN) 1600
9.0.A27.2/A12.06.030.006 [AHTMTENA K AECMOCOMAaM KOXM 3100
9.0.A30.2/A12.06.026.002 |AHTUTENA K Apoxkam Saccharomyces cerevisiae (ASCA), IgA 1900
9.0.A31.2/A12.06.026.003 |AHTUTENa K Apoxkam Saccharomyces cerevisiae (ASCA), IgG 1900
11.32.D1{A26.06.093.001 |AHTuTena Kk nepcununsam (Yersinia enterocolitica), IgA; I1gG 1 400
9.0.A10.2/A12.06.039 AHTUTENAa K UHCYnuHy (IAA) 1200
11.21.A1{A26.06.006.002 |AHTUTena k kaHamae (Candida albicans), IgA 900
11.21.A2[A26.06.006.003 |AHTuTena k kaHamae (Candida albicans), IgG 900
11.21.A3[A26.06.006.001 |AHTuTena k kaHamae (Candida albicans), IgM 1300
11.10.A2|A26.06.029.002 [AHTUTena k kancmgHOMy aHTUreHy Bupyca dnwrtenHa-bapp (Epstein-Barr

virus VCA), IgG 750
11.10.A1/A26.06.029.001 [AHTMTena k kancugHoMy aHTUreHy Bupyca dnwTtenHa-bapp (Epstein-Barr

virus VCA), IgM 750
9.0.A46.2/A12.06.029 AHTUTENA K KapAMONUNuHY (CyMmapHbIe) 1200
9.2.A3 |A12.06.029.003 [AHTUTENa K KapauonunuHy, IgA 1900
9.0.A75.2/A12.06.029.001 |AHTUTENA K KapavonunuHy, lgG 1800
9.0.A76.2/A12.06.029.002 [AHTMTENA K KapauonunuHy, lgM 1900
9.0.A22.21A12.06.030.008 |AHTUTENA K KneTkam cocyancToro aHgotenunsa (HUVEC) 2 600
11.20.A1]A26.06.120.001 |AHTuTena k knoHopxam (Clonorchis sinensis), 1IgG 700
11.33.A2[{A26.06.103.002 |AHTMUTENA K KOKIIOLUHOMY TOKCUHY, 19G 950
11.33.A1/A26.06.103.001 [AHTMTENA K KOKMIOLUHOMY TOKCUHY, IgA 1200
11.57.A13 AHTUTEna K KopoHaBupycy SARS-Cov2, 6enok S, IgM (Abbott, CLLA) 950
11.57.A10 AHTUTENa K kopoHaBupycy SARS-Cov2, HykneokancmaHbin 6enok, 1gG

(Abbott, CLLA) 950
11.25.A1{A26.06.051.001 |AHTuTena k nernodennam (Legionella pneumophila), cymmapHbie 1 400
11.30.A1{A26.06.053.001 |AHTMTena K nenwmanum (Leishmania infantum), cymmapHsie 1300
11.22.A2{A26.06.032.002 |AHTuTena Kk nambnuam (Lamblia intestinalis), IgM 600
11.22.A1[{A26.06.032.001 |AHTuTena Kk namonuam (Lamblia intestinalis), cymmapHble 600
11.34.A1/A26.06.109 AHTUTENa K MeHUHrokokky (Neisseria meningitidis) 1700
8.0.A84.21A12.06.021 AHTUTENA K MUENVNHY 2 400
11.23.A1/A26.06.094.001 [AHTUTena k mukobakTepusim Tybepkynesa (Mycobacterium tuberculosis),

CYyMMapHbie 950
11.16.A3/A26.06.057.005 |[AHTuTena k mukonnasme (Mycoplasma hominis), IgG 600
11.16.A1[A26.06.057.004 |AHTuTena Kk mukonnasme (Mycoplasma hominis), IgA 600
11.16.A5/A26.06.057.003 [AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgG 650
11.16.A6/A26.06.057.001 [AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgM 650
11.16.A4[/A26.06.057.002 [AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgA 850
7.1.A7.20/A12.06.045 AHTUTENA K MMKpPOCcOMarbHoW Tupeonepokcuaase (AHTK-TMO) 600
9.0.A5.20/A12.06.036.001 |AHTUTENA K MUKPOCOMarnbHOW hpakumnn neyexHn un nodvek (anti-LKM) 1700
9.0.A29.21A12.06.023 AHTUTENa K Mmuokapay (Mio) 1500
9.0.A4.20/A12.06.035 AHTUTENA K MUTOXOHAPUAM 1 900
9.0.A2.20/A12.06.010.001 [AHTuTena k ogHocnupanbHon OHK (a-ssDNA) 950
11.20.A1]/A26.06.062.001 |AHTuTena k onnctopxam (Opisthorchis felineus), 19G 600
11.20.A1(A26.06.062.002 |AHTuTena k onnctopxam (Opisthorchis felineus), IgM 1050
9.0.A9.20/A12.06.020.002 [AHTMTENA K OCcTPOBKOBLIM KneTkam (ICA) 1700
11.26.A1/A26.06.063.001 |AHTuTENna K napBoBupycy (Parvovirus) B19, IgG 1400
11.26.A2/A26.06.063.002 [AHTuTeEnNna Kk napBoBupycy (Parvovirus) B19, IgM 1400
9.0.A56.2A12.06.026 AHTUTENA K napueTtanbHbiM knetkam xenyaka (AIMKK) 2 100
11.20.A8/A26.06.125.001 [AHTMTENA K NeYeHOYHbIM cocanblumkam (Fasciola hepatica), 1gG 1200
11.2.A2.21A26.06.040.002 |AHTMUTENA K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBs) 650
11.10.A8]A26.06.030 AHTUTENA K paHHeMy aHTuUreHy Bupyca dnwtenHa-bapp (Epstein-Barr virus

EA), oG 900
9.0.A13.2A12.06.046 AHTUTENA K peLenTopam TMpeoTponHoro ropmoHa (AT pTTI) 2 000
9.0.A21.2/A09.05.075.003 [AHTuTena k C1g dakTopy KoMNiemeHTa 1900
11.36.A1/A26.06.077.001 |AHTuTEna K canbMoHennam (Salmonella) A, B, C1,C2,D, E 900
9.0.A80.2/A12.06.025 AHTUTENA K CKeNneTHbIM Mblwam (ACM) 1900
9.0.A32.2/A12.06.033.001 |AHTMTENA K CTEPOUA-NPOAYLIMPYIOLMM KeTkam HagnodyeyvHuka (ACTIK) 1900
9.0.A50.2/A12.06.033.002 |AHTMTENA K CTEPOUA-NPOAYLMPYIOWMM KneTkam sindHuka (ACKI-Ovary) 1900
7.1.A6.20/A12.06.017 AHTUTENAa K TUpeornobynuHy (AHTK-TI) 650
9.0.A16.2/A12.06.056.001 |AHTUTENA K TKAHEBOW TpaHCrnyTammHase, IgA 1400
9.0.A17.2/A12.06.056.002 |AHTUTENA K TKAHEBOW TpaHcrinyTammHase, 1gG 1400
11.20.A3[/A26.06.080.001 |AHTMTENa K Tokcokapam (Toxocara canis), 1IgG 600




11.19.A4]/A26.06.081.004 |[AHTuTena k Tokconnasme (Toxoplasma gondii), IgA 600
11.19.A2]/A26.06.081.001 [AHTuTena k Tokconnasme (Toxoplasma gondii), IgG 600
11.19.A1]/A26.06.081.002 [AHTuTena k Tokconnasme (Toxoplasma gondii), IgM 600
11.20.A4/A26.06.079.001 [AHTuTena k TpuxmuHennam (Trichinella spiralis), 1gG 600
11.18.A1J/A26.06.015.001 |AHTuTena k TpuxomoHage (Trichomonas vaginalis), 19G. 600
9.0.A42.2/A12.06.013 AHTUTENna Kk TpombounTam, knacca lgG 2 800
11.20.A6/A26.06.123.001 [AHTUTena K yrpuuam kuwedHbiMm (Strongyloides stercoralis), IgG 1700
11.17.A3]/A26.20.005.002 |AHTuTena k ypeannasme (Ureaplasma urealyticum), 1gG 600
11.17.A1/A26.20.005.001 |AHTuTena k ypeannasme (Ureaplasma urealyticum), IgA 600
9.0.A54.2/A12.06.013.001 |AHTUTENa K dhochaTnamncepuHy-npoTpoMouHy, cymmapssle (IgM, G) 2100
9.0.D1.2(JA12.06.030.001 |AHTUTena Kk dpoccponunuaam (kapamonunuHy, pochaTuanncepuHy,

docdhaTnaunuHosnTony, dpocdatmannoson KUCnoTe), CyMMapHble 1200
11.14.A2{A26.06.033.001 |AHTuTena Kk xenukobaktepy (Helicobacter pylori), IgA 1000
11.14.A1{A26.06.033.002 |AHTUTena Kk xenukobakTtepy (Helicobacter pylori), IgG 600
11.14.A3{A26.06.033.003 |AHTUTeNa Kk XenukobakTtepy (Helicobacter pylori), IgM 950
11.15.A1[{A26.06.018.001 |AHTuTena Kk xnamuamun (Chlamydia trachomatis), IgA 600
11.15.A3[/A26.06.018.003 |AHTuTena Kk xnamuaun (Chlamydia trachomatis), IgG 600
11.15.A2{A26.06.018.002 |AHTMTena k xnamuamm (Chlamydia trachomatis), IgM 600
11.15.A6{A26.06.016.003 |AHTuTena Kk xnamuaodune (Chlamydophila pneumoniae), IgG 650
11.15.A5[/A26.06.016.001 |AHTuTena Kk xnamuaodune (Chlamydophila pneumoniae), IgM 650
11.15.A4{A26.06.016.002 |AHTuTena k xnammaodune (Chlamydophila pneumoniae), IgA 1000
9.0.A11.2/A12.06.052 AHTUTENA K UMKNuyeckoMy UmntpynnmHosomy nentuay (ACCP, anti-CCP) 2 000
11.20.A7{A26.06.122.001 |AHTMUTENa K UMCTMLIEPKAM CBUHOro LienHs (Taenia solium), 1gG 1500
11.9.A6.221.06.009 AHTUTENna Kk uutomeranosupycy (Cytomegalovirus), IgA 1100
11.9.A2.2(A26.06.022.001 |AHTuTena k untomeranosmpycy (Cytomegalovirus), IgG 600
11.9.D2.24A26.06.022.005 |AHTUTEna Kk umtomeranosupycy (Cytomegalovirus), IgG (uMMyHo6noT) 9 000
11.9.A1.2(A26.06.022.002 [AHTMTENa Kk uutomeranosupycy (Cytomegalovirus), IgM 600
9.0.A26.2/A12.06.062 AHTUTENA K UMTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 2100
11.35.D1{A26.06.097.001 |AHTuTena K wurennam (Shigella flexneri I-V, Shigella sonnei) 1300
11.20.A5/A26.06.124.001 |AHTMTena k Wwumctocomam (Schistosoma mansoni), IgG 1400
9.0.A34.2/A12.06.061 AHTUTENAa K 3KcTparupyemomy HykneapHomy AlC (QHA/ENA-ckpuH) 1500
9.0.A24.2/A12.06.066.001 |AHTUTENa K aHOoMu3nto, IgA (ASA) 1900
11.20.A2{A26.06.024 AHTUTENa K axnHokokkaM (Echinococcus granulosus), IgG 600
11.2.A4.2(A26.06.039.001 |AHTMTENa K siAepHOMY (cor) aHTureHy Bupyca renatuta B, IgM (Anti-HBcor 650
11.2.A3.2/A26.06.039 AHTUTENa K sigepHoMy (cor) aHTureHy Bupyca renatuta B, cymmapHbie (Anti-

HBcor) 650
11.10.A7]A26.06.031 AHTUTENa K sAepHOMY aHTUreHy Bupyca dnwternHa-bapp (Epstein-Barr virus

EBNA), IgG 750
9.0.A3.20/A12.06.061.001 |AHTUTENA K siaepHbiM aHTureHam (ANA) 750
9.0.A7.20A12.06.030.003 |AHTuTena knacca IgG k pocchonunmaam (kapavonunuHy,

docdaTnauncepuHy, docdhaTnannnmHosnTony, docdartmannoson kucnoTe) 1200
9.0.A6.200A12.06.030.002 |AHTuTena knacca IgM k phocconunuaam (kapanonunuHy,

docdhaTnauncepuHy, dochaTnannnHosnTony, dgocdatuannoson KucnoTe) 1050
2.0.D1.20A12.05.005 AHTuTENna no cucteme ABO 1900
9.0.D9.2(|A12.06.025.001 |AHTUTEna npu nonmmmosnte, tmmyHobnot (Mi-2, Ku, Pm-Scl100, Pm-Scl75,

SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 5700
9.1.D5 |A12.06.025.004 |AHTUTENA NPU CUCTEMHOW CKNepoaepMmm, UMMYHOGIOT 4 800
3.0.A4.200A09.05.047 AHTUTPOMOWUH Il 500
50.0.H121B03.040.003 AHTUdOochonunuaHbii cuHapom (ADC) 2900
17.60.A1]A09.05.118.336 |AnenbcuH IgE (ImmunoCAP), £33 1300
17.40.A1(A09.05.118.004 |AnenbcuH IgE, F33 900
17.50.A1(A09.05.118.230 |AnenbcuH IgG, F33 900
4.5.A6.200A09.05.250 AnonunonpoTtenH A1 750
4.5.A7.200A09.05.251 AnonunonpoTteuH B 600
17.63.A1§A09.05.118.373 |Apaxuc IgE (ImmunoCAP), f13 1200
17.43.A5¢A09.05.118.048 [Apaxwuc IgE, F13 900
17.53.A5¢A09.05.118.273 |Apaxuc lgG, F13 900
17.36.A8[A09.05.118.492 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f352 rAra h8 3100
17.36.A9|A09.05.118.489 [Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), {422 rAra h1 3100
17.36.A1(A09.05.118.490 |[Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra h2 3100
17.36.A1]A09.05.118.491 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra h3 3100
17.36.A1]A09.05.118.493 |Apaxuc, anneprokomMnoHeHT IgE (ImmunoCAP), f427 rAra h9 3100
17.60.A14A09.05.118.349 |Ap6by3 IgE (ImmunoCAP), 329 1 200
17.76.A2|A09.05.118.475 [Ackapuaa IgE (ImmunoCAP), p1 1 200
4.1.A2.200A09.05.041 AcnapTtatamuHoTpaHcdepasa (ACT) 220
7.3.A1.20/A09.05.161 AccounnpoBaHHbIN ¢ 6epeMeHHoCTb0 NpoTenH A (PAPP-A) 1 000
3.0.A3.20{A12.05.039 AYTB 310
17.61.A14¢A09.05.118.359 [BaknaxaH IgE (ImmunoCAP), 262 1700
17.41.A6{A09.05.118.024 [BbaknaxaH IgE, F262 900
17.51.A6{A09.05.118.249 |baknaxaH IgG, F262 900
17.60.A14¢A09.05.118.342 [BaHaH IgE (ImmunoCAP), f92 1 300
17.40.A1(A09.05.118.005 |baHaH IgE, F92 900
17.50.A1(A09.05.118.231 |baHaH IgG, F92 900
17.64.A14A09.05.118.380 |bapaHuHa IgE (ImmunoCAP), 88 1 300
17.44.A3]1A09.05.118.054 |bapaHuHa IgE, F88 900
17.54.A3]1A09.05.118.279 |BbapaHuHa IgG, F88 900
4.2.D1.20A09.05.014.003 |BenkoBble dpakumu (BKNOYaET onpeaenexHune obuiero 6enka n ansbymmnHa) 420
8.0.A13.2/A09.05.219 Bernok S-100 4 000




17.48.A3]|A09.05.118.099 [Benok aun4Hbin IgE, F1 900
17.58.A3[A09.05.118.323 |Benok anyHbin 1gG, F1 900
17.3.A4 |A09.05.118.137 |Bepesa (Betula alba) IgE, T3 900
17.24.A3]A09.05.118.444 |Bepesa 6opogasyartas IgE (ImmunoCAP), t3 1200
17.38.A1|A09.05.118.505 |Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), 1215 rBet v1 PR-10 3100
17.38.A2|A09.05.118.506 |Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), 221 rBet v2, rBet v4 3100
5.0.A14.4A09.28.003.004 |BeTta-2-M1KpornooynuH mMo4u 1100
17.45.A1(A09.05.118.060 |Beta-nakrornobynvH IgE, F77 900
17.55.A1(A09.05.118.285 [Beta-nakrornobynvH IgG, F77 900
17.36.A5[A09.05.118.483 |Beta-nakrornobynuH, anneprokomnoHeHT IgE (ImmunoCAP), f77 nBos d5 1 400
8.0.A8.20/A09.05.245 BeTta2-MnkpornooynuH 1500
4.6.D01.20A09.05.022 BunnpybuH Henpsimoli (BKMNoYaeT onpeaeneHne obLiero u NnpsiMoro 350
4.6.A1.200A09.05.021 BunnpybuH obumn 220
4.6.A2.20/A09.05.022.001  [Bunupy6uH npsamoi 220
16.0.A3.1/A08.21.001 Buoncusa npeacrtatensHom xenesbl MynbTUdOKaneHasi (rMcTonormyeckoe

nccrnegoBaHue matepuvana) 12 300
50.0.H87|B03.016.004.010 [BroxumMmn4ecknin aHanmsa Kposu 3600
50.0.H4.§B03.016.004.009 |BMOXMMMYECKUA aHanNM3 KpoBM, 6a30BbIN 1 400
26.3.D2 |B03.032.002.004 |PVIOXVIMAYECKAN CRPAVHT T TPUMECTPa OEPEMERHOCTI ATTST TTPOT PaMMET

ASTRAIA (6e3 pacyeTa puckos natonoruu nnoga) (8 Hegensb - 13 Heaenb 6

OH.):

AccounnpoBaHHbI ¢ 6epeMeHHocTbo npoTenH A (PAPP-A), CeoboaHas 2 900
50.0.H15({B03.016.004.007 |Bbnoxumnyeckoe uccnegosanue ana CteatoCkpuH (BkoyaeT rpadmyeckin

dhann) 9100
50.0.H16]B03.016.004.006 |Buoxumuyeckoe nccnegosaHve ans dPmbpoTecT (BkNoYaeT rpadmyeckuin 13 200
6.2.D7.1(/B03.016.010.001 |Buoxummyeckoe nccnegoaHne MeTabonMYeckon akTUBHOCTU KALLEYHON

MnKpodbnopsbl 2 600
6.4.A1.90/A09.07.007.003 |Buoxnummyeckoe nccrnegoBaHune cnoHbl (MUMKPOBUOLIEHO3 NOMOCTY pTa) 2 400
6.3.016.1]A09.21.008.001 |Buoxumuyeckoe muccrnegosanue agkynsTa (Lintpat, Ppykrosa, LIMHK) 2 500
17.42.A44A09.05.118.041 |Bobbl coesble IgE, F14 900
17.52.A4{A09.05.118.266 |BobbI coeBble IgG, F14 900
23.2.A10|A09.01.011.001 |Bop B Bonocax, cnekrpomeTpus (B) 1 400
23.1.A10|A09.05.265.001 |Bop B kpoBu, cnekTpomeTpus (B) 1 400
23.3.A10|A09.28.070.001 |Bop B Moye, cnektpomeTpus (B) 1 400
17.61.A14A09.05.118.364 |Bpokkonu IgE (ImmunoCAP), 260 1700
17.3.A5 [A09.05.118.138 [byk (Fagus grandifolia) IgE, T5 900
17.4.A2 [A09.05.118.156 [BbyxapHuk wepctmcThin (Holcus lanatus) IgE, G13 900
17.37.A2(A09.05.118.485 |Bbluni CbIBOPOTOYHBIN anbbyMuH, anneprokoMnoHeHT IgE (ImmunoCAP),

€204 nBos d6 (BSA) 3100
10.0.D73[{A12.30.012.017 |B1-knetkn CD5/CD19 (BkntoYaeT aHanm3 KpoBU C NENKOLIMTapHOWN 2 300
18.2.A6.2(A09.05.035.002 |Banbnpoesas kucnota (U ee Nnpon3BoAdHbIe), KONMMYECTBEHHO 3100
17.67.A14{A09.05.118.405 |Banunb IgE (ImmunoCAP), 234 1200
17.47.A8{A09.05.118.081 |Banunb IgE, F234 900
17.57.A8({A09.05.118.305 |Banunb IgG, F234 900
17.60.A14A09.05.118.344 |BuHorpag IgE (ImmunoCAP), 259 1200
17.40.A1(A09.05.118.006 |BuHorpag IgE, F259 900
17.50.A1(A09.05.118.232 |BuHorpapg IgG, F259 900
13.30.D4{A26.05.035.001.0(Bupycsl rpynnsl reprieca (EBV, CMV, HHV6) 1300
4.9.A4.20/A12.06.060.003 |ButamunH B6 (nMpugokcanb-5-cocdar) 2 600
4.9.A9.20/A12.06.060.005 [ButamuH E (anbda-Tokodeporn) B KpoBu 2 600
4.9.A1.20A12.06.060.002 [ButamuH A (petuHon) 2 600
4.9.A2.20A12.06.060.009 [ButamuH B1 (Tnamun-nupodpocdar) 2 600
4.9.A6.200A12.06.060 ButamuH B12 (unaHkobanamuH) 950
4.8.A6 |A12.06.060.015 [ButamuH B12, akTMBHbIN (xonoTpaHckobanammuH) 2 800
4.9.A13 |A12.06.060.010 [ButamuH B2 (pnbocnasuH) 2 600
4.9.A12 |A12.06.060.011 [ButamuH B3 (HnaumH) 2 600
4.9.A3.200A12.06.060.012 |ButamuH B5 (naHTOTEHOBAs Kncnorta) 2 600
4.9.A5.200A09.05.080 ButamuH B9 (dbonmeBas kucnorta) 900
4.9.A10.2A12.06.060.006 |ButamuH K (doMnnoxmHoH) 2 800
4.9.A7.201A12.06.060.004 [ButamuH C (ackopGurHoBas kucnora) 2 600
11.7.A1.21/A26.06.049.001 [BWY (aHTMTENA U aHTUrEHbI) 440
17.60.A1¢A09.05.118.351  [BuwHs IgE (ImmunoCAP), 242 1700
17.40.A1(A09.05.118.007 [BuwwiHg IgE, F242 900
17.50.A1(A09.05.118.233  |BuwHs 1gG, F242 900
4.9.H2.90A12.06.060.013 |BoaopactBopumble BUTaMuHbl (B1, B5, B6, B9, B12, C) 10 200
23.11.D2|A07.16.006.003 |BOOOPOOHO-METaHOBbIV [AbIXaTelbHbIV TECT C 1aKTyno3on (CVIBP, CMHAPOM

n36bITOYHOro 6aKkTEPUanbHOrO PoCTa B TOHKOM KULLIKE), BKIHOYaeT

pacxodHbIi MmaTepuan 2 800
3.0.A5.200A12.06.030.005 |Bon4yaHOYHbIN aHTUKOArynsHT (CKPUHWHT) 1100
13.23.D5/A26.21.008.001.01 B!l 14-TecT (ROCHE COBAS4800) BbICOKOTO KaHLIEPOreHHOro pucka (16-68

TmnoB: 16, 18 ¢ onpeaeneHnem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,

66, 68 6e3 onpeaenexHus Tuna) 3000
22.1.019|A27.30.123 Bbibepu crnopT. CKOPOCTb, CUMa, BLIHOCNIMBOCTL (BEHO3HAsA KPOBb;

reHeTnyeckas npeapacnofnioXXeHHOCTb K 3aHATUAM PasnMyHbIMU Bugamm

CropTa; 3aKyYeHne Bpada - 1TabopaTopHOro reHeTuka no 12 800
18.1.D02.11A09.01.007.002 |BbicokocneumdunyHoe BbISIBIIEHWE B BONIOCAX HAPKOTUYECKMX U

NCUX0AKTUBHbIX BELLECTB C UX TOMHOWN UaeHTudunkaumen 17 800




18.1.D3.4

A09.28.055.001.0(¢

DDICURUUI IUI4VI\+}VI‘1FIUU BDIADJITHVIT B VIUHT ﬂclpl\UI VIMCURVIA BCLUTUITDB
(kaHHabuoungos, kokavHa, MOMA (3kcTasu), MeTagoHa, MeTaMdeTaMuHa,
onMaToB), NCUX0aKTUBHBIX BeLlecTs (amdeTammHoB, 6apbutypaTtos,
6eH3041a3ennHOB, TPULIMKIMYECKUX aHTMOENPECCAHTOB) 1 MapKepoB

BpeaHbIX MPUBbIYEK (HUKOTMHA U ankorosns) ¢ UxX TOMHOW naeHTudukaumemn 5500
22.4.D1.2/A27.05.022.001 [BbigBneHvne mukpoaeneuui B haktope asoocnepmuun AZF (nokycel A, B, C) 6 400
17.3.A6 [A09.05.118.139 |Bsas (Ulmus spp) IgE, T8 900
4.1.A5.200A09.05.044 Famma-rnytamuntpaHcdepasa (I'T) 280
4.3.A3.20/A09.05.079 [anTornobuH 750
7.7.A1.20/A09.05.057 [facTpuH 1 050
50.0.H84/B03.004.001.003 [[racTpokommnnekc 4100
23.10.D1|/B03.004.001.001 |FactpollaHensb (FacTpuH-17 6a3oBbii: MencuHoreH I, MencuHoreH I,

AHTUTENa K Xenukobakrepy, 1gG) 6 200
50.0.H88]|B03.005.013.003 |'emaTonorMyeckuin (amarHoctmka aHeMumin) 4 000
50.0.H111A27.05.010.002 |V eMOXpoMaTo3, onpedenenne MyTaLum

(HFE: 187C>G (rs1799945)

HFE: 845G>A (rs1800562) 3100
22.1.D24|A27.05.034.001 |'eHeTu4ecKkas AMarHOCTUKA CMHaNbHOM MblwevHor aTpocdumm (SMN1, 6 200
22.1.A14]A27.30.117 I'eHeTUyeckasi npeapacnonoXeHHOCTb K ankoronuamMy (BeHo3Hasi KpoBb;

3aK/Il04YeHME Bpaya - 1abopaToOpHOro reHeTMKa No UccregoBaTeNnbCKOMY 9 600
22.1.D020|A27.05.002.001 [T €eHETUYECKasA NPeaPACNONOXEHHOCTb K DONe3HW AnbLrenmepa (BeHo3Hasi

kpoBb; APOE E2/E3/E4; 3aknioyeHve Bpaya - nabopaTtopHOro reHeTuka no

mccnenoBaTenbCKOMY OTYETY) 6 900
22.1.D15)A27.30.116 [eHeTMYeckas NpeapacnonoXeHHOCTb K rMnepToHmu, 9 nokasatenen*™ 4 300
22.2.D1.2/A27.05.045.001 |leHeTuyeckn obycnosneHHasa YyBCTBUTENbHOCTb K BapdapuHy (VKORC1,

CYP2C9, CYP4F2 - 4 To4kn) 4 600
22.1.D4.2A27.05.003.001 |leHeTuyeckune gedextbl hepmeHToB ponaTtHoro umkna (MTHFR, MTR,

MTRR - 4 To4kmn)* 2 200
22.1.D02.2121.15.005 ['eHeTnyeckme hakTopbl pa3BUTUS CUHOAPOMA MOMMKUCTO3HbIX ANYHMKOB, 4

nokasatens 9 000
22.1.D3.2A27.05.002.002 |'eHeTuyeckui puck HapyLweHu cuctemMbl ceepToiBaHus (F2, F5, F7, FGB,

F13A1, SERPINE1, ITGA2, ITGBS3 - 8 Toyek)* 4 500
22.1.D5.2A27.20.001.006 |'eHeTu4eckuni puck ocnoxHeHun bepemeHHOCTU 1 naTonornu nnoga, 12

nokasartenemn* 5 700
22.1.D13|A27.05.040 ['eHeTnyYeckMn puck pa3BuTns paka MOMOYHOW Xenesbl U paka ASUYHUKOB

(BRCA1, BRCAZ2 - 8 nokasartenei)* 4 500
22.1.A1.2|B03.032.003.001 |'eHeTMYeCcKUI TECT Ha NaKTO3HY HenepeHocumocTb: MCM6: -13910 T>C * 1500
22.1.0111B03.019.011 ["eHognarHocTnka 6onesHn BunbcoHa-KoHoBanoea (aHanu3 myTtauui reHa

ATP7B) 13 400
22.1.D30|A27.30.113 ["eHogmarHocTnka 6onesHn 'eHTUHrToHa (oueHka Ymcna CAG-noBTOpoB B

reHe HTT) 5900
22.1.D25|A27.05.024.004 |'eHogmarHoCcTuka BpOXOEHHOW rmnepnnasnmn HagnoyYeyHnKoB

(nccneposanune 15 mytauun B reHe CYP21A2 ¢ y4eTOM U3MEHEHMS B 14 300
22.1.D27|A27.05.009.001 |leHogmarHocTuka natonorum nedeHun (oueHka mytaumm B reHax: HFE,

ATP7B, PizZ/S A1AT n PNPLA3) 12 200
13.30.D1{A26.08.038.001.0( "'eHoTUNMpoBaHne Bupyca rpunna (A/B) 1200
4.8.A7 |A09.05.007.002 |l'encuanH-25 5200
7.2.A6.20/A09.05.139 "'napokcunporectepoH (17-OH-nporectepoH) 600
16.1.A25[{A08.30.046.017 |l'McTonorMyeckoe nccrneaosaHne broncuiiHoro matepmana (1 KoHTelHep) 4 400
16.1.A52 | A08.20.009.003 | NCTOMNOTMYECKOE NCCEAOBaHNE BUOMNCUIAHOTO, NYHKLMOHHOTO Marepuana v

cockoboB + [inarHoctuka Metogom nmmyHornctoxmmumn (UFX) npun pake

MonoYHown xenesbl - 4 peakumn (ER, PR, Ki-67, HER2), Unim 23 700
16.1.A5 |[A08.20.003.005 [l ncTonornyeckoe uccnenoBaHne Mmatepuana PLB (pa3gensHoe

OMarHocTnyeckoe BbiCKabnmBaHue: NoocTb MaTku, LiepBrKanbHbIA KaHan, 2

KOHTEelHepa) 6 400
16.1.A50[A08.01.001.003 [ImcTonornyeckoe uccnegoBaHne onepaumMoHHOro matepuana knacca UN-2

(KOXKHblE 1 NOAKOXHbIE HOBOOOpasoBaHus), Unim 7 500
16.0.A24/A08.30.001 ['McTonormyeckoe nccnegoBaHne niaueHThbl 14 500
16.1.A45[A08.16.002.004 |McTonoruyeckoe uccnegoBaHue nocne MynbTudokansHoOn duoncum mn

Xenyaka c oueHkon no knaccudumkauum OLGA/OLGIM+H.pylori (Unim) 13 600
16.0.A21]A08.20.009 ['mcTonormyeckoe nccrneagoBaHne NyHKLMOHHOIO MaTepuana Mono4YHou 7 500
16.0.A23]A08.14.001 ['McTonormyeckoe nccneagoBaHne NyHKLUMOHHOIO MaTepuana ne4yeHm 5500
16.0.A22]A08.28.005 ['mcrtonormyeckoe nccrneagoBaHne NyHKLMOHHOIO MaTepuana noyek 5500
16.0.A20]A08.22.003 ['McTonormyeckoe nccneagoBaHne NyHKLMOHHOIO MaTepuana LWnToBUaHOW 5500
16.1.A49|A08.20.002.001 |V UCTONOTMYECKOE NCCEA0BaHe Cockoba LiepBIUKanbHOro KaHana +

rMCTONOrMYeckoe uccrnefoBaHe cockoba sHAOMETPUS/ rMCTONornyeckoe

nccnegosaHne duoncuu wenkn matkm (Unim) 7 500
16.0.A8.1]A08.20.003.003 ['McTonormyeckoe uccrnegoBaHne aHgomeTpus (B T.4. nannenb-noncus) 3300
16.0.A2.1]A08.30.046.009 ['McTonormyeckoe uccrnegoBaHne aHgoMmeTpus (B T.4. nannenb-noncus) 2 500
16.1.A40|A08.30.046.013 [IvcTonornyeckoe nccnegoBaHme sHOOCKONUYECKOrO MaTepurana (nonun

6onee 2 cm; Unim) 6 200
16.1.A4 |A08.16.002.001 [IvcTonornyeckoe nccnegoBaHme sHOOCKONMUMYECKOrO MaTepurana xenyaka

(OLGA, 3 KoHTenHepa: Teno, yron, aHTpanbHbI OTAen Xenyaka) 4 800
16.0.A1.1/A08.30.017.001 |'mcTonornyeckoe nccnegoBaHne aHAOCKONUYECKOro MaTtepuana xenyaka ¢

BbisiBNeHnem Helicobacter pylori 2 900
16.0.A7.1]A08.16.002.003 |['mcTonornyeckoe nccnegoBaHne aHAOCKONUYECKOro MaTtepuana xenyaka ¢

BbisiBNeHnem Helicobacter pylori 3600
16.1.A6 |A08.17.001 T MCTONOrMYecKoe NccrefoBaHne aHAOCKONNYECKOro MaTepnana KAWeYHnKa

npu BocnanuTenbHbIX 3ab0neBaHusix (MecTHMYHas BMoNcus, HECKOMbKO

KOHTENHEPOB) 6 900




16.1.A43|A08.30.046.015 |[mcTonornyeckoe nccnegoBaHne 3HAOCKONUYECKOro MaTtepuana npoctoe

(oo 3-x kyco4koB) + BbisBneHue Helicobacter pylori 3a cniydan (Unim) 7 500
16.1.A42 [A08.30.046.012 |I'mcTonornyeckoe nccnegoBaHne aHAOCKONUYECKOro MaTtepuana npoctoe

(00 3-X KyCOYKOB) NULLIEBOA, XKenyaKa, KUMKW, OpoHXa, ropTaHu, Tpaxeu 4 400
16.1.A41[A08.30.046.014 |I'mcTonornyeckoe nccnegoBaHne aHAOCKONNMYECKOro MaTtepmnana CriokHoe

(6onee 3 KYyCOYKOB) NULLEBOAA, XeNnyaKa, KALLIKU, OpoHXa, ropTaHu, Tpaxen 6 200
16.1.A22 'mctonorunst nu X monodHon xenesbl, 40 4 aHTUTEen (MyHKUMOHHas

6uoncus; Unim) 15 400
16.1.A21 'nctonoruns n X xponnyeckoro aHgomeTputa, CD138 (amarHoctuyeckoe

BbICKabnuneaHume: nonoctn matku; Unim) 7 300
16.1.A20 TMCTONOrMSA KOXHbBIX U MOAKOXHBIX HOBOOBpa3oBaHMIM (HOBOOBpa3oBaHuMs

MeHee 14 mm; Unim) 4 600
16.1.A19 I'mctonorns matepuana POB (pa3gensHoe guarHoctunyeckoe

BbicKabnvnBaHue, 2 KOHTEeNHepa: NONOCTb MaTKW, LiepBUKarbHbIN KaHart, 5500
16.1.A18 ['ncTonornst onepaumMoHHOro matepuana (oTaenbHO Cockob un3

LlepBMKanbHOro kKaHana unv 13 nonoctu matku; Unim) 3000
16.1.A15 ['mctonoruns aHgockonuyeckoro matepunana OLGA (3 koHTenHepa: Terno,

Yron, aHTpanbHbI oTAen xenyaka; Unim) 4 200
16.1.A14 I'mctonorus aHgockonuyeckoro matepunana B3K (nectHuynas 6uoncus,

HECKONbKO KOHTelHepos; Unim) 6 100
16.1.A13 ['nctonorns aHgockonuyeckoro matepuana xxenyaka, H.p. (npoctas go 3-x

KycouykoB + BeisiBneHue Helicobacter pylori; Unim) 3700
16.1.A12 ['nctonornst aHgockonuyeckoro matepuana, 4o 3x Kyc. (nuwesoga, xenyaka,

KWULLIKW, BpoHxa, ropTaHu, Tpaxeu; Unim) 3000
16.1.A11 ['nctonorns aHgockonuyeckoro matepuana, ot 3x Kyc. (nuwesoaa, OpoHxa,

roptaHu, Tpaxeu; Unim) 4 000
16.1.A10 'McTonornst 3HgoCKoNMYeckoro martepmana, nonun ot 2 cm (Unim) 5 000
4.4.01.20 A09.05.083 [MUKNpoBaHHbI remornobuH Alc 600
7.2.A11.2/A09.05.160 'nobynuH, ceBsa3biBaoLLMA nonoBbkle ropMoHsl (FCIMT, SHBG) 600
4.4.A1.200A09.05.023 [noko3a 190
5.0.A7.40/A09.28.011.001 |ntoKo3a B pa3oBOM NOPLIMK MOYM 260
5.0.D012.4A09.28.011 [ 110KO3a CYTOYHOW MO4Mn 300
17.69.A1§A09.05.118.422 | moTeH (knerkoBuHa) IgE (ImmunoCAP), f79 1200
17.64.A1]A09.05.118.385 |loBsiguHa IgE (ImmunoCAP), f27 1200
17.44.A3(A09.05.118.055 [loBsiguHa IgE, F27 900
17.54.A3(A09.05.118.280 |loBsguHa lgG, F27 900
17.2.A1 [A09.05.118.114 |lony6b (nomeT) IgE, E7 900
4.5.A10.2/A09.05.214 [omouncTenH 1 400
50.0.H111{B03.016.023.003 |[[fopMOHanbHbIN Npodunb ANs XKEHLINH 5400
50.0.H111B03.016.023.005 [[FopmoOHanbHbI Npodunb ANnst My>X4uH 2 800
17.62.A1]A09.05.118.371 |lopox IgE (ImmunoCAP), f12 1700
17.42.A41A09.05.118.042 |[opoluek 3eneHbin IgE, F12 900
17.52.A41A09.05.118.267 |lopoluek 3eneHbin 1gG, F12 900
17.47.A81A09.05.118.082 |[lopumua IgE, F89 900
17.57.A81A09.05.118.306  [opyumua IgG, F89 900
50.0.H141B03.070.400 [ocnuTanbHbIN 1600
50.0.H89)/B03.070.401 [ocnuTanbHbIN TEpaNeBTUYECKUI 3300
50.0.H90)/B03.070.402 [ocnuTanbHbIN XMPYPrNYEeCKnNin 4 400
17.3.A7 [A09.05.118.140 [I'pab obbikHOBEHHLINM (Carpinus betulus) IgE, T209 900
17.46.A24A09.05.118.068 [I'pebeLuok IgE, F338 900
17.56.A24A09.05.118.292 [I'pebeLuok IgG, F338 900
17.60.A14A09.05.118.354 |I'penndpyT IgE (ImmunoCAP), 209 1 300
17.40.A1(A09.05.118.008 |I'penndpyT IgE, F209 900
17.50.A1(A09.05.118.234 |penndpyT lgG, F209 900
17.3.A18[A09.05.118.147 ['peukwuii opex (Juglans regia) IgE, T10 900
17.63.A1§A09.05.118.375 |I'peukuin opex IgE (ImmunoCAP), 256 1200
17.43.A5{A09.05.118.049 |Ipeukun opex IgE, F256 900
17.53.A5{A09.05.118.274 |[I'peukun opex IgG, F256 900
17.69.A1]A09.05.118.417 ['peunxa, rpednyHas myka IgE (ImmunoCAP), f11 1 300
17.67.A1A09.05.118.400 |puGhkI (wamnuHboHbl) IgE (ImmunoCAP), 212 1700
17.47.A3{A09.05.118.083 |'puOGbI (LuaMnuHbOHLI) IgE, F212 900
17.57.A3{A09.05.118.307 |'puGhkI (WwamMnuHboHbl) IgG, F212 900
17.71.A4[A09.05.118.479 |'puGkI poaa kaHauaa (Candida albicans) IgE (ImmunoCAP), m5 1 300
17.9.A1 [A09.05.118.187 |I'puGbI poaa kaHauaa (Candida albicans) IgE, M5 900
2.0.D3.2(]A12.05.005.001 [pynna kpoBu + Pe3yc-cdakTop 500
17.60.A1¢A09.05.118.340 [I'pywa IgE (ImmunoCAP), f94 1700
17.40.A1]A09.05.118.009 [Ipywa IgE, F94 900
17.50.A1]A09.05.118.235 |I'pywa lgG, F94 900
17.2.A2 [A09.05.118.115 |I'ycbk (nepo) IgE, E70 900
3.0.A6.20/A09.05.051.001 |O-anmep 1200
7.9.A3 |A09.07.010 HernpgpoannangpocTtepoH (OF3A) B critoHe (3akntoveHne Bpada KI1[ no

1nccneaoBaTenbCkoMy 0T4eTy) 1400
7.2.A8.20/A09.05.149 HerngpoannaHgpoctepoH cynbdat (AFr9A-cynbdar) 520
22.7.A5.119 Heayuwka(6abywka)-BHyK(BHy4Ka) - AyaT (24 mapkepa)* 24 900
5.0.A15.4/A09.28.064 He3okcnnmpugmHonud (DPD) moun 2 200
22.1.08.2121.15.017 INnabeT-2CkpuH. ['eHeTnyeckme hakTopbl prcka BO3HUKHOBEHWSI CaxapHOro

avnaberta ll Tuna* 10 600
22.1.D31|A27.05.036.001 |OnarHoctnka CFTR-accoummpoBaHHbIX 3abonesaHunii: becnnogue,

naHkpeaTuT, MykoBucLmao3 (38 abeppauuii reHa CFTR) 19 900




9.11.A1 |A12.06.021.004 |HvarHoCTika BoCnanuTerbHbIX NoNMpaayiKyNioHEeBPUTOB (aHTTena K

raHrnnosuaam) acuano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a

knaccos IgGIgM 7 000
50.0.H13]|B03.016.008.003 |[narHOCTUKa renaTtmToB, CKPUHUHT 3000
50.0.H91]|B03.058.006 OvnarHoctrka gnaberta, GBUOXMMUYECKUI 4 600
9.0.A51.2/A09.05.122.001 |OmnarHocTuka capkongo3a (aKTMBHOCTb aHIMOTEH3WH-NPEBPALLatoLLEro

depmeHTa - AlP) 3300
22.1.A21(B03.014.002.001 |OunarHocTuka cemenHown cpeam3eMHOMOPCKON nuxopaaku (nepmoanyeckas

6onesHb, reH MEFV). 11 800
22.1.A16]A27.30.015 OwnarHoctuka cuHgpoma XXunobepa (Mytaums reHa UGT1)* 2 600
13.14.D1]A26.19.069.001 |HvaporeHHblie E.coll (IHK sHTeponaToreHHbIX E. coli/

OHK aHTepoTokcureHHsix E. coli/ AHK aHTepounHBasmeHbix E. coli/

OHK sHTeporemopparnyeckmx E. coli/ AHK aHTepoarrperatueHbix E. coli) 2 600
7.4.A4.20/A09.05.150 OnrngpoTecTtocTepoH 2 000
50.0.H111B03.004.001.002 |OunddepeHumnansHas amarHocTuka sabonesanuii XKKT 8 300
12.25.A1{A26.08.022.001.0(OHK ageHoBupyca (tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 1900
13.29.A1{A26.08.022.002 |OHK ageHosupyca (tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 1 300
13.5.A1.9A26.20.025.002 |OHK 6negHo TpenoHemsbl (Treponema pallidum) 460
12.8.D2 [A26.05.020.003 |OHK BI'B, reHotun (A,B,C,D) KpoBb, Kau. 1300
13.22.A1{A26.06.056.003 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 460
12.17.A1[{A26.05.042.001 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 460
12.8.A1.2/A26.05.020.001 |OHK Bupyca renatuta B 700
12.8.A2.21A26.05.020.002 [OHK Bupyca renatuta B, KonM4ecTBEHHO 4 600
13.20.A1{A26.06.047.001.0( OHK Bupyca repneca VI Tuna (Human Herpes virus VI) 420
12.15.A1{A26.05.033.001 |OHK Bupyca repneca VI Tuna (Human Herpes virus VI) 480
13.20.A2{A26.06.047.001.00 OHK Bupyca repneca VI tTuna (Human Herpes virus VI), konnyectBeHHO 450
12.15.A2[A26.05.033.002 |OHK Bupyca repneca VI tTuna (Human Herpes virus VI), KpoBb, Konuy. 650
13.46.A1[{A26.05.024.002 |OHK Bupyca repneca VIl Tuna (Human Herpes virus VII) 900
12.26.A1[{A26.05.024.001 |OHK Bupyca repneca VIl Tuna (Human Herpes virus VII), kpoBb, Kau. 950
13.19.A3[{A26.05.035.003 |OHK Bupyca npoctoro repreca | u |l Tunos (Herpes simplex virus | n 1) 400
13.19.A1{A26.06.045.001.00 OHK Bupyca npoctoro repreca | Tuna (Herpes simplex virus I) 460
13.19.A4{A26.06.045.001.0( OHK Bupyca npoctoro repreca | Tuna (Herpes simplex virus ), 470
12.14.A1[{A26.05.035.001 |OHK Bupyca npoctoro repneca |, || Tuna (Herpes simplex virus |, II) 400
13.19.A2{A26.06.046.001.0( OHK Bupyca npoctoro repreca |l Tuna (Herpes simplex virus II) 420
13.19.A5[A26.06.046.001.0(OHK Bupyca npoctoro repreca |l Tuna (Herpes simplex virus Il), 470
13.21.A1[{A26.08.059.001 |OHK Bupyca 3nwreriHa-bapp (Epstein-Barr virus) 420
12.16.A1[/A26.05.011.001 |OHK Bupyca 3nwrerHa-bapp (Epstein-Barr virus) 410
13.21.A2{A26.08.059.002 |OHK Bupyca 3nwrenHa-bapp (Epstein-Barr virus), konn4yectseHHo 600
12.16.A2{A26.05.011.002 |OHK Bupyca 3nwrenHa-bapp (Epstein-Barr virus), konn4yectseHHO 600
12.24.D1[{A26.05.035.002.00 AHK Bupycos rpynnsl repneca (EBV, CMV, HHV6) kpoBb, Kor. 1 400
13.31.D1/A26.08.050.002 |AHK Bo3byautenen kokntowa/napakokntowa/6poHxocentuko3a (Bordetella

pertussis/Bordetella parapertussis/Bordetella bronchiseptica) 1300
13.4.A1.9A26.20.030.002 |OHK rapaHepennsl (Gardnerella vaginalis) 410
13.4.A2.9A26.20.030.003 |OHK rapaHepennsl (Gardnerella vaginalis), konn4yecTseHHO 400
13.6.A1.9A26.21.024.001 [OHK roHokokka (Neisseria gonorrhoeae) 350
13.6.A2.9A26.21.024.002 |OHK roHokokka (Neisseria gonorrhoeae), Konn4yecTBeHHO 420
13.15.D1/A26.21.055.004 |OHK rpubos poaa kaHamawl (Candida albicans/Candida glabrata/Candida

krusei) c onpegenexnem Tuna 700
13.15.A1[/A26.21.055.001 [OHK kangmabl (Candida albicans) 350
13.15.A2[{A26.21.055.002 |OHK kaHauabl (Candida albicans), konn4yecTseHHO 420
12.4.A1.2(A26.05.037.001 |OHK nucTtepun (Listeria monocytogenes) 410
13.13.A1[/A26.05.037.003 [OHK nuctepun (Listeria monocytogenes) 470
12.6.A1.2/A26.05.047.001 |OHK mukobaktepum Ty6epkynesa (Mycobacterium tuberculosis) 750
13.8.A1.9A26.09.080.002 |OHK mukobakTepum Ty6epkynesa (Mycobacterium tuberculosis) 460
13.2.A2.9/A26.20.027.001.0( OHK mukonnasmbl (Mycoplasma genitalium) 310
13.2.A4.9A26.20.027.003 |OHK mukonnasmbl (Mycoplasma genitalium), konn4yecTseHHO 400
13.2.A1.9A26.20.028.003 [OHK mukonnasmbl (Mycoplasma hominis) 410
13.2.A5.9A26.20.028.004 |OHK mukonnasmbl (Mycoplasma hominis), Konm4ecTBeHHO 510
13.23.A1/A26.21.008.001.0¢AHK nannnnomasupyca (Human Papillomavirus, BINMY) 16 tnna 410
13.23.A2/A26.21.008.001.0¢AHK nannnnomasupyca (Human Papillomavirus, BIMY) 18 tnna 410
13.24.D1/A26.21.008.001.0¢AHK nannnnomasumpycoe (Human Papillomavirus, BIMN4Y) 16/18 tunos,

KONMNYECTBEHHO 600
13.23.D1/A26.21.008.001.0¢AHK nanunnomasupycoe (Human Papillomavirus, BIM4Y) 31/33 tunoe ¢

onpeaeneHnemM Tuna 650
13.23.D4/A26.21.008.001.0¢AHK nanunnomasupycoe (Human Papillomavirus, BIM4Y) 31/33 tunoe ¢

onpeaeneHnemM Tuna, KoJiM4eCTBEHHO 900
13.23.D2/A26.21.008.002 |OHK nanunnnomasumpycos (Human Papillomavirus, BIN4Y) 6/11 Tunos ¢

onpeaeneHnemM Tuna 510
13.23.D3/A26.21.008.001.0(AHK nannnnomasumpycos (Human Papillomavirus, BIN4Y) 6/11 Tunos ¢

onpeaeneHnemM Tuna, KoJiM4eCTBEHHO 600
50.0.H49|A26.21.008.001.0]AT K NaMITTOMaB/PYCOB (HUMan Fapmonavirus | CREVIFVIFT

PACWWPEHHbBIV ¢ onpegenexnnem 14 tunos (KoHTpornb B3ATUA MaTepuana,

Tunel 6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), KONUYECTBEHHbLIN,

c nepecyeTom Ha y.e. Hybrid Capture no kaxxgomy tuny 1700
50.0.H45[A26.21.008.001.01AHK nanunnomasupycos (Human Papillomavirus) CKPUHWHI ¢

onpegenexHnem tnna (KoHTponb B3siTMs MmaTepmana, tunbl 6, 11, 16, 18), 1050




50.0.H85] A26.21.008.001.0]AT K MAMITTIOMaBNPYCOB (FUIMan Fapiomavirus ), TAMMPOBaHnie C

onpegeneHnem 21 Tuna (KoHTponb B3sTua buomartepuana, Tunel 6, 11, 16,

18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82),

KONIMYECTBEHHbIN, ¢ nepec4eToM Ha y.e. Hybrid Capture no kaxgomy Tuny 4 000
13.23.A3/A26.21.008.001.0¢HK nanvnnomasrpycos (Human Papoiilmavirus) BbICOKOTO KaHLEPOreHHOro

pucka (16-68 Tunos: 16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3

onpegeneHuns Tuna 1200
13.23.D6|A26.21.008.001.0¢dHK nannnnoMasmpycos (Human Papoillmavirus) BeICOKOrO KaHLE@POreHHOro

pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TMnoB) ¢ onpeaeneHvem

mna 1300
13.34.A1]/A26.05.032.003 [OHK napsoBupyca B19 (Parvovirus B19) 1100
12.22.A2/A26.05.032.002 |OHK napsosupyca B19 (Parvovirus B19), kon. 1100
13.37.A1{A26.08.061.002 |OHK nHeBmouucTbl (Pneumocystis jirovecii (carinii)) *** 1200
13.14.A1[{A26.19.064.002 |OHK canbmoHenn (Salmonella species) 1500
13.38.A1{A26.20.021.002 |OHK cTtpenTtokokka (S. agalactiae), kon. 1300
13.11.A2[/A26.20.021.001 [OHK cTtpentokokkoB (Streptococcus species) 700
12.5.A1.2{A26.05.013.001 |OHK Tokconnasmsl (Toxoplasma gondii) 460
13.16.A1{A26.05.013.002 |OHK Ttokconnasmsl (Toxoplasma gondii) 460
13.16.A2{A26.05.013.003 |OHK Tokconnasmbl (Toxoplasma gondii), konMyecTtBeHHO 470
13.17.A1[A26.20.026.003 |OHK TpnxomoHaasl (Trichomonas vaginalis) 440
13.17.A2{A26.20.026.004 |OHK TtpmuxomoHaasbl (Trichomonas vaginalis), konMyecTBeHHO 420
13.3.A2.9A26.20.029.007 |OHK ypeannasmsbl (Ureaplasma parvum) 390
13.3.A6.9A26.20.029.006 |OHK ypeannasmsbl (Ureaplasma parvum), KONM4YecTBEHHO 750
13.3.A3.9/A26.20.029.003 |OHK ypeannasmbl (Ureaplasma species) 410
13.3.A4.9A26.20.029.010 |OHK ypeannasmsbl (Ureaplasma species), Konm4ecTtBeHHO 600
13.3.A1.9A26.20.029.008 |OHK ypeannasmsbl (Ureaplasma urealyticum) 390
13.3.A5.90A26.20.029.009 |OHK ypeannasmsbl (Ureaplasma urealyticum), konMyecTtBeHHO 400
13.9.A1.1/A26.19.070.002 [OHK xenukobaktepa (Helicobacter pylori) 600
13.1.A1.9A26.20.020.003 |OHK xnamuamm (Chlamydia trachomatis) 370
13.1.A3.9A26.20.020.005 |OHK xnamuamm (Chlamydia trachomatis), konnyectseHHO 400
50.0.H65/A26.21.032.003 |OHK xnammnaodwun n mukonnasm (Chlamydophila pneumoniae, Mycoplasma

pneumoniae) 900
13.18.A1[{A26.08.058.001 |OHK untomeranosupyca (Cytomegalovirus, CMV) 420
13.18.A2[A26.08.058.002 |OHK untomeranosupyca (Cytomegalovirus, CMV), Konn4ecTBeHHO 520
12.13.A1[/A26.05.017.001 |OHK untomeranoeupyca (Cytomegalovirus) 480
12.13.A2[{A26.05.017.002 |OHK untomeranosupyca (Cytomegalovirus), Konm4ectBeHHO 470
17.13.A9({A09.05.118.210 |OokcunumknuH IgE, C62 900
17.26.A5[A09.05.118.463 |OomaluHsas nbib (Greer) IgE (ImmunoCAP), h1 1200
17.26.A6[A09.05.118.464 |OomaluHsas neiib (Holister) IgE (ImmunoCAP), h2 1200
17.7.A7 [A09.05.118.183 |OomaluHss nbiib (Holister) IgE, h2 1300
17.7.A1 [A09.05.118.182 |HdomaluHss nbiib T1n (Greer) IgE, h1 900
16.1.A7 |A08.30.006.014 [dononHuTenbHoe u3rotosnexHne 1 MyvkponpenapaTta 1900
16.1.A8 [A08.30.006.015 [[ononHUTEeNbHOE U3roToBIEHME 2 MUKPONpenapaToB 2 800
16.1.A9 [A08.30.006.016 |[dononHuTEeNbHOE M3roToBaeHMe 3 MMKpONpenapaTos 3600
16.1.A1 [A08.30.006.017 |[ononHuTenbHOEe U3roToBrieHme 5 MukponpenapaTos 4 100
16.1.A2 [A08.30.006.018 [dononHuTenbHoe M3roToereHne Mukponpenapara (6-10) 7 500
16.1.A3 [A08.30.006.019 |[dononHuTenbHOe M3roToBreHme Myukponpenapara (ot 10) 17 200
22.7.A7.11B03.045.038.004 [dononHuTenbHbIN y4acTHUK Ne 1 5 500
22.7.A8.11B03.045.038.002 |[dononHUTenbHbIN y4acTHUK Ne 2 5 500
22.7.A9.11B03.045.038.003 |[dononHuTenbHbIN y4acTHUK Ne 3 5 500
16.1.A24[A08.30.006.013 |[opeska ogHoro cteknonpenaparta u3 6noka (Unim) 700
17.22.A3[{A09.05.118.477 |OpoxxkeBble rpnbbl poaa Malassezia IgE (ImmunoCAP), m227 1300
17.67.A1]A09.05.118.407 |Opoxkn nekapckue IgE (ImmunoCAP), f45 1 300
17.47.A64A09.05.118.084 [Opoxcku nekapckue IgE, F45 900
17.57.A64A09.05.118.308 |Opoxku nekapckue IgG, F45 900
17.47.A64A09.05.118.085 [dpoxcku nuBHble IgE, F403 900
17.57.A64A09.05.118.309 [dpoxcku nuBHble 1gG, F403 900
17.3.A8 [A09.05.118.141 [Oy6 Genbli (Quercus alba) IgE, T7 900
17.3.A9 [A09.05.118.142 |[Oy6 cmeluanHbivi (Q. rubra, alba, valentina) IgE, T77 900
22.7.A10|B03.045.030 OybnukaTt 3akntodeHms - YcTaHoBreHne poacTea 600
17.60.A17A09.05.118.348 [ObiHs IgE (ImmunoCAP), 87 1 200
17.40.A1]A09.05.118.010 [ObiHg IgE, F87 900
17.50.A1]A09.05.118.236 [ObiHga IgG, F87 900
17.4.A1 [A09.05.118.157 |Exa cbopHas (Dactylis glomerata) IgE, G3 900
17.25.A2(A09.05.118.450 |Exa cbopHas IgE (ImmunoCAP), g3 1 200
17.67.A1§A09.05.118.408 |>KenatuH koposuit (nuuweBas gobaska E441) IgE (ImmunoCAP), c74 1 200
4.8.A1.20/A09.05.007 YKeneso 260
23.2.A4 |A09.01.007.001.0(>Kene3o B Bonocax, cnekrpometpus (Fe) 1 400
23.1.A4 |A09.05.242.014 [>XKene3o B kpoBu, crnekTpomeTtpus (Fe) 1400
23.3.A4 |A09.28.060.007 [XKene3o B Mmoye, cnektpomeTpus (Fe) 1400
17.48.A2|A09.05.118.100 [XKenTtok sinyHbin IgE, F75 900
17.58.A2[{A09.05.118.324 |>KenTtok sindHbin IgG, F75 900
4.5.A12.21/A09.05.129 YKenyHble KUCNoThl 4 800
22.9.A5 |A08.09.002.005 [RnakocTHas bruoncus npu pake nerkoro, basosasi (BEHO3Has KPOBb;

myTauum B reHax EGFR, KRAS, NRAS, BRAF; 3akntoueHne Bpaya -

N1TabopaTopHOro reHeTnka No nccnegoBaTenbCKoOMy OT4YeTY) 43 000




22 9.A6 |A08.09.002.004 |’KMOKOCTHasA BUOMCUSA NpU pake Nerkoro, pacllipeHHas (BEHO3Has KPOBEb;

myTauun B reHax ALK, BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1;

3aKmnyeHne Bpaya - nabopaTopHOro reHeTrka No nccrneaoBaTenbCKoMy 195 000
22.8.A12|A27.30.183 XKugkocTHas bruoncus, 57 reHoB (BeHO3Has KPOBb; 3aKHYeHne Bpaya -

nabopaTopHOro reHeTrka Nno UccneaoBaTenbCkoMy OTYeTY) 81 100
22.8.A2 |A08.18.003.002 [/RnAKOCTHas BMONCUA: paK TONICTON KULLKM 1 MeNiaHOMa (BEHO3Hasi KpOBb;

myTauum B reHax BRAF, KRAS, NRAS; 3akntoyeHne Bpaya - nabopaTtopHoro

reHeTuKa Nno uccregoBaTenlbCkoMy oT4yeTy) 43 000
15.0.D21]A08.20.017.002.0(XXunagkoctHasa umtonorna BD ShurePath 1 800
15.2.02 [A08.20.015.004 [XugkocTtHas yuutonorus. ViccrnegoBaHve NyHKTaTOB MOSIOYHOW Xernesbl,

TexHonorms BD SurePath 2 900
4.9.H1.20A12.06.060.007 |>XupopactBopumble ButamuHbl (A, D, E, K) 9 700
6.2.A15 |A26.05.016.003 |30oHynuH dekanbHbIn 10 200
6.2.D03.1(A26.19.011.002 |[AccnegoBaHue Kana Ha NPOCTENLLNX, ANUa reflbMUHTOB 440
17.3.A11[{A09.05.118.143 |/Ba (Salix nigra) IgE, T12 900
17.24.A3{A09.05.118.447 |WBa 6enas IgE (ImmunoCAP), t12 1200
16.2.A5 [A08.20.003.010 |WI'X gnarHocTtuka xpoHudeckoro aHgomeTputa (pasa nponmudepauyum

(CD20/CD138/CD56/HLA-DR)) 15 700
16.0.A10{A08.30.013.012 |IX uccnegosaHue (1 aHTMTENO) 10 200
16.2.A14{A08.30.013.021 |LIX uccnenosaxue (10 aHTuTen) 47 500
16.2.A6 [A08.30.013.013 |AIX uccnegosaHue (2 aHTMTEnNa) 13 000
16.2.A7 [A08.30.013.014 |NIX uccnegosaHue (3 aHTMTENa) 14 700
16.2.A8 [A08.30.013.015 |WIX uccnegosaHue (4 aHTuTena) 20 600
16.2.A9 [A08.30.013.016 |WI'X uccnegosaHue (5 aHTuTen) 24 100
16.2.A10{A08.30.013.017 |LI'X uccnegosaHue (6 aHTuTEN) 29 300
16.2.A11[A08.30.013.018 |LI'X uccnegosaHue (7 aHTuTen) 32 700
16.2.A12[A08.30.013.019 |LI'X uccnegosaHue (8 aHTuTen) 39 600
16.2.A13[A08.30.013.020 |LI'X uccnegosaHnue (9 aHTuTen) 43 200
16.2.A2 [A08.20.009.004 |LIX onyxonu mono4vHou xenesbl (PR/ER/Ki67/Her2 neu) 27 500
16.2.A1 [A08.21.001.005 |LIX onyxonu npeacrtartenbHon xenesbl (Ck5/P63/AMACR) 19 400
16.2.A15{A08.30.013.009 |NIX nporHocTuyeckuin mapkep (1 aHTMTENO) 13 100
16.2.A16{A08.30.013.010 |MIX nporHocTuyeckuin mapkep (2 aHtuTena) 27 500
16.2.A17{A08.30.013.011 |IX nporHocTuyeckuin mapkep (3 aHtuTena) 36 200
16.2.A3 [A08.20.003.009 [WUI'X peuenTtopHoro ctatyca aHaoMeTpus, paclumpeHHoe (dasa cekpeunmn

(ER/PR/CD138/CD56/LIF)) 24 100
16.2.A4 [A08.20.003.008 [WUI'X peuenTtopHoro ctatyca aHaoMeTpus, CTaHAapTHoe (dasa cekpeumm

(ER/PR/CD138/CD56)) 17 800
22.1.D18|A27.30.122 VioeanbHbivi BEC. [Ine€Ta n (PUTHEC, b NOKa3aTernen (BEHO3Has KPOBb,

reHeTuMyeckme OakTopbl MHANBUAYanbHbIX 0COGEHHOCTEN 0OMeHa BELLECTB;

3aKkNr4YeHMe Bpaya - 1abopaTopHOro reHeTMKa No nccregoBaTenbCKkoMy 4 800
17.47.A8{A09.05.118.086 |mbupsb IgE, F270 900
17.57.A8{A09.05.118.310 |mbupsb IgG, F270 900
16.2.A21|A08.30.013.005 [mMmyHornctoxmmmyeckoe nccnegosanue, ALK 17 500
16.2.A20[A08.30.013.001 |[MmMmyHOrnctoxmmmyeckoe nccnegosanne, HER2 neu 10 200
16.2.A23|A08.30.039.004 [mMmyHornctoxmmmyeckoe nccnegosanue, PD-L1 16 800
16.2.A22|A08.30.013.022 [MMmmyHOrncToxmmmuyeckoe nccnegosanne, ROS1 13 800
10.0.A5.21/A09.05.054.004 [mmyHornobynunH G (IgG) 400
10.0.A3.21/A09.05.054.002  [mmyHorno6bynuH A (IgA) 400
10.0.A6.21/A09.05.054.001  [mmyHorno6bynuH E (IgE) 600
10.0.A4.21A09.05.054.003  [mmyHorno6bynud M (IgM) 400
10.0.D04.2lA12.30.012.013 [VIMmyHOrpamma basoas (CD3, CDJ3/4, CD3/8, CD19, CD16/56, CDJ/16/56,

CD3/HLA-DR, nenkouutapHo-T-J1® nigekc, MMMyHOPErynsTOpHbIA MHOEKC.

BknrovaeT aHann3 KpoBu C NENKoOLMTapHOU hopMyIion) 5 800
10.0.D68|A12.30.012.014 |V/MMyHROTpaMMa paclIMperrast (CU3, CDS/E, TUSIB, CUTY, CUTo50,

CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,

nenkoumTapHo-T-J1® nHaekc, UMMyHOPErynaTopHbIN MHAEKC.

BkntovaeT aHann3 KpoBW C NErKoLMTapHOU hopMyIrion) 8 100
10.0.D09.2A12.30.012.015 [WmmyHorpamma ckpunuHr (CD3, CD19, CD16/56.

BkntovaeT aHann3 KpoBm C NerMKoLMTapHOn dhopmMyIion) 3900
9.0.A60.4/A09.28.030.001.0( MmmyHodbmKcaums 6enka beHc-[>koHca ¢ naHenblo aHTUCLIBOPOTOK 5700
7.2.A17.201 WNHrmbuH A 4 100
7.2.A12.2A09.05.203 WNHrmbuH B 2 100
17.44.A3]A09.05.118.056 |WHaenka IgE, F284 900
17.54.A3]A09.05.118.281 |MHaenka IgG, F 284 900
17.64.A14A09.05.118.384 [LHaoenka, msco IgE (ImmunoCAP), f284 1 200
8.0.D2.2(JA09.05.130.005 [LNHAaekc 3gopoBbs npocTathl (PHI) 5 500
17.40.A1]A09.05.118.011 [Mmxmp IgE, F402 900
17.50.A1]A09.05.118.237 [Umxup IgG, F402 900
7.6.A1.20A09.05.056 MHcynuH 750
17.13.A7[A09.05.118.207 |[WHcynuH Yyenoseyeckun IgE, C73 900
50.0.H12(B03.058.007 MNHCYNMHOPE3NCTEHTHOCTb 900
10.1.A4.2/A12.05.109 WNHTepneinknH-10 2 300
10.1.A2.2(A12.05.108.002 |NHTepnewnknH-1b 2 300
10.0.A76[A12.05.108.001 |/HTepnenknH-6 (IL-6) 2 300
10.1.A3.2/A12.05.108 VHTEpnenknH-8 2 300
10.0.D1.2A12.06.047.002 [VIHTepdepoHOBLIV CTaTyC (3 NoKa3aTensi: CbIBOPOTOYHbIV MHTEP(EPOH,

UHTepdepoH-anbga, nHTepdepoH-ramma; 3aknioveHve spada KIa no

nccneoBaTenlbckoMy oT4yeTy) 6 200
50.0.H34)B03.014.010 MNHdekuuun, nepegaroLmecs nososbiM nyTemM (KpoBb) 5700




27.1.A1.1A26.19.096 WccnepoBaHve aHTureHa namonumn (Giardia intestinalis) B kane 1 400
27.1.A2.1A26.19.020 WccnepoBaHne aHTUreHa xenvkobakrepa (Helicobacter pylori) B kane 1 400
6.2.A24 |A09.19.001.003 |WccnemoBaHue kana Ha reMornobuH 1 reMornobuH/ranTornobuHOBLIN

komnnekc, ColonView (MMMYHOXMMWYECKUI TECT Ha CKPbITYHO KPOBb) 1700
6.2.A12.1/A26.19.010.001 |WccnemoBaHue kana Ha npocTenme u auua refibMMHTOB METOA0M

oboratueHuns (PARASEP) 1100
6.2.A5.10/A09.19.001 MccnenoBaHue Kana Ha CKPbITYO KPOBb 290
27.1.A3.1A26.19.081 WcecnepoBaHue kana Ha TokcuHbl knocTpuann (Clostridium Difficile) An B 1700
8.0.D3.1(A09.19.001.001.0(NccnegoBanue kana Ha TpaHceppuH U reMornoduH 1 500
22.6.A1.2/A12.05.013.066 [WccneposaHue kapnoTtuna (KapuotunmpoBaHue) 8 000
14.1.A5.9A26.20.008.001 [MccnepoBaHue Ha BuoLeHo3 Bnaranuvwa (guarHoctuka 6akrepuanbHoro

BarMHo3a) 2100
6.2.A4.300/A26.01.017.001 |AccnepoBaHune cockoba Ha 3HTepobro3 400
50.0.H12(B03.016.005.002 |WccnemoBaHue cteponaHoro npodunsi KPOBM METOAOM TaHOAEMHON

MaccCrnekTpoMeTpummn 10 100
23.3.A25]|A09.28.065 WMopn B moye, cnektpometpus (1) 1 400
23.2.A21|A09.01.024.001 |Kagmuii B Bonocax, cnekrpometpus (Cd) 1 400
23.1.A21]|A09.05.278.001 |Kagmuii B kpoBu, cnekTpomeTpus (Cd) 1 400
23.3.A21|A09.28.083.001 |Kagmuin B Moye, cnektpomeTpus (Cd) 1 400
17.45.A1]A09.05.118.061 |KaseuH IgE, F78 900
17.55.A1]1A09.05.118.286 |KaszeunH IgG, F78 900
17.36.A2{A09.05.118.484 |KaseunH, kopoBbe MONOKO, anneprokomnoHeHT IgE (ImmunoCAP), f78 nBos 1300
17.67.A14{A09.05.118.402 |Kakao IgE (ImmunoCAP), f93 1300
17.47.A5{A09.05.118.087 |Kakao IgE, F93 900
17.57.A5{A09.05.118.311 |Kakao IgG, F93 900
23.2.A2 |A09.01.007.001.0(Kanun B Bonocax, cnekrpometpus (K) 1 400
23.1.A2 |A09.05.242.012 |Kanun B kpoBu, cnektpomeTpus (K) 1400
23.3.A2 |A09.28.060.005 |Kanuu B mo4e, cnektpomeTpus (K) 1 400
17.66.A1A09.05.118.396 |Kanbmap IgE (ImmunoCAP), 258 1200
6.2.A13.1]A09.19.013 KanbnpoTekTuH (B kane) 3000
23.2.A3 |A09.01.007.001.0(Kanbumnin B Bonocax, cnekrpomeTtpus (Ca) 1 400
23.1.A3 |A09.05.242.013 |Kanbuwuin B kpoBu, cnekTpomeTpus (Ca) 1 400
23.3.A3 |A09.28.060.006 |Kanbuuin B Mo4e, crniekTpomeTpus (Ca) 1 400
4.7.A4.200A09.05.206 KanbLunin MOHM3NPOBAaHHbIN 450
4.7.A3.200A09.05.032 Kanbuun obLumi 280
5.0.D017.4A09.28.012 Kanbuuin obLimin moum 320
5.1.03 |B03.025.001.002 |[Kanbuuin-KpeaTMHMHOBOE COOTHOLLIEHME B PAa30BOM NOPLINN MOYM 310
7.5.A2.20/A09.05.119 KanbUnTOHUH 1000
17.46.A14{A09.05.118.069 |Kambana IgE, F254 900
17.56.A14{A09.05.118.293 |Kambana IgG, F254 900
17.2.A4 [A09.05.118.113 |KaHapeika (nepo) IgE, E201 900
17.61.A14A09.05.118.365 |KanycTa 6enokoyanHas IgE (ImmunoCAP), 216 1300
17.41.A64A09.05.118.025 |KanycTa 6pokkonu IgE, F260 900
17.51.A64A09.05.118.250 |KanycTa 6pokkonu IgG, F260 900
17.41.A7(A09.05.118.026 |KanycTa bptoccenbckas IgE, F217 900
17.51.A7(A09.05.118.251 |KanycTta bproccenbckas IgG, F217 900
17.41.A7]A09.05.118.027 [KanycTa ko4aHHas IgE, F216 900
17.51.A7{A09.05.118.252 |KanycTta ko4yaHHas 1gG, F216 900
17.41.A7]A09.05.118.028 |KanycTa usetHas IgE, F291 900
17.51.A7{A09.05.118.253 |KanycTa upeTtHas IgG, F291 900
50.0.H93]|B03.015.009 Kapguonornyeckumn 4 700
22.6.A3.2/A08.30.029.003 |KapuoTtun c abeppaumsamm 10 600
22.6.D1 |A08.30.029.004 |KapuotunmpoBaHue (KONMYEeCTBEHHbIE U CTPYKTYPHbIE aHOManMM XpOMOCOM) 9 500
17.36.A1]A09.05.118.494 |Kapn, anneprokomnoHeHT IgE (ImmunoCAP), 355 rCyp c1 3100
17.47.A9(A09.05.118.088 |Kappu (npunpasa) IgE, F281 900
17.57.A9(A09.05.118.312 |Kappwu (npunpasa) IgG, F281 900
17.61.A14A09.05.118.357 |KapTtodensb IgE (ImmunoCAP), 35 1300
17.41.A7]A09.05.118.029 [KapTtodbens IgE, F35 900
17.51.A7]A09.05.118.254 |KapTtodbens IgG, F35 900
10.2.D1 KBaHTMEepoHOBLIN TECT 9 400
17.43.A6(A09.05.118.050 |Kewsbto IgE, F202 900
17.53.A6(A09.05.118.275 |[Kewbto 1gG, F202 900
17.60.A171A09.05.118.345 |Kueu IgE (ImmunoCAP), 84 1 300
17.40.A1]A09.05.118.012 ([Kueu IgE, F84 900
17.50.A1]A09.05.118.238 |Kueu IgG, F84 900
4.1.A4.200A09.05.175 Kucnas doocatasa 300
4.3.A6.200A09.05.109 Kucnbii anbdal-rnmkonpotenH (opo3omykouna) 650
17.49.A34A09.05.118.103 [KnewnkoBuHa (rntoteunH) IgE, F79 900
17.59.A34A09.05.118.327 [KnewnkoBuHa (rntoteH) IgG, F79 900
17.3.A13[A09.05.118.144 [KneH siceHenucTHbIn (Acer negundo) IgE, T1 900
17.70.A2|A09.05.118.461 [Knew gomaiuHen nbinu D. pteronyssinus IgE (ImmunoCAP), d1 1 200
17.70.A5[A09.05.118.462 |Knew gomaiuHen noinm D.farinae IgE (ImmunoCAP), d2 1200
17.8.A1 [A09.05.118.185 |Knew-gepmatodar myvHon (D. farinae) IgE, D2 900
17.8.A2 [A09.05.118.186 |Knewi-gepmatodar nepuHHbii (D.pteronyssinus) IgE, D1 900
1.0.06 |B03.016.002.005 |[KnuHuueckun aHanus kposu (5 DIFF) ¢ nogcyeTom newkoumTapHomn

dopmyrnbl Bpadom KJ1 (BeHO3Hasi KpoBb) 700
1.2.04 |B03.016.002.008 |[KnuHuueckun aHanus kposu (5 DIFF) ¢ nogcyeTom newkoumTapHomn

dopmynbl Bpadom KJ1 (kanunnspHas KpoBb) 750




1.0.D1.2(B03.016.002.003 [KnuHn4eckuit aHanns KpoBu 6e3 nenkoumnTapHon dopMyIbl (BEHO3HAs KPOBb) 320
1.2.D1 [B03.016.002.006 |[KnuHu4eckuii aHanns KpoBu 6e3 nemkounTapHon dopmMysbl (KanunnspHas 480
1.0.D2.201B03.016.002.004 |*KnmHunuecknn aHanm3 kpoBu ¢ nenkouutapHon copmynon (5DIFF)

(BEHO3Hast KpOBb) 420
22.9.A2 |A27.05.061.003 |KnnHu4yeckoe cekBeHMpoBaHMe ak3oma (BEHO3HAsA KPOBb; 3aKrioveHne Bpada

- N1abopaTopHOro reHeTuKa No NCcreaoBaTenbCKOMY OTYETY) 66 200
17.60.A14A09.05.118.350 |Kny6Huka IgE (ImmunoCAP), f44 1300
17.40.A1]1A09.05.118.013 |Kny6Huka IgE, F44 900
17.50.A1]1A09.05.118.239 |Kny6Huka IgG, F44 900
50.0.H14(B03.005.006.002 [Koarynorpamma, paclumpeHHas 2 600
50.0.H94/B03.005.006.001 [Koarynorpamma, CKPUHWUHI 1100
23.2.A16]|A09.01.017.001 [KoGanbT B Boniocax, cnekrpometpus (Co) 1 400
23.1.A16]|A09.05.271.001 |KobGanbT B kpoBu, cnekTpomeTpus (Co) 1 400
23.3.A16|A09.28.076.001 |KobGanbT B Moye, cnektpomeTpus (Co) 1 400
17.2.A5 [A09.05.118.116 |Kosa (snutenun) IgE, E80 900
17.45.A14A09.05.118.064 [Ko3be monoko IgE 1500
17.65.A1]A09.05.118.387 |Ko3be monoko IgE (ImmunoCAP), f300 1700
17.40.A1]1A09.05.118.014 |Kokoc IgE, F36 900
17.50.A1]A09.05.118.240 |Kokoc IgG, F36 900
17.4.A6 [A09.05.118.158 |Konocok aywucTtbiii (Anthoxantum odoratum) IgE, G1 900
17.12.A1[A09.05.118.197 |Komap (cem. Culicidae) IgE, 171 900
17.28.A1[{A09.05.118.435 |Komap IgE (ImmunoCAP), i71 1300
22.3.D03.4A27.05.041.004 |Komnnekc «FeHOTMNMPOBaHNE CYNPY>KECKOW Napbl MO aHTUreHam

rnctocosmectumoctn HLA Il knacca» 15 400
17.19.H1{B03.002.004.036 |Komnnekc annepreHoB AepeBbLEB (MBa, TOMNOMb, ONnbXa, bepesa, newuHa) 4 400
17.20.H1(B03.002.004.041 |Komnnekc annepreHoB TpaB (ambpo3unsi obbikHOBEHHasi, Mapb benas,

nonbliHb OObIKHOBEHHAs, 0yBaHYMK, NOAOPOXHUK) 4 400
16.1.A51[A08.20.003.007 [KomnnekcHoe ructonormyeckoe n ummyHornctoxmmmuydeckoe (UIMX)

nccrneaoBaHme nNpy NoAo3peHnn Ha XpoHudeckuii aHgomeTput (CD138), Unim 11 200
16.1.A44|A08.30.046.023 |KomnnekcHoe ructonormyeckoe nccnegoBaHne marepuana nocne

9HAO0CKOMNMM/ KONOHOCKONMU (4 1 Bornee KOHTENHEpPA, 3a 0OHO 16 200
16.2.A24[A08.30.013.023 |KomnnekcHoe NIX nccnegosanue 47 500
13.32.D2|A26.05.045.001.0( KOMAneKcHoe uccnenosanne [THR MEHUHTOKOKKa, reMOMUIBHOW Nanoqku,

ctpentokokka (Neisseria meningitidis, Haemophilus influenzae,

Streptococcus pneumoniae), ka4 1500
15.2.A16|A08.30.038.001 [KomnnekcHoe nccneposaHume: koakcnpeccus p16 n Ki67 (CINtec PLUS) u

xungkoctHas umtonorus BD SurePath (MAIT — TecT) 10 200
50.0.H15{A09.01.007.001.0( KOoMMNNeKCHbIN aHann3 BONOC Ha HanNn4ine TAXenblX MeTanmnoB U

MUuKpoanemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn,

Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sh, Hg, Pb) 5 000
4.10.D1.4B03.016.025.001 |KOMMNEKCHbIV aHan3 KpOB/ Ha aMUHOKMCIIOThI (12 NoKasaternen: AnaHuH,

AprunuH, AcnaparnHoBas kucnota, LiutpynnuH, MnytaMmmHoBas kucnora,

muunH, MetnoHuH, OpHUTUH, PeHunanadunH, Tupo3unH, BanuH, 4 200
4.9.H3.90A12.06.060.014 |KomnnekcHbIN aHanu3 kpoBu Ha Butamuusbl (A, D, E, K, C, B1, B5, B6, B9, 21100
23.4.D3 [A09.05.235.005 |KomnnekcHbIn aHanu3 kpoBu Ha BUTaMuHbl rpynnel D (25-OH D2/ 25-OH D3/

1,25-OH D3/ 24,25-OH D3) 7 000
50.0.H205 ROMMMEKCHBIN aHanu3 KpOBW Ha HANM4Yne TshKENbIX METanoB 1

MUKpoanemeHToB 22 nokasatens (Li, B, Na, Mg, Si, K, Ca, Ti, Cr, Mn, Fe,

Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sh, Hg, Pb) 5 200
50.0.H15/A09.05.242.015 |KOMMIIEKCHLIN aHamn13 MO4/ Ha Hanm4ne TAXKEbIX METanIoB 1

MuKpoanemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn,

Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sh, Hg, Pb) 5000
17.29.H5(B03.002.004.112 |[KomnoHeHTHas guarHocTuka anneprum Ha Mofoko (Mosoko f2, kaseuH -

anneprokoMnoHeHT f78) 3900
17.68.A1[A09.05.118.498 |[KoHanbbymuH snua, anneprokomnoHeHT IgE (ImmunoCAP), f323 nGal d3 1 400
16.0.A15/B01.030.001.008 |KoHcynbTaums rotoBoro npenapata nepea AKX 4 100
16.0.A18/B01.030.001.010 |[KoHcynbTaums rotoBbix npenapatoB (1 nokyc) 1700
17.2.A6 [A09.05.118.117 |KopoBa (nepxotsb) IgE, E4 900
7.4.A2.200A09.05.135 KopTtuson 600
7.9.A1 |A09.07.007.002 |[KopTunson B cnitoHe (3akntodeHue Bpada KI1/1 no nccnegoBatenbckomy 1500
7.4.A3.40/A09.28.035 KopTnson mo4u 950
17.4.A7 [A09.05.118.159 |KocTtpel, 6e3ocThii (Bromus inermis) IgE, G11 900
17.47.A5]A09.05.118.089 |Kodbe IgE, F221 900
17.57.A5]A09.05.118.313 |Kodbe IgG, F221 900
17.67.A14A09.05.118.403 [Kodbe, 3epHa IgE (ImmunoCAP), 221 1700
17.2.A7 [A09.05.118.118 [Kowka (sanutenun) IgE, E1 900
17.23.A3]A09.05.118.503 |[Kowka IgE (ImmunoCAP), €220 (rFel d2) 3300
17.37.A1[A09.05.118.502 |[Kowika, anneprokomnoHeHT IgE (ImmunoCAP), €94 rFel d1 3300
17.23.A3(A09.05.118.426 |Kowka, anutenui n nepxotb IgE (ImmunoCAP), e1 1200
4.5.D3 |B03.016.005.003 |KoadhduumeHT aTeporeHHOCTHM (BKMOYaET onpeaenexHve obLiero

xonectepuHa n JIMNBI) 500
4.8.03.20A12.05.019 KoadhduumeHT HacklweHns TpaHcdeppuHa xxenesom (BknoyaeT

onpeaenexHune xenesa n JINKCC) 350
17.66.A14¢A09.05.118.394 |Kpab IgE (ImmunoCAP), 23 1300
17.46.A2]1A09.05.118.070 |Kpab IgE, F23 900
17.56.A2]1A09.05.118.294 |Kpab IgG, F23 900
17.4.A26|A09.05.118.160 [Kpanusa aBygomHas (Urtica dioica) IgE, W20 900
4.2.A3.20/A09.05.020 KpeaTnHuH 280
5.0.D1.4C A09.28.006 KpeaTuHuH Moumn 260




4.1.A11.2/A09.05.043 KpeatuHkmnHasza (KOK) 320
4.1.A12.20/A09.05.177 KpeaTtuHknHasa-MB 460
17.66.A1[A09.05.118.395 |[KpeBeTtka IgE (ImmunoCAP), f24 1300
17.46.A2§A09.05.118.071 |KpeseTku IgE, F24 900
17.56.A2]A09.05.118.295 |KpeseTku IgG, F24 900
23.2.A12|A09.01.013.001 |KpemHui B Bonocax, cnekrpomeTtpus (Si) 1 400
23.1.A12]|A09.05.267.001 |KpemHuin B KpoBU, cnekTpomeTpus (Si) 1 400
23.3.A12]|A09.28.072.001 |KpemHui B Mmo4ve, cnektpomeTpus (Si) 1 400
17.2.A8 |A09.05.118.119 |[Kponuk (anutenun) IgE, E82 900
17.23.A1|A09.05.118.430 [Kponuk, sanutenun IgE (ImmunoCAP), e82 1200
17.2.A10{A09.05.118.121 |Kpbica (mova) IgE, E74 900
17.2.A12[{A09.05.118.122 |Kpbica (anutenun) IgE, E73 900
17.2.A9 [A09.05.118.120 |Kpbica IgE, E87 900
17.69.A1A09.05.118.419 |Kykypysa IgE (ImmunoCAP), f8 1200
17.67.A14A09.05.118.409 |KynxyT IgE (ImmunoCAP), f10 1200
17.47.A41A09.05.118.090 |KynxyT IgE, F10 900
17.57.A41A09.05.118.314 |KynxyT IgG, F10 900
17.44.A3]A09.05.118.057 |KypuHoe msico IgE, F83 900
17.54.A3]A09.05.118.282 |KypuHoe msco IgG, F83 900
17.2.A13[A09.05.118.123 |Kypuua (nepo) IgE, E85 900
17.2.A14[A09.05.118.124 |Kypuua (npoTenHsbl cbiBopoTkK) IgE, E219 900
17.64.A14A09.05.118.383  |Kypuua, msico IgE (ImmunoCAP), f83 1200
17.23.A3]1A09.05.118.440 |Kypuua, nepbs IgE (ImmunoCAP), e85 1200
17.47.A9]A09.05.118.091 |JlaBpoBbiii nucT IgE, F278 900
17.57.A9]A09.05.118.315 |JlaBpoBbiit nucT IgG, F278 900
4.1.A6.200A09.05.039 JlaktatgerngporeHasa (J140) 280
4.1.A7.20/A09.05.039.001 [NakTtatgernaporenasa (JIAN) 1, 2 dopakumm 370
18.2.A4.2[A09.05.035.007 |JTamOTpuaXKmHbI (NamukTan), Konnm4yecTBeHHO 3100
17.73.A2[{A09.05.118.465 |Jlatekc IgE (ImmunoCAP), k82 1 300
17.14.A4|A09.05.118.514 [JlaTtekc IgE, K82 900
4.8.A2.20/A12.05.011.001 |JlaTeHTHas xene3ocBsi3biBatoLLlas cnocobHocTh cbiBopoTku (JIXKCC) 370
17.4.A28[A09.05.118.161 |Jlebena cepetowas (Atriplex canescens) IgE, W75 900
17.4.A37[A09.05.118.162 |Jlebena yeyeBunueobpasHas (A. lentiformis) IgE, W15 900
18.2.A13{A09.05.035.008 |JleBeTupaueTam, KONMYECTBEHHO 3100
7.7.A5.20/A09.05.159 JlenTuH 1200
17.3.A14[A09.05.118.145 [JlewymHa obbikHoBeHHas (Corylus avellana) IgE, T4 900
17.24.A3]1A09.05.118.446 |JlewumHa obbikHoBeHHas IgE (ImmunoCAP), t4 1200
17.36.A3[{A09.05.118.488 |JInzounm sviua, anneprokomnoHeHT IgE (ImmunoCAP), k208 nGal d4 1 400
17.60.A14A09.05.118.338 |JlumoH IgE (ImmunoCAP), 208 1200
17.40.A1]A09.05.118.015 [JlumoH IgE, F208 900
17.50.A1]1A09.05.118.241 |JlumoH IgG, F208 900
17.3.A31{A09.05.118.153 |Jluna IgE 4 000
17.24.A3{A09.05.118.448 |Jluna IgE (ImmunoCAP), t208 1200
4.1.A10.2A09.05.173 Jlunasa 390
50.0.H95]/B03.016.005.005 |JlunnaHbii npodunib, 6a30BbIn 1000
50.0.H96,B03.016.005.006 |[JInnngHbI npodunb, pacLUNPEHHbIN 2 600
4.5.A8.20/A09.05.027.001 _|JlnnonpoTeuH (a) 650
22.1.09.2121.15.013 JInnoCkpuH. NeHeTnyeckne hakTopbl pUcKa HapyLLIEHUN NMnuaHoro oomeHa* 8 500
17.4.A9 [A09.05.118.163 |[JlucoxsBocT nyroson (Alopecurus pratensis) IgE, G16 900
17.25.A2§A09.05.118.457 |JlncoxsocT nyrosou IgE (ImmunoCAP), g16 1200
23.1.A9 |A09.05.086 Jlntnin (Li) TepaneBTUYECKUI B KPOBU 1 400
23.2.A9 |A09.01.007.001.0¢J/InTun B Bonocax, cnekrpometpus (Li) 1 400
23.3.A9 |A09.28.060.008 |J/lutun B moye, cnektpomeTpus (Li) 1 400
5.0.D011.4B03.053.001.002 |JIuToC KOMMEKCHbIV (BKINOYas OLEHKY CTENeHN kKamHeobpa3oBaHus) 5 800
5.0.D5.4(|B03.053.001.001 |Jlntoc-TecT (OueHka cTeneHn kamHeobpa3oBaHusl, [nioko3a, benok, pH) 5100
17.11.A2(A09.05.118.196  |JInumHkm Anisakis (Anisakis Larvae) IgE, P4 900
17.46.A2]A09.05.118.072 |JlobeTep (omap) IgE, F80 900
17.56.A2]A09.05.118.296 |JlobcTep (omap) IgG, F80 900
17.66.A14A09.05.118.393 [Jlocochk IgE (ImmunoCAP), f41 1 200
17.46.A14A09.05.118.073 [Jlococs IgE, F41 900
17.56.A14A09.05.118.297 [Jlocochk IgG, F41 900
17.2.A15[A09.05.118.125 |Jlowanb (nepxoTtb) IgE, E3 900
17.23.A2|A09.05.118.428 [Jlowaab, nepxoTb IgE (ImmunoCAP), e3 1 200
17.61.A14¢A09.05.118.366 |[Jlyk IgE (ImmunoCAP), f48 1700
17.41.A84{A09.05.118.030 |Nlyk IgE, F48 900
17.51.A84A09.05.118.255 [Jlyk IgG, F48 900
7.2.A2.20/A09.05.131 JlroTemHmanpyrowmin ropmoH (J1IN) 470
4.7.A5.200A09.05.127 Marnun 290
23.2.A5 |A09.01.007.001.0¢MarHun B Bonocax, cnekrpomeTtpusa (Mg) 1400
23.1.A5 |A09.05.242.011 [MarHun B KpoBu, cnektpomeTtpus (Mg) 1400
23.3.A5 |A09.28.060.004 |Marxuii B Moye, cnektpomeTpus (Mg) 1 400
5.0.D19.4A09.28.060.002 [MarHuin Mmo4m 450
7.2.D1.2(JA09.05.087.001 |MakponponakTuH (BKNoYaeT onpegeneHne nponakTnHa) 2 000
17.60.A11A09.05.118.353 |ManuHa IgE (ImmunoCAP), f343 1700
23.4.A17]A09.05.192 ManoHoBbIN gnansgervg 4 200
17.60.A11A09.05.118.355 |MaHro IgE (ImmunoCAP), f91 1300
17.40.A11A09.05.118.016  |MaHro IgE, F91 900




17.50.A1]A09.05.118.242 |MaHro IgG, F91 900
17.40.A1§A09.05.118.022 |MaHgapuH IgE 2 000
17.60.A17A09.05.118.337 [MaHgapviH IgE (ImmunoCAP), 302 1700
23.2.A15|A09.01.016.001 [MapraHeL, B Bonocax, cnekrpometpus (Mn) 1 400
23.1.A15|A09.05.270.001 [MapraHeL, B KpoBu, cnektpometpus (Mn) 1 400
23.3.A15]|A09.28.075.001 [MapraHeL, B Moye,cnektpomeTpusa (Mn) 1 400
7.5.A5.20/A09.05.296 Mapkep dopmupoBaHus kocTHoro matpukca P1NP

(N-TepMUHanNbHbIN NponenTua npokonnareHa 1 tuna) 2 400
50.0.H151B03.058.004 Mapkepbl ocTeonoposa, broxmmmyeckmi 7 300
17.4.A29(A09.05.118.164 |Mapb 6enas (Chenopodium album) IgE, W10 900
17.47.A1§A09.05.118.092 |Macno nogconHeyHoe IgE, K84 900
17.57.A1]A09.05.118.316 |Macno noaconHeyHoe IgG, K84 900
17.67.A148 Meg IgE (ImmunoCAP), 247 1700
4.7.A8.20/A09.05.273 Menb 420
23.2.A8 |A09.01.019.001 |Megab B Bonocax, cnekrpometpusi (Cu) 1 400
23.1.A8 |A09.05.273.001 |Megab B KpoBM, cnektpoMeTpust (Cu) 1 400
23.3.A8 |A09.28.078.001 |Megb, cyTodHas akckpeuus, (Cu) 1 400
17.35.D9({B03.002.004.007 |MecTHble aHecTeTukm Ne 1 ApTukant/CkaHgoHecT, IgE 1500
17.35.D1(B03.002.004.008 |MecTHble aHecTeTukn N 2 HoBokauH/JIngokauvH, IgE 1500
17.46.A24A09.05.118.074 |Mwuaus IgE, F37 900
17.56.A2{A09.05.118.298 |Mwuaus IgG, F37 900
5.0.D1.4CA09.05.011.002 |MwukpoansbyMmuH B pa3oBov NopLMn Moun (ans0ymmnH-kpeaTMHMHOBOE

COOTHOLIEHUE) 410
5.0.D14.4A09.28.003.003 |MukpoansbyMmmMH Moyn 600
11.6.A1.2(A26.06.082.012 |Mukpopeakumsi Ha cudmnunc kadyectseHHo (RPR) 600
11.6.A6.2(A26.06.082.001 |Mukpopeakuus Ha cudununc, nonykonunyectseHHo (RPR) 370
6.3.D7.1C|A26.01.011 Mwukpockonunyeckoe nccrnegoBaHve BOMOC Ha Hannune naToreHHbIX rpruobos,

CKPWUHWHT 700
6.3.D015.5A12.21.004.001 [Mukpockonn4eckoe nccregoBaHme Maska-oTneyarka roroBKky NonoBoro 500
6.3.A6.10A26.01.018 Mukpockonuyeckoe nccnegosatve Ha Jemogekc (Demodex) 510
6.5.01 |A08.08.002.002 |MwuKpockonu4eckoe uccriefoBaHne Ha3anbHOro cekpeTta (Ha 303nHoUIbI) 480
6.3.D5.1(|A26.01.033 Mukpockonnyeckoe nccnegoBaHme HOrTeBbIX NIIACTUHOK HA Hanu4dve

NaToOreHHbIX rPUO0B, CKPUHWNHT 700
6.3.D03.50A12.20.001 MuKpockonmyeckoe nccnegoBaHne OTAensemMoro Bnaranuua 440
6.3.D012.5A12.19.006 MuKpockonmMyeckoe nccnegoBaHue OTAENSAEeMOro nNpsiMon KULLIKA 500
6.3.D01.50A12.28.015 MuKpockonmyeckoe nccnegoBaHne OTAENSAeMoro ypeTpsbl 440
50.0.H51]|A26.20.006 Mwukpockonnyeckoe nccnegoBaHvme OTAENAEMOro yporeHMTanbHoro Tpakra

(uepBuKanbHbIN KaHan+snaranuilie+ypeTtpa) 1200
50.0.H59|A12.28.015.003 |Mwukpockonuyeckoe uccrnegoBaHne oTAeNsieMoro yporeHnTanbHoro

TpakTa(LepBuKarnbHbI KaHan + Bnaranvuie) 850
6.3.D02.5(]A12.20.001.001 [Mukpockonn4eckoe nccregosaHme oTaenseMoro LepBukanbHoOro kaHana 500
6.3.D16.5/A12.21.005.001 |Mwukpockonnyeckoe nccrnegoBaHne cekpeTta npeacTaTensHon xenesbl 390
6.3.D014.4A12.21.005 MuKpockonmMyeckoe nccnegoBaHMe CekpeTa npeacraTenbHom Xenesbl B MoYe 600
6.3.D06.311A26.01.015 Mwukpockonunyeckoe nccrnegoBaHue COCKOOOB KOXM Ha Hanm4ume naToreHHbIX

rpuboB, CKPUHMHT 700
17.63.A1]A09.05.118.376  |MuHaanb IgE (ImmunoCAP), f20 1700
17.43.A5{A09.05.118.051 [MwuHaans IgE, F20 900
17.53.A5{A09.05.118.276 |MwuHpanb IgG, F20 900
4.3.A1.20/A09.05.006 Mwuorno6uH 900
22.1.D010J21.15.015 MwuoCkpuH. F'eHeTu4eckme dakTopbl HopMMUPOBaHUS MblLLEYHOW Macchl* 11 800
23.2.A20|A09.01.023.001 |MonunbaeH B Bonocax, cnekrpomeTtpus (Mo) 1 400
23.1.A20|A09.05.277.001 |MonunbaeH B kpoBu, cnekTpomeTpus (Mo) 1 400
23.3.A20|A09.28.082.001 |MonunbaeH B Mmoye, crnektpomeTpust (Mo) 1 400
17.65.A1]A09.05.118.386 |Monoko IgE (ImmunoCAP), f2 1200
17.65.A14A09.05.118.390 |Monoko kuns4yeHoe IgE (ImmunoCAP), 231 1200
17.45.A7|A09.05.118.062 [Monoko kunsiyeHoe IgE, F231 900
17.55.A7|A09.05.118.287 [Monoko kunsideHoe 1gG, F231 900
17.45.A6|A09.05.118.063 [Monoko kopoBbe IgE, F2 900
17.55.A6[A09.05.118.288 |Monoko kopoBbe IgG, F2 900
4.4.A3.200A09.05.207 MonoyHas kucnota (nakrar) 600
17.12.A2|A09.05.118.198 [Monb (cem. Tineidae) IgE, 18 900
17.28.A2[A09.05.118.438 |Monb IgE (ImmunoCAP), i8 1 200
50.0.H15{B03.058.005 MOHUTOPWHI NeYeHnss ocTeonopo3a 4 700
17.61.A14A09.05.118.356 [MopkoBb IgE (ImmunoCAP), f31 1 300
17.41.A74{A09.05.118.031 [MopkoBsb IgE, F31 900
17.51.A74{A09.05.118.256 [MopkoBb IgG, F31 900
17.2.A16[A09.05.118.126 |Mopckas cBuHka (anutenui) IgE, E6 900
17.23.A4|A09.05.118.429 [Mopckas cBuHka, anutenuin Ige (ImmunoCAP), e6 1 300
17.28.A3|A09.05.118.437 [Motbiib IgE (ImmunoCAP), i73 1 200
4.2.A5.200A09.05.018 MouyeBas kncnorta 250
5.0.D16.4A09.28.010 MoyeBas Kncnota Moym 260
4.2.A4.200A09.05.017 MoueBuHa 280
5.0.D15.4A09.28.009 MoyeBuHa Mo4m 260
17.12.A3[A09.05.118.199 |Mowkun kpacHon nmdmnHka(Chironomus plumosus) IgE,I73 900
17.49.A3{A09.05.118.104 |Myka rpevyHeBas IgE, F11 900
17.59.A34A09.05.118.328 |Myka rpevHeBas IgG, F11 900
17.49.A31A09.05.118.105 |Myka kykypy3Has IgE, F8 900
17.59.A31A09.05.118.329 |Myka kykypy3Has lgG, F8 900




17.49.A3{A09.05.118.106 |Myka oBcsiHas IgE, F7 900
17.59.A3§{A09.05.118.330 |Myka oBcsiHas IgG, F7 900
17.49.A3YA09.05.118.107 |Myka nweHun4Hasa IgE, F4 900
17.59.A3{A09.05.118.331 [Myka nweHunyHas IgG, F4 900
17.49.A4(A09.05.118.108 |Myka pxxaHas IgE, F5 900
17.59.A4(A09.05.118.332 |Myka pxaHas lgG, F5 900
17.49.A4]1A09.05.118.109 [Myka sumeHHas IgE, F6 900
17.59.A4]A09.05.118.333 [Myka sumeHHas IgG, F6 900
17.12.A4|A09.05.118.200 [MypaBen pbixuin (Solenopsis invicta) IgE, 170 900
17.2.A17[A09.05.118.127 |Mblwb IgE, E88 900
23.2.A18]|A09.01.021.001 |MbiwbsAK B Borocax, cnekrpometpus (As) 1 400
23.1.A18|A09.05.275.001 |MblWwbsiK B KpoBU, cnektpomeTpus (As) 1 400
23.3.A18]|A09.28.080.001 |MblwbsiK B MoYe, cnekTpoMeTpust (As) 1 400
17.64.A14A09.05.118.382 |Msco kponuka IgE (ImmunoCAP), 213 1200
17.47.A9{A09.05.118.093 |MsrTa IgE, F405 900
17.57.A9{A09.05.118.317 |Msra IgG, F405 900
17.4.A10[{A09.05.118.165 |Msatnuk nyrosow (Poa pratensis) IgE, G8 900
17.25.A2]1A09.05.118.458 |Msatnuk nyrosow IgE (ImmunoCAP), g8 1200
10.0.D72|A12.30.012.018 |HavBHbie CD4 nMPOLUTEI/KNETKN namaT (CD4/45R0, CD4745RA,

COOTHOLIEHWE "HanBHbIX" KIMETOK U KNeToK NaMaTu. BknioyaeT aHanma Kposu

C NeNKoUMTapHoOn hopMyIion) 6 700
22.9.A18(A27.05.061.034 |HacneacTBeHHble HapyLLIEHWS PENPOOYKTUBHON CUCTEMbI (BEHO3HAst KPOBb;

3aK/Il04eHME Bpaya - 1abopaToOpHOro reHeTMKa No UccreaoBaTenbCKOMY 41 700
23.2.A1 |A09.01.007.001.0(HaTpui B Bonocax, cnekrpomeTpus (Na) 1400
23.1.A1 |A09.05.242.010 |Hatpwui B KpoBK, cnektpomeTpusi (Na) 1400
23.3.A1 |A09.28.060.003 |Hatpui B Mmo4e, cnektpomeTpusi (Na) 1400
4.7.D1.20A09.05.030.001 [HaTtpwun, kanun, xnop (Na/K/Cl) 370
5.0.D2.4(]A09.28.014.001 |Hatpwuu, kanun, xnop mo4un (Na/K/Cl) 290
4.3.A11.2A09.05.256.001 [HaTtpuinypetnyeckun nentung B (BNP) 3700
8.0.A11.2/A09.05.246 HewnpoH-cneundmyeckas eHonasa (NSE) 1900
50.0.H98|B03.025.001.003 |Hedponornyeckum, GUOXMMmUHECKUI 1500
23.2.A17]|A09.01.018.001 |Hukenb B Bonocax, cnekrpomeTpus (Ni) 1400
23.1.A17]|A09.05.272.001 |Hukenb B kpoBu, cnektpomeTpus (Ni) 1400
23.3.A17]|A09.28.077.001 |Hukenb B Mmoye, cnektpomeTpus (Ni) 1400
17.13.A1(A09.05.118.471 |HucrtatuH IgE, C122 900
17.42.A44A09.05.118.043 |HyT (Typeukwuin ropox) IgE, F309 900
17.52.A44{A09.05.118.268 |HyT (Typeukni ropox) IgG, F309 900
50.0.H99/B03.016.008.002 |ObcnegoBaHue nNeyYenmn 3100
50.0.H11]|B03.016.008.001 |O6cnegoBaHue neyvenn, 6a3oBbii 1400
4.8.D01.20A12.05.011 O6Lwas xxene3ocBs3blBaroLLas cnocobHocTb cbiBopoTkM (OXKCC) (BkntovaeT

onpegenexve xenesa, JXKCC) 350
6.2.D01.1(/B03.016.010 Obuwumit aHanus3 kana (konporpamma) 600
6.5.02 |A12.09.010 O6Wmi aHann3 MOKpPOTbl 510
6.1.D01.4(|B03.016.006 Q6w aHann3 Mo4un 310
6.3.D8.6(JA12.04.001.001 |OBLWMIA aHanNU3 CMHOBMANbHOMN XUAKOCTU (MUKPOCKONUYECKOE

mccnegoBaHMe+MakpocKonM4Yeckoe nccrneaoBaHne) 600
4.2.A2.20/A09.05.010 O6Lwmin benok 210
5.0.D013.4A09.28.003.002 [O6wWuin 6enok moyun 260
7.3.A7.20/A09.05.090.001 |Obuwmin 6eTta-XIM'Y (guarHoctnka 6epeMeHHOCTH, OHKOMapKep) 500
17.48.A4|A09.05.118.101 |OBanbbymuH IgE, F232 900
17.58.A4|A09.05.118.325 [OBanbbymuH IgG, F232 900
17.36.A6[A09.05.118.486 |OBanbbymuH anua, anneprokomnoHeHT IgE (ImmunoCAP), f232 nGal d2 1 400
17.4.A11[A09.05.118.166 |OBec kynbTMBMpOBaHHbIN (Avena sativa) IgE, G14 900
17.69.A14A09.05.118.416 |OBec, oBcsHas myka IgE (ImmunoCAP), 7 1200
17.48.A5[A09.05.118.102 [Osomykoua IgE, F233 900
17.58.A5|A09.05.118.326 [OBomykoua IgG, F233 900
17.36.A1|A09.05.118.487 [OBomykouna sanua, anneprokomnoHeHT nGal d1 IgE (ImmunoCAP), 233 1 400
17.25.A2]A09.05.118.451 |OBcanuua nyrosas IgE (ImmunoCAP), g4 1700
17.4.A12|A09.05.118.167 [OBcaHHULUa nyroBas (Festuca elatior) IgE, G4 900
17.2.A21|A09.05.118.128 [OBua (anutenun) IgE, E81 900
17.23.A5[A09.05.118.441 |OBua, anutenunn IgE (ImmunoCAP), e81 1300
17.61.A14¢A09.05.118.360 [Orypeu IgE (ImmunoCAP), 244 1200
17.41.A71A09.05.118.032 |Orypeuy IgE, F244 900
17.51.A71A09.05.118.257 |Orypewy IgG, F244 900
17.4.A31|A09.05.118.168 [OpysaH4uk (Taraxacum officinale) IgE, W8 900
17.25.A14A09.05.118.455 |OpysaH4yuk IgE (ImmunoCAP), w8 1700
60.30.H3]{A26.19.069.001.0( OKN-TecT (Shigella spp./Salmonella spp./Adenovirus F/Rotavirus

A/Norovirus 2/Astrovirus ) 2 600
5.0.A20.4/A09.28.018.002 |OkcanaTbl B Mo4e 2100
4.9.D6.90B03.016.017.001.( UKCMOdTUBHBIM CTPECC (/7 TOKadarterien). MaJtOHOBbIN OAnalibAaern, KOoH3NM

Q10 obwumii (ybuxuHoH), ButamuH E (anbda-Tokodepon), ButammH C

(ackopbuHoBas kucnota), BUTaMuH A (peTuHon), 6eTa-kapoTuH (TpaHc-

cdopma), rmyTaTmoH cBobodHbIN (BoccTaHoBneHHbI, GSH) B kpoBu 20 600
17.3.A17|A09.05.118.146 [Onbxa (Alnus incana) IgE, T2 900
17.24.A3]A09.05.118.445 |[Onbxa cepas IgE (ImmunoCAP), t2 1200
17.36.A14A09.05.118.495 |Owmera-5 mvaguH nweHuubl, anneprokomnoHeHT IgE (ImmunoCAP), 416

rTrial9 3100




22.8.A7 |A27.30.206 OnkoKapTa, 57 reHoB (onyxoneBas TkaHb; 3aknioyeHne Bpada -

N1TabopaTopHOro reHeTnka No nccnegoBaTenbCKoOMy OT4YeTY) 48 000
22.8.A13|A27.30.207 OnkoKapTa, 60 reHoB (onyxoneBas TkaHb; 3aknioyeHne Bpaya -

N1TabopaTopHOro reHeTnka No nccnegoBaTenbCKoOMy OT4YeTY) 64 600
50.0.H101B03.016.004.016 |OHKONOrMYecKkuUi Ans XeHwmH, BUoXMMmn4ecknin 5 600
50.0.H101B03.016.004.015 |OHKONOrMYECKU A My>4UH, OMOXUMUNYECKNI 4 100
2.0.A5.20/A12.05.007.005 |Onpegenexue Kell anturena (K) 950
50.0.H11(A27.30.120 Onpeaernenvie SNP B reHe L Z8B 4yenoBeka

IL28B: C>T (rs12979860)

IL28B: T>G (rs8099917) 1100
18.1.D1.24A09.05.036.008 |OnpegeneHme ankoronsi B KPOBM 2 500
9.0.A57.21A12.06.026.001 |Onpegenexne aHtuten K o.Kactna - BHyTpeHHeMy chakTopy (ABD) 1700
23.9.A1 |B03.016.016.001 |OnpeneneHne MmkpoburoLieHO3a METOAOM XpPOMaTO-MaCcC-CNeKTpoMeTpumn

(MCMM) 7 000
22.8.D5 |A27.30.001 OnpepgeneHne MMKpocaTennmMTHOW HectabunbHocTu, MSI (onyxonesas

TKaHb; 3aKIT04YEHME Bpaya - N1abopaTopHOro reHeTuKa no 9 900
1.1.A34.2/A27.05.012 Onpegenenne mytaumm V617F B 14 3k30He reHa Jak-2 KMHa3bl, KayecT. 4 200
1.1.A35.2(A27.05.012.001  |Onpegenenue mytaumm V617F B 14 3k30HEe reHa Jak-2 KnHa3bl, KOnm. 5700
22.8.D1 |A27.30.008.004 |Onpegenexne mytauun B reHe BRAF (V600), onyxonesasi TKaHb 13 400
22.8.A10(A27.30.016.009 |Onpegenexue mytaumn BRAF, KRAS, NRAS (onyxonesas TkaHb;

3aKk/Il04eHME Bpaya - 1abopaToOpHOro reHeTMKa No UccregoBaTenbCKoOMy 18 300
22.8.A3 [A27.05.040.001 |OnpeaeneHue mytaumn B reHax BRCA1, BRCA2, PALB2 (onyxonesas

TKaHb; 3aKIT04YEHME Bpaya - NabopaTopHOro reHeTukKa no 33100
22.1.D28(A27.05.040.002 |OnpegeneHue mytaumn B reHax: BRCA1 (11 mytauuin), BRCA2 (3 mytauum),

PALB2 (1 myTtauus), CHEK2 (4 mytaumm), NBN (1 myTaums), BEeHO3Hasi KPOBb 8 000
22.8.04 |A27.30.016.001 |Onpegenexne myTauun B reHe EGFR, kpoBb (kngkocTHas buoncusi) 33100
2.0.D2.2(JA12.05.007.006 _ |Onpegenexne Hanmunsa aHtureHos sputpoumnTtoB C, ¢, E, e, CW, Kn k 1100
49.D3 |A09.05.264.001 |Onpenenenve Omera-3 nHaekca (OLEHKa pucka BHE3aMHOW CepaeyHOn

CMepTU, MHapKTa M1Mokapaa u Apyrmx cepaeyHo-cocyancThbix 3aboneBaHnin) 6 200
22.1.D16/21.15.019 OnpepeneHne pacnpoctpaHeHHbIX MyTauun B reHe CFTR, T3 noka3aTteneun

(BEHO3Hasi KPOBb; MYKOBMCLNAO3; 3aKOYeHNe Bpaya - nabopaTtopHOro

reHeTVKa no nccreaoBaTenbCKkoMy OT4YeTy) 21 900
9.0.A62.2/A09.05.054.005 |Onpegenenve cogepxaHus nogknacca lgG4 2 800
22.8.A15|A27.30.018.003 |Onpeaenenne TpaHcnokaumu reHa ROS1, FISH (onyxoneBasi TkaHb;

3akn4YeHre Bpaya - nabopaTopHOro reHeTvKa Nno nccreaosaTensCKkoMy 24 900
22.8.A14|A27.30.017.010 |Onpenenenne TpaHcnokaummn reHa ALK, FISH (onyxonesas TkaHb;

3aknyYeHre Bpaya - nabopaTopHOro reHeTMKa Nno nccreaosaTensCKkoMy 24 900
22.8.A16|A09.28.087 Onpepgenexve ypoBHs akcnpeccun reHa PCA3 (Mpocta - TecT) 7 500
5.0.D10.4A09.28.018 OnpeaeneHve XMMN4eckoro coctaBa Mo4eBoro koHkpemeHTa (MK-

crnekTpomeTpus) 7 200
8.0.A18.1A09.19.014 Onyxonesas nupyBaTknHasa Tu M2 (B kane) 2 900
8.0.A17.2/A09.05.300 Onyxonesbin mapkep HE 4 1700
13.30.D2|A26.08.020.001.0( 2 BVI-LRPIH

(PHK pecnupatopHocuHuutmansHoro supyca/ PHK metanHeBmoBwupyca/

PHK naparpunna (tunos 1, 2, 3 n 4)/ PHK kopoHasupycos/ PHK

pUHOBMpPYCcoB/ OHK apneHosupycos (rpynn B, C v E)/ AHK 6okaBupyca) 3700
5.1.A35 |B03.016.018.001 |OpraHundeckue KACoThl B Moye(60 nokasaTenemn) 11 200
7.5.A6.201 Ocrtasa 2 200
7.5.A3.20/A09.05.224 OcTeokanbLuH 1200
222.D2 OcTeoCkpuH.

eHeTnyeckme hakTopbl NPeapacnonoXeHHOCTM K OCTEONopo3y™ 4 300
22 1.D26]A27.05.045.002 | CUCHKa BIMSHNS TEHOB G YPZD6 N CYFZUTY HA META00I3M

aHTUaenpeccaHToB UHIMOMTOPOB 0OpaTHOro 3axBaTa

CepoTOHUHa/HopagpeHanuHa — acuuTanonpam, uutanonpam, CepTpanuH,

hrOBOKCAMWH, MapOKCEeTUH, BeHnadakcuH (crnwoHa) 9 400
50.0.H11]A27.05.002.003 |MakeT «OK!» (oLeHka pucka Tpombo3a npu npuéme OK n '3T), 2 2 800
50.0.H11]A27.05.002.005 |MakeT «OHkoPuckn» (BRCA1/2, dhonatHbin uukn), 12 nokasatenen* 10 700
50.0.H11{A27.05.002.004 |V1aKeT «PUCKI BO3HUKHOBEHS CEpOEYHO-COCYANCTLIX 3abONeBaHnin» (PUCK

HapyLleHns CBEPTbIBAHUSA KPOBW U TMNEPTOHUK, bonaTtHbIv Lmkn), 21

nokasaTenb* 8 500
22.8.A4 |A27.30.179 [Manenb "KeHckne HacneacTBeHHbIe onyxonu" (BEHO3Has KPOBb;

3aKn4YeHne Bpaya - 1abopaTopHOro reHeTnka no nccnegoBaTenbCKomy 41 400
22.9.A11(A27.05.061.026 |MaHenb "3aboneBaHusi coegUHUTENBHOM TKaHW" (BEHO3HAas KPOBb;

3aknYeHMe Bpaya - nabopaTopHOro reHeTMKa No nccreaosaTenbCKoMy 41 700
22.9.A12|A27.05.061.027 |MNaHenb "HacneactBeHHas Tyroyxoctb" (BEHO3HasA KPOBb; 3aKro4eHne Bpaya

- N1abopaTopHOro reHeTuKa No UccreaoBaTenbCKOMY OTYETY) 41 700
22.9.A13|(A27.05.061.031 |MaHenb "HacneacteeHHble 3aboneBaHus rnas" (BeHO3Has KpoBb;

3aknYeHMe Bpaya - nabopaTopHOro reHeTMKa No nccreaoBaTenbCKoMy 41 700
22.9.A14(A27.05.061.035 |MaHenb "HacneacteeHHble 3aboneBaHusa XKT" (BeHO3Hast KPOBb;

3aKn4YeHne Bpada - 1abopaTopHOro reHeTnka no nccnegoBaTenbLCKomy 41 700
22.9.A15(A27.05.061.032 |MaHenb "HacneacteeHHble 3aboneBaHns noyek” (BeHO3Hasi KPOBb;

3aKn4YeHne Bpaya - 1abopaTopHOro reHeTnka no nccnegoBaTenbLCKomy 41 700
22.9.A16|A27.05.061.033 |MaHenb "HacneacteeHHble 3aboneBaHus cepaua” (BeHO3Hast KPOBb;

3aknYeHme Bpaya - nabopaTopHOro reHeTMKa Nno nccreaosaTenbCKoMy 41 700
22.9.A17B03.006.004 MaHenb "HacneacTBeHHble HapyLleHs obmeHa BelecTB" (BEHO3Has KPOBb;

3aKn4YeHne Bpada - 1abopaTopHOro reHeTnka no nccregoBaTenbCKomMy 58 000
22 8.A8 |A27.30.182 [Manenb "HacnegcTBeHHble onyxoneBble CMHOPOMBI" (BEHO3Has KPOBb;

3aKn4YeHne Bpada - 1abopaTopHOro reHeTnka no nccregoBaTenbCKomMy 41 400
22.9.A19|A27.05.061.014 |MaHenb "HacneacteeHHble anunencumn” (BeHO3Has KPOBb; 3aKoveHne

Bpaya - NabopaTopHOro reHeTnka No nccreaoBaTenbCKOMy OTYETY) 58 000




22.8.A5 |A27.30.180 [Manenb "HacnegcTBeHHbINM pak MOMOYHON Xene3bl" (BeHO3Has KPOoBb;

3aknYeHre Bpaya - nabopaTopHOro reHeTMKa Nno nccreaosaTenbCKoMy 41 400
22.8.A6 |A27.30.181 [MaHenb "HacneacTBeHHbIN pak TONCTON KMLWKKU" (BEHO3HAsA KPOBb;

3aKknYeHme Bpaya - nabopaTopHOro reHeTMka Nno nccregosaTenbCKoMy 41 400
22.9.A20|A27.05.061.028 |MaHenb "HenpoaereHepaTmBHble 3aboneBaHms" (BEHO3Has KPOBb;

3aKn4YeHne Bpada - 1abopaTopHOro reHeTnka no nccregoBaTenbCKomMy 58 000
22.9.A21(A27.05.061.030 |MaHenb "HepBHO-MbILLEYHbIE 3a60MneBaHNA" (BEHO3HAsH KPOBb; 3aKo4eHe

Bpaya - NnabopaToOpPHOro reHeTuKa Nno uccrnegoBaTenlbCKkoMy o0T4eTy) 58 000
22.9.A23|A27.05.061.029 |lNaHenb "YMCTBEHHas OTCTanocTb 1 ayTnaM" (BEHO3Hasi KPOBb; 3aKMoyeHne

Bpaya - NnabopaToOpPHOro reHeTuKa Nno uccrneaoBaTenbCKkoMy oT4yeTy) 58 000
22.9.A24|A27.30.178 [Manenb "®akomaTto3bl 1 HACNEACTBEHHbIV paK" (BEHO3Has KPOBb;

3aKn4YeHne Bpada - 1abopaTopHOro reHeTnka no nccregoBaTenbCKomMy 41 400
17.27.A41B03.002.004.089 |TTaHenb annepreHoB AepesbeB IgE (IMmUnoCAP), X9 (MUKCT NbinbLa

OepeBbLEB: ofbXa cepasi, bepesa 6opogasyaras, newmHa obbIKHOBEHHas,

ay6 6enbin, nea 6enasi) 1600
17.19.A3{B03.002.004.037 |[MaHenb annepreHoB aepesbes Ne 1 IgE (kneH aceHenucTHbIA, Gepesa, BA3,

ay6, rpeuknii opex) 1 300
17.19.A2{B03.002.004.038 [MaHenb annepreHoB aepeBbeB Ne 2 IgE (kneH AsceHenUCTHbIA, TONOMb, BA3,

ay6, nekaH) 1 300
17.19.A3(B03.002.004.039 [MaHenb annepreHoB aepesbes Ne 5 IgE (onbxa, newmHa obbIKHOBEHHAS,

BS13, MBa, TOMOJb) 1 300
17.19.A31B03.002.004.040 |[MaHenb annepreHoB aepesbes Ne 9 IgE (onbxa, 6epesa, newmHa

0ObLIKHOBEHHas1, Ay6, nea) 1 300
17.27.A5{B03.002.004.098 [MaHenb annepreroB getckon cmecu IgE (ImmunoCAP), fx5 (benok snua

(f1), monoko (f2), puiba (f3), nwenunua (f4), apaxuc (f13), cos (f14)) 1900
17.27.A5/B03.002.004.087 |MaHenb annepreHoB xuBoTHbIX IgE (IMmMunoCAP), ex2 (MUKCT: nepxoTb

KOLLIKW, NEPXOTb COBaKW, 3aNNTENUA MOPCKOM CBMHKU, KpbiCca, Mbillb) 1400
17.27.A5{B03.002.004.084 |[TTaHenb annepreHoB Xu1BOTHbIX IgE (TMmMunoCARP), ex/70 (snnutennin MopCcKon

CBUWHKM (€6), anuTenui kponuka (e82), anutenun xomsika (€84), kpbicbl (€87),

MbiLb (e88)) 1 400
17.27.A3(B03.002.004.088 |[MaHenb annepreHoB xunBoTHbIX IgE (IMmMunoCAP), ex71 (MUKCT nepbs NTUL:

rycsi, Kypuubl, YTKWU, UHOEWKW) 1 400
17.27.A51B03.002.004.085 |T1aHernb annepreHos MBOTHLIX IgE (TmmUunoCAP), ex7Z (nepbs NTuL:

BOJSIHMCTOro nonyranyuka (e78), kaHapenku (€201), ANMMHHOXBOCTOrO

nonyranyunka (e196), nonyras (e213), Bbepka (€214)) 1400
17.15.A6 |B03.002.004.032 |[MaHenb annepreHoB xuBoTHbIX Ne 1 IgE (anuTenuii KowwKn, NepxoTb

noLiagm, NepxoTb KOPOBbI, NEPX0Tb cobaku) 1300
17.15.A7|B03.002.004.033 [MaHenb annepreHoB xuBoTHbIX N2 70 IgE (anuTenvin MopcKon CBUHKH,

3NUTENWIA KPOJNKA, XOMSIK, Kpbica, Mbillb) 1300
17.27.A4{B03.002.004.086 |[MaHenb annepreHoB xwuBOTHbIX, anuTtenui IgE (ImmunoCAP), ex1 (MukcT

NepxoThb: KOLWKN, cobaku, nowaaun, KOpoBbl) 1400
17.15.A8|B03.002.004.034 [MaHenb annepreHoB xwuBoTHbIX/Nepbsi nTul/ Ne 71 IgE (nepo rycs, nepo

KypuLbl, NEPO YTKN, NEPO UHAOKOKA) 1300
17.15.A9|B03.002.004.035 [MaHenb annepreHoB »xwuBOTHbIX/Nepbsi nTUL/ Ne 72 IgE (nepo BOMHUCTOro

nonyrasi, nepo nonyrasi, Nepo kaHapemkn) 1 300
17.27.A44B03.002.004.092 |! laHenb annepreHoB 3nakoBbIX TpaB IgE (IMmMuNoCAP), gxT (MUKCT nbinbLa

3M1aKkoBbIX: exa cOopHas, OBcsHMLA Nyroeas, nneeen, TMuModgeeska nyroeasi,

MSTIIVK JTYrOBOW) 1800
17.27.A54B03.002.004.090 |[MaHenb annepreHoB k cmecu nbinbubl AepeBbeB IgE (ImmunoCAP), tx5

(onbxa cepas (t2), newmHa (t4), Bas (18), uea (t12), Tononb (t14)) 1400
17.27.A5{B03.002.004.091 |11aHerb annepreHoB K CMecu MbinbLbl AepeBbeB IgE (TmmunoCAP), X6

(kneH AsceHenucTHBIN (11), 6epe3a GopoaasyaTas (t3), Oyk KPYMHONUCTHbBIN

(t5), oy6 (t7), rpeukun opex (t10)) 1400
17.27.A6(B03.002.004.097 |[MaHenb anneprenoB mopenpoayktbl IgE (ImmunoCAP), fx2 ( pbiba (f3),

kpeseTkn (f24), ronybas mugms (f37), TyHeu (f40), nocock (f41)) 1400
17.27.A64B03.002.004.100 |[MaHenb annepreHoB Myka 3nakosbix IgE (ImmunoCAP), fx20 (nweHuua (f4),

poxb (f5), a4meHsb (f6), puc (f9)) 1 400
17.27.A61B03.002.004.099 |[MaHenb annepreHoB Myka 3nakoBbIx 1 KyHxyTHble IgE (ImmunoCAP), fx3

(nwenwnua (f4), sumeHb (f7), kykypysa (f8), kyrxyT (f10), rpeumnxa (f11)) 1400
17.27.A61B03.002.004.101 |[MaHenb annepreHosB msAco IgE (ImmunoCAP), fx73 (cBuHuHa (f26), roBsanHa

(f27), kypsaTuna (f83)) 1900
17.27.A64B03.002.004.103 |lMaHenb annepreHos osowm IgE (ImmunoCAP), fx14 (nomugop (f25), wnuHat

(f214), kanycra (f216), nanpuka (f218)) 1400
17.27.A64{B03.002.004.102 |[MaHenb annepreHos oBoLm 1 60608bIe IgE (IMmunoCAP), fx13 (ropox (f12),

daconb (f15), mopkosb (f31), kapTodens (f35)) 1 400
17.27.A6({B03.002.004.104 |lNaHenb annepreHos opexu IgE (ImmunoCAP), fx1 (apaxuc (f13), byHayk

(f17), 6bpasunbckuii opex (f18), muHagans (f20), kokoc (f36)) 1400
17.27.A5(B03.002.004.107 |!laHenb annepreHoB nnecenn Igk (IMmunoCAF), mxT (MUKCT: Penicilium

chrysogenum, Cladosporium herbarum, Aspergillus fumigatus, Alternaria

alternata) 1800
17.27.A5]B03.002.004.108 [MNaHenb annepreHoB nnecenu IgE (ImmunoCAP), mx2 1 800
17.21.A5{B03.002.004.016 |lMaHenb annepreHoB nnecexu IgE, TM9 1700
17.21.A41B03.002.004.013 |MMaHenb annepreHos nnecenn Ne 1 IgE (penicillium notatum, cladosporium

herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis) 1 300
17.21.A41B03.002.004.015 [MaHenb anneprexos nbinu Ne 1 IgE (gomawwHas neinb (Greer), kneww-

gepmartodbar NepUHHbIN, Knew-gepmarodar My4YHOW, TapakaH) 1 300
17.27.A61B03.002.004.105 [MaHenb anneprexoB peiba IgE (ImmunoCAP), fx74 (Tpecka (f3), cenbab

(f205), ckymbpus (f206), kambana (f254)) 1400
17.20.A3]B03.002.004.044 |TTaHenb annepreHoB COpHbIX pacTteHun 1 useToB Ne TIgE (ambpo3us

06bIKHOBEHHAS, NOMbIHb OOLIKHOBEHHAS, NOAOPOXHMK, Mapu benasi,

30NnbHUK/consHKa) 1300




17.20.A34{B03.002.004.045 |[NaHenb annepreHoB copHbIX pacTeHun u useTtoB Ne 3 IgE (nonbiHb

0ObIKHOBEHHas!, NOAOPOXHUK, Mapb Oenas, 30NnoTapHUK, Kpanuea ABYAOMHas) 1300
17.20.A3!B03.002.004.046 |T1aHenb annepreHoB COPHbBIX PacTeHNn 1 LIBETOB N2 5 IgE (ambpoanis

06bIKHOBEHHAs, NOMbIHb OObIKHOBEHHAS, 30/10TAPHWK, HUBSHUK, OQYBaHYMK

JIEKAaPCTBEHHbIN) 1 300
17.27.A5{B03.002.004.074 |TTaHenb annepreHoB copHbIX Tpas IgE (ImmunoCAP), wxT (ambpo3usi

Bbicokas (w1), nonbiHb (W6), MOAOPOXHMK NAaHLETONUCTHLIA (W9), Mapb

6enas (w10), 3onbHUK/congHka (w11)) 1800
17.27.A64B03.002.004.093 |TTaHenb annepreHoB COpHbIX Tpas IgE (TmmunoCAP), WxZ (ambpo3uns

ronomeTenbyartas (w2), nonbiHb (W6), NOAOPOXHMK NaHUEeTOBUAHbIN (W9),

mMapb (w10), nebega YyeyeBnuesngHas (w15)) 1400
17.27.A51B03.002.004.094 [TTaHenb annepreHoB copHbIX Tpas IgE (TmmMunoCAP), wx3 (nonbiHb (W6),

NOAOPOXHUK NaHueToBuaHbIv (W9), Mapb (w10), 3onotapHuk (w12), kpanvea

asynomHas (w20)) 1 400
17.20.A31B03.002.004.042 |[MaHenb annepreHos TpaB Ne 1 IgE (exa cbopHas, oBcsHMLA nyroBas, poxb

MHOTIONETHSAS, TUMOdIEEBKA, MSATIIMK NYroBomn) 1300
17.20.A34B03.002.004.043 [[MaHenb annepreHos TpaB Ne 3 IgE (konocok gyLumncTbin, poXb MHOTOMETHSS,

TUMOdbeeBKa, POXb KyNbTUBUPOBaHHas, OyXapHUK LUEPCTUCTbIN) 1300
17.27.A6{B03.002.004.095 |l[NaHenb annepreHoB pykTbl n 6axyesble IgE (IMmunoCAP), fx21 (kusu

(f84), abiHg (f87), 6aHaH (f92), nepcuk (f95), aHaHac (f210)) 1900
17.27.A7(B03.002.004.096 |[laHenb annepreHos untpycosble n dpykTbl IgE (ImmunoCAP), fx15

(anenbcuH (f33), sbnoko (f49), 6aHaH (f92), nepcuk (f95)) 1900
17.27.A41B03.002.004.077 |1TaHenb bbITOBLIX annepreHoB IgE (TmMmMUnNoCAP), hxZ (MUKCT: OOMaLIHAA

nbinb, Knew, gomatuHen neinu D.pteronyssinus, knew, gomatuHen neinv D.

farinae, TapakaH pbiXui) 1400
17.21.A31B03.002.004.047 [TTaHenb nHransiunoHHbIX annepreHoB Ne TIgE (exa

cbopHasi, TuMogeeBka, ANOHCKUI keap, aMbpo3ns 0ObIKHOBEHHAS!, MOSbIHb

00ObIKHOBEHHas!) 1 300
17.21.A3(B03.002.004.048 |[MaHenb nHranaumnoHHbix annepreHoB Ne 2 IgE (TumodpbeeBka, nnecHeBbIN

rpub (Alternaria tenuis), 6epesa, nonbiHb 0OLIKHOBEHHAS) 1 300
17.21.A31B03.002.004.049 |[MaHenb nHranaumoHHeix annepreHoB Ne 3 IgE (knewy - gepmartodpar

NEPUHHbIN, SMUTENUA KOLIKW, 3NUTEenui cobaku, nrnecHesbl rpud 1300
17.21.A3{B03.002.004.050 |TT@HEmb VHranAL1OHHbLIX annepreHoB N2 6 IgE (necHeBbIn rprb

(Cladosporium herbarum), TumoceeBka, nnecHesbin rpub (Alternaria tenuis),

Oepesa, nosbiHb 0ObIKHOBEHHAS) 1 300
17.21.A3{B03.002.004.051 [TTaHenb uHranaunoHHbIX annepreHoB Ne 7 IgE (anMTenun KOLKK, KneLl-

aepmaTodar NepyHHBIN, NepXoTb foLwaamn, NepxotTb cobaku, anuTenui

Kponvka) 1300
17 21.A4(B03.002.004.052 |1 /@HEITb MATAITAOVIOAHEIX SJTTEPTEHOB Y 8 TgE (JMMTEITVN ROWRY, KITST-

aepmaTodar nepuHHbIN, 6epesa, NepxoTb cobaku, NonbiHb 0OLIKHOBEHHaS,

TMOdheeBKa, pOXb KynbTMBMPOBaHHas, nrecHebiv rpnb (Cladosporum

herbarum)) 1300
17.21.A41B03.002.004.053 |lMaHenb nHranauunoHHblx annepreHoB Ne 9 IgE (anuTenuii Kowku, nepxoTb

cobaku, oBcsHWULA NyroBasi, nnecHesbIr rpub (Alternaria tenuis), 1 300
17 21.A4/B03.002.004.014 |1 1@HEITb KITEIIEBEIX aITIEPreHoB N T 1gE (KITeLI-IepMaToar MeprHABI,

knew-gepmarodar myyHon, dermatophagoides microceras, lepidoglyphus

destructor, tyrophagus putrescentiae, glycyphagus domesticus, euroglyphus

maynei, blomia tropicalis) 1 300
17.16.A1{B03.002.004.017 |MMaHenb nuweBbix annepreHoB Ne 1 IgE (apaxuc, MuHaanb, oyHOYK, KOKOC,

Opa3nnbCckuin opex) 1 300
17.31.A1(B03.002.004.056 |[MaHenb nuweBbix annepreHoB Ne 1 1gG (apaxuc, MuHaanb, oyHOYK, KOKOC,

Opa3nnbckuin opex) 1 300
17.16.A2B03.002.004.023 |lMaHenb nuwesbix annepreHoB Ne 13 IgE (ropox, benas daconb,MOpKoBb,

KapTodens) 1 300
17.31.A7(B03.002.004.062 |[MaHenb nuwesbix annepreHoB Ne 13 IgG (3eneHbin ropoLuek, benbie 606k,

MOPKOBb, KapTodenb) 1300
17.16.A2({B03.002.004.024 |MaHenb nuuweBbix annepreHoB Ne 15 IgE (anenbcuH, 6aHaH, S6noKo, Nepcuk) 1 300
17.31.A8(B03.002.004.063 |MaHenb nuuieBbix annepreHoB Ne 15 IgG (anenbcuH, 6aHaH, S6noko, Nepcuk) 1 300
17.16.A2(B03.002.004.018 |[MaHenb nuweBbix annepreHoB Ne 2 IgE (Tpecka, TyHeL, KpeBETKM, JIOCOCh,

MUann) 1 300
17.31.A2(B03.002.004.057 [MaHenb nuweBbix annepreHoB Ne 2 IgG (Tpecka, TyHeLl, KpeBETKM, JIOCOCh,

MUann) 1 300
17.16.A21B03.002.004.025 |MaHenb nuueBbix annepreHoB Ne 24 IgE (dyHAyK, KPeBETKU, KMBU, HaHaH) 1 300
17.31.A9(B03.002.004.064 |MaHenb nuuieBbix annepreHoB Ne 24 1gG (pyHOyK, KPEBETKU, KMBU, BaHaH) 1 300
17.16.A24B03.002.004.026 |MMaHenb nuweBbix annepreHoB Ne 25 IgE (cemeHa kyHxyTa, nekapckme

OPOXOKM, YECHOK, cenbaepen) 1 300
17.31.A1(B03.002.004.065 [[MaHenb nuweBbix annepreHoB Ne 25 IgG (cemeHa KyHxyTa, nekapckme

OPOXOKM, YECHOK, cenbaepen) 1 300
17.16.A2{B03.002.004.027 |MMaHenb nuweBbix annepreHoB Ne 26 IgE (sau4HbI 6enok, Monoko, apaxmc,

ropyumua) 1 300
17.31.A11B03.002.004.066 |[MaHenb nuweBbix annepreHoB Ne 26 IgG (snM4yHbI ©6enok, Mosoko,

apaxuc,ropymua) 1 300
17.16.A21B03.002.004.019 |MMaHenb nuweBbix annepreHoB Ne 3 IgE (NweHu4Has Myka, OBCsiHas Myka,

KYKYPY3Hasi MyKa, CEMEHa KYHXyTa, rpedHeBasi Myka) 1 300
17.31.A3|B03.002.004.058 |MaHenb nuweBbix annepreHoB Ne 3 IgG (nweHnYHas mMyka, oBCsHas Myka,

KYKYPY3Hasi MyKa, CEMEeHa KyHXyTa, rpedHeBas Mmyka) 1300
17.16.A2{B03.002.004.020 [MaHenb nuweBbix annepreHoB Ne 5 IgE (AnyHbI Benok, MOMOKO, Tpecka,

nweHnYHas Myka, apaxuc, coeBble 606bl1) 1300
17.31.A4|B03.002.004.059 [MaHenb nuwesbix annepreHoB Ne 5 IgG (anyHbI 6Genok, MOMoKo, Tpecka,

nweHnYyHas Myka, apaxuc, coeBble 606bl1) 1300
17.16.A31B03.002.004.028 [MaHenb nuweBbix annepreHoB Ne 50 IgE (kuBuW, MaHro, 6aHaHbl, aHaHac) 1300




17.31.A1]B03.002.004.067 |MaHenb nuwesblx annepreHoB Ne 50 1gG (kuBu, MaHro, 6aHaHbl, aHaHac) 1300
17.16.A31B03.002.004.029 |lMaHenb nuweBbix annepreHoB Ne 51 IgE (momugop, kapTodens, MOPKOBb,

YECHOK, rop4uua) 1300
17.31.A11B03.002.004.068 |[MaHenb nuweBbix annepreHoB Ne 51 IgG (momugop, kapTodens, MOPKOBb,

YECHOK, ropynua) 1300
17.16.A21B03.002.004.021 |MMaHenb nuweBbix annepreHoB Ne 6 IgE (puc, cemeHa KyHxyTa, NeHn4Has

MYKa, rpeyHeBasi Myka, coeBble 600bl) 1300
17.31.A5(B03.002.004.060 |[MaHenb nuweBbix annepreHoB Ne 6 1gG (puc, cemeHa KyHxyTa, NeHnYHas

MyKa, rpedHeBast MyKa, coeBble 600bl) 1300
17.16.A2{B03.002.004.022 [MaHenb nuweBbix annepreHoB Ne 7 IgE (suyHbIn Benok, puc, kopoBbe

MOJIOKO, apaxuc, NeHNnYHas MyKka, coeBble 600bl) 1300
17.31.A6|B03.002.004.061 |[MaHenb nuwesbix annepreHoB Ne 7 IgG (anyHbI 6enok, puc, KopoBbe

MOJIOKO, apaxuc, NueHn4Has Myka, coeBble 606bl) 1 300
17.16.A34{B03.002.004.030 |[MaHenb nuweBbix annepreHoB Ne 73 IgE (cBMHUHA, KypuMHOE MSACO,

roesiavHa, bapaHuHa) 1300
17.31.A14B03.002.004.069 |lMaHenb nuweBbix annepreHoB Ne 73 IgG (CBMHUHA, KypyvHOE MSICO,

roesiavHa, bapaHuHa) 1300
17.15.A1(B03.002.004.031 |[MaHenb npodeccunoHanbHbix annepreHoB Ne 1 IgE nepxoTb nowaaw,

NepxoTb KOPOBbI, Nepo rycd, Nepo KypuLbl 1300
6.2.A7.10A09.19.010 [NaHkpeaTuyeckas anacrtasa 1 B kane 2 400
17.61.A14A09.05.118.363 |[Manpwuka, cnagkui neped IgE (ImmunoCAP), 218 1200
7.5.A1.20/A09.05.058 [lapaTropMoH 850
17.74.A1]A09.05.118.467 |MeHuumnnuH G IgE (ImmunoCAP), c1 1300
17.13.A1{A09.05.118.211 |MeHuumnnuH G IgE, C1 900
17.74.A14{A09.05.118.468 |[MeHuumnnuH V IgE (ImmunoCAP), c2 1300
17.13.A2[{A09.05.118.212 |MeHuuunnuH V IgE, C2 900
22.9.A22|A27.05.061.024 |lNepBuYHbIN MIMMYHOOEMUUNT N HAacnNeaCTBEHHblIE aHEMUN (BEHO3HASA KPOBb;

3aknyYeHre Bpaya - nabopaTopHOro reHeTMKa Nno nccreaosaTensCKoMy 41 700
16.1.A23[A08.30.006.012 |lNepes3anvBka 6noka n nsrotoenexHme 1 creknonpenapata (Unim) 1800
15.1.D25|A08.30.007 [lepecMoTp roToBbIX LIMTONOrMYECKUX npenapartos (BTopoe MHeHne),1 NIokyc 600
17.41.A9¢A09.05.118.033 [lNepeu 3eneHbin IgE, F263 900
17.51.A94A09.05.118.258 |lepey 3eneHbil IgG, F263 900
17.41.A94A09.05.118.034 |lMepel kpacHbI (nanpuka) IgE, F218 900
17.51.A94A09.05.118.259 |lMepel kpacHbIi (nanpuka) 1gG, F218 900
17.47.A91A09.05.118.094 [lMepew YepHbin IgE, F280 900
17.57.A91A09.05.118.318 |lepel YepHbint IgG, F280 900
17.60.A11A09.05.118.341 |[Mepcuk IgE (ImmunoCAP), f95 1 300
17.40.A1]A09.05.118.017 [Mepcuk IgE, F95 900
17.50.A1§A09.05.118.243 |lMepcuk IgG, F95 900
17.61.A14A09.05.118.401 |Metpyuwka IgE (ImmunoCAP), f86 1200
17.41.A7{A09.05.118.035 |[lNeTpywka IgE, F86 900
17.51.A7{A09.05.118.260 |MeTpyuwka lgG, F86 900
3.0.A22.2/A09.05.048 [nasmuHoreH 1200
50.0.H10]B03.001.001.002 |MnaHupoBaHne 6epeMeHHOCTU (FOPMOHbI) - NMOTENHOBas dasa 2900
50.0.H10¢{B03.001.001.001 |MnaHMpoBaHne 6epeMeHHOCTH, 6a30BbIf 1700
17.3.A23[A09.05.118.148 |lMnataH (Platanus acerifolia) IgE, T11 900
17.71.A2[(A09.05.118.478 |lMnecHesbin rpmb (Alternaria alternata) IgE (ImmunoCAP), m6 1200
17.9.A4 [A09.05.118.190 |lMnecHesbin rpub (Alternaria tenuis) IgE, M6 900
17.71.A3[{A09.05.118.481 |lMnecHesbin rpnb (Aspergillus fumigatus) IgE (ImmunoCAP), m3 1200
17.9.A3 [A09.05.118.189 |[InecHeBbii rpub (Aspergillus fumigatus) IgE, M3 900
17.9.A2 [A09.05.118.188 |[lnecHeBbii rpmubd (Chaetomium globosum) IgE, M208 900
17.22.A2(A09.05.118.480 |MnecHesbin rpnb (Cladosporium herbarum) IgE (ImmunoCAP), m2 1 300
17.9.A5 [A09.05.118.191 |lMnecHesbin rpunb (Cladosporium herbarum) IgE, m2 1 300
17.22.A1[{A09.05.118.476 |lMnecHesbi rpnbd (Penicillum notatum) IgE (ImmunoCAP), m1 1 300
17.9.A6 [A09.05.118.192 |lnecHesbin rpnbd (Penicillum notatum) IgE, m1 1700
11.2.A1.2(A26.06.036.001 |[MoBEPXHOCTHbIN aHTUreH BUpYyca renatuta B (aBCTpanuincknii aHTUreH, 600
11.2.A7.2/A26.06.036.002 |[1oBEPXHOCTHbLIN aHTUreH BUpYyCca renaTnta B (aBCTpanuncknii aHTUreH,

HbsAg), konn4yecTtBeHHO 2 100
17.4.A32[A09.05.118.169 [MNopopoxHuk (Plantago lanceolata) IgE, W9 900
17.4.A20|A09.05.118.181 [lNoaconHeyHuk IgE 2 800
17.69.A1|A09.05.118.460 [MoaconHeyHuk IgE (ImmunoCAP), w204 1700
17.4.A13|A09.05.118.170 [MNoneBuua (Agrostis alba) IgE, G9 900
4.9.D01.90B03.016.017.003 |17 ra-3.

fAokosarekcaeHoBas (DHA), aiikosaneHTaeHoBas (EPA) - B LenbHo KposK

(MemMbpaHHbIR, NMNONPOTENAHbLIN U CBOOOAHO-KMPHOKUCIOTHBIN Nynbl).

ButamuH E (anbda-Tokodepon) B KpoBU 6 400
4.9.D2.2d0B03.016.017.001 |V ToNMHEHaACHILEHHbIE KMPHbIE KWCIIOThI (JKK) CEMencTea Omera-o.

nuHonesas (LA), ramma-nuHoneHosas (GLA), apaxugoHosasa (AA) Kucnotbl -

B LieNbHOW KpoBU (MEMOpPaHHbIN, NMNONPOTENAHbLIN U cBOOOAHO- 5 300
22.9.A4 |A27.05.061.001 |lNonHoe cekBeHmpoBaHue reHoma GenomeUNI (BeHO3Has KpoBb;

3aKn4YeHne Bpada - 1abopaTopHOro reHeTnka no nccnegoBaTenbCKomMy 163 900
22 6.A12|A27.05.061.015 |/ 10NHOE CEKBEHMPOBAHME reHOMa abopTyca «PepTyC» (BOPCUHbI

XOpUoHa/TKaHu nroaa; 3aknyeHne Bpaya - nabopaTopHOro reHeTuka no

MccnegoBaTenbCKOMY OTHETY) 132 400
22.9.A3 [A27.05.061.002 |lNonHoe cekBeHMpOBaHMe ak3oma (BEHO3Hasi KPOBb; 3aKr4eHne Bpaya -

nabopaTopHOro reHeTrka No UccneaoBaTenbCKoMy OT4eTY) 71 200
17.25.A1]A09.05.118.454 |MonbiHb IgE (ImmunoCAP), w6 1200
17.4.A33[{A09.05.118.171 |lMonblHb ropbkas (Artemisia absinthum) IgE, W5 900
17.25.A24A09.05.118.459 |lMonbiHb ropbkas IgE (ImmunoCAP), w5 1300




17.4.A34|A09.05.118.172 |[MonblHb 06blkHOBEHHas (Artemisia vulgaris) IgE, W6 900
17.39.A4|A09.05.118.509 [MonblHb, anneprokomnoHeHT IgE (ImmunoCAP), w231 nArt v1 3100
17.39.A5[A09.05.118.510 |MonblHb, anneprokoMmnoHeHT, w233 nArt v3 3100
17.2.A22(A09.05.118.129 |[Monyran (nepo) IgE, E91 900
17.2.A23|A09.05.118.130 [Monyran BonHucTbIV (nepo) IgE, E78 900
17.23.A3[A09.05.118.431 [Monyran, nepbsa IgE (ImmunoCAP), e213 1300
14.8.A3.9A26.01.001.003 [MMoceB Ha beTa-remonuTUYeCKMn CTPENTOKOKK rpynnbl B (S. agalactiae) ¢

onpegeneHnem YyBCTBMTEIIbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTMKOB 1500
50.0.H14/A26.01.010.001 |MoceB Ha rpubbl (B030YyauTENN MMKO30B) (6€3 onpeaeneHus

YYBCTBUTEJTIbHOCTU K aHTUMUKOTUKaM) 1400
14.1.A6.9A26.19.009.001 |MoceB Ha rpubel poga kananaa (Candida) c ngeHtTudukaumen n

onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM Npenapartam 1200
17.4.A35[A09.05.118.173 |[MocTeHHUUa nekapcTBeHHas (P. officinalis) IgE, W19 900
7.3.D1.20B03.032.002.002 |TTP€HaTanbHbIN CKPUHWHT T TPUMECTPa DEPEMEHHOCTH (T0-T3 HEAenb;

3akntoyveHne Bpava KI1[ no nccnegosaTenbckomy OT4eTy):

accoUMMPOBaHHbIN ¢ 6epemeHHoCThI0 NpoTenH A (PAPP-A), cBoboaHas 1700
26.3.D3 |A27.20.001.004 |TTPpeHaTanbHbIN CKpUHUHT T TpumecTpa bepemeHHoCcTN ASTRAIA (8 Hefenb -

13 Hegenb 6 OH.) C pacyeToOM pucKa 3afepXXKn pocTa nioga, pyucka

npexageBpeMEHHbIX POA4OB U Npe3knamMncum 3200
26.3.D04 |A27.20.001.008 |TIp€HaTanbHbIN CKPUHWHT T TPUMECTpa bepeMeHHOCTU ASTRAITA (8 Hederb -

13 Hegenb 6 OH.) C pacyeToM puUcKa 3agepXKku pocTa nnoaa, pucka

npexgeBpeMEHHbIX POAOB U Npeaknamncum (¢ y4étom PLGF) 5 500
26.3.01 |B03.032.002.003 |1 IPEHATANBHEIV CROVIHVHT T TPUMECTPa DEPEMEHHOCTY AS TRAIA (8 HE[IETTb -

13 Hepenb 6 OH.):

AccouunpoBaHHbIn ¢ 6epemeHHocTbio npoTenH A (PAPP-A), CeoboaHas

cybbegunnmnua beta-Xrd 3200
7.3.D2.2dB03.032.002.001 |TTPeHaTanbHbIN CKpUHUHT T TpMecTpa bepeMeHHOCTU (T5-19 Hepenb;

3akntodeHune Bpada KJ1[ no nccneposartenbckomy oTyeTy): anbda-

deTonpoTenH (ADM), obimin 6eta-XIMY, actpuon csoboaHbIN 1 400
5.0.D1.40A12.28.002 Mpoba Pebepra 370
7.2.A5.20/A09.05.153 [porecTtepoH 440
8.0.D4 |A09.05.202.001 |MporHocTnyeckasn BeposaTHOCTb (3HadeHne ROMA, nocTmeHonaysa)

(BkntoyaeT onpefenexne aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 2 500
8.0.D6 |A09.05.202.002 |lNporHocTnyeckasn BeposaTHOCTb (3HaYeHne ROMA, npemeHonay3a)

(BkntoyaeT onpefenexne aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 2 500
7.6.A3.20/A09.05.056.003  [[MpouHCcynuH 1700
4.3.A21 [A09.05.209 [pokanbUMTOHMH 2 500
7.2.A3.20/A09.05.087 [ponakTuH 410
17.49.A4]A09.05.118.110 [lMpoco IgE, F55 900
17.59.A41A09.05.118.334 |Mpoco IgG, F55 900
17.69.A1§A09.05.118.421 |lpoco nocesHoe (nweHo) IgE (ImmunoCAP), f55 1200
8.0.A21.2]/A09.05.130 [MNpocTatocneunduyeckuit aHtureH (MCA) obwmin 650
3.0.D2.203 MpoteunH C Global 2 000
3.0.A8.20/A09.05.126 MpoTenH S 2 900
3.0.A7.20/A09.05.125 MpoTenH C 2 000
3.0.D01.20A12.30.014 [NpoTpombuH (Bpems, no Keunky, MHO) 310
8.0.D5 [21.13.006 MpoueHT cBoboaHoro MNCA (o6wwii NCA, cBoboaHbi NMCA 1 cooTHoweHue) 1400
50.0.H38/B03.014.020 nupP-12 3600
50.0.H101B03.014.021 MLP-12, KonM4eCTBEHHO 5 000
50.0.H39/B03.014.022 nupP-15 5 300
60.48.H11B03.014.012 MLP-4 NCMT 1300
50.0.H37/B03.014.018 MLP-6 2 200
50.0.H81)B03.014.019 MLIP-6, KONM4YeCTBEHHO 2 600
12.31.D1|A26.05.053.002 |TTOP-AnarHoCTviKa KnelleBbIX H@EKL BO3DyaTenen boppeniosa

(Borrelia burgdorferi), moHounTapHoro apnuxuosa (Ehrlichia chaffeensis) n

aHannasmosa (Anaplasma phagocytophilum), kpoBb, kau. 3600
17.4.A14[{A09.05.118.174 |MweHwnua (Triticum sativum) IgE, G15 900
17.69.A1]A09.05.118.415 |MuweHunua IgE (ImmunoCAP), f4 1200
17.7.A6 [A09.05.118.184 |[Mbnb nweHn4Hon myku IgE, K301 900
9.0.D10.4A12.06.025.002 |Pa3BepHyTOe ceponorudeckoe obcnegosarue npv nonummosnte (AH® Ha

Hep-2 knetkax, ENA-CKpuH, UMMYHOONOT ayToaHTUTEN NPWU NOSIMMUO3UTE) 7 700
22 9.A8 |A27.30.016.010 Pak nerkmx, basoBas naHernb (onyxonesas TKaHb; MyTauumn B reHax EGFR,

KRAS, NRAS, BRAF; 3akntoueHne Bpaya - nabopaTtopHOro reHeTuka no

MccnegoBaTenbCKOMY OTHETY) 20 700
8.0.A2.20/A09.05.195 PakoBo-aMbpuoHanbHbi anTureH (POA) 750
4.8.A8 |A09.05.008.001 |PactBopumbIi peLientop TpaHcdeppuHa (sTRF) 2 500
11.6.A2.21A26.06.082.003 [Peakuns naccMBHOM remarrnoTnHaumm Ha cudounuc (PMIrA), ka4ecTBEHHO 410
11.6.A3.2/A26.06.082.011 |[Peakumus nacCMBHOM remarrniotTuHauum Ha cudounuc (PIrA), 950
4.3.A9.20{A12.06.019 PesmatonaHbin daktop (PP) 460
50.0.H101B03.040.002.001 [PeBmaTONOrM4yecknini, pacluMpeHHbIn 9 600
7.8.A2.20/A09.05.121 PeHuH 1 500
1.0.D03.2(JA12.05.123 PeTukynoumTbl (BEHO3Has KPOBb) 350
1.2.D3  [A12.05.123.002 |PeTuKynoumnTbl (KanuinsipHasi KpOBb) 420
17.69.A14A09.05.118.418 |Puc IgE (ImmunoCAP), f9 1 300
17.49.A4]A09.05.118.111 |Pwuc IgE, F9 900
17.59.A4]A09.05.118.335 |Pwuc IgG, F9 900
12.9.D2 [A26.05.019.003 |PHKBI'C, reHotun (1,2,3) KpoBb, kay. * 1700
12.9.D1 [A26.05.019.005 |PHKBI'C, reHotun (1a,1b,2,3a,4,5a,6) kpoBb, Kon. * 3300
12.9.D3 [A26.05.019.004 |PHKBI'C, reHotun (1a, 1b, 2, 3a, 4, 53, 6), KpOBb, Kay. * 1900




12.9.A1.21A26.05.019.001 |PHK Bupyca renatuta C 950
12.9.A2.21A26.05.019.002 [PHK Bupyca renatuta C, KONnM4ecTBEHHO 3100
12.10.A1]A26.05.023.001 |PHK Bupyca renatuta D 950
12.11.A1]/A26.05.026.001 |PHK Bupyca renatuta G 950
12.7.A1.2/A26.05.030.001 |PHK Bupyca renatuta A 900
13.30.A2/A26.08.038.001.0( PHK Bupyca rpunna A/H1N1 (cBuHom rpunn), (kay.) 2 600
12.23.A1]/A26.07.010.001 [PHK Bupyca kpacHyxu (Rubella virus) 1100
13.30.D3{A26.08.038.001.0(PHK Bupycos rpunna A/H1N1, A/H3N2 3 400
50.0.H18]{A26.08.027.001.0( PHK kopoHaBupyca SARS-CoV-2 (COVID-19, pe3ynbTaT Ha aHIMMNCKOM U

PYCCKOM $A3bIKax) 1 400
13.30.A4[A26.08.027.001.0( PHK kopoHasupyca SARS-CoV-2 (COVID-19) 1400
50.0.H211A26.08.027.001.0( PHK kopoHaBupyca SARS-CoV-2 (COVID-19) ¢ gononHuTenbHbIM

onpegenexHvem wrtammoB Omicron u Delta. 2 500
13.28.A1{A26.19.075.002 |PHK HopoBsupycos (Norovirus) Il Tuna 1700
13.26.A1{A26.19.074.002 |PHK potasupycos (Rotavirus) A 1300
13.25.A1{A26.19.072.001.0(PHK aHTepoBupyca (Enterovirus) 900
17.69.A1A09.05.118.112 |Poxb IgE (ImmunoCAP), p>xaHast Myka, 5 1700
17.4.A15[A09.05.118.175 |Poxb KynbTuBMpoBaHHas (Secale cereale) IgE, G12 900
17.4.A16[A09.05.118.176 |Poxb MHoroneTHss (Lolium perenne) IgE, G5 900
17.4.A36[{A09.05.118.177 |Pomaluka (H1MBsiHMK) (Ch. leucanthenum) IgE, W7 900
17.25.A14A09.05.118.456 |Pomatuka IgE (ImmunoCAP), w206 1700
27.1.A4.1A26.19.089 PoTaBupyc (obHapyxeHue aHTureHa B kane), XA 1100
23.2.A23|A09.01.026.001 |PTyTb B Bonocax, cnektpomeTtpus (Hg) 1 400
23.1.A23|A09.05.280.001 |PTyTb B KpPOBMU, cnekTpomeTpus (Hg) 1 400
23.3.A23|A09.28.085.001 |PTyTb B MOYe, cnektpomeTpus (Hg) 1 400
17.4.A8 [A09.05.118.178 |PbinbLa KyKypy3Hble (Zea mays) IgE, G202 900
7.5.A4.20/A09.05.297 C-koHLeBble TenonenTuabl konnareHa | tuna (Beta-Cross laps) 1600
4.3.A2.200A09.05.009 C-peakTuBHbIN Genok 310
4.5.A9.20/A09.05.009.002 [C-peakTuBHbIN BENOK YNbTPa4yyBCTBUTENbHbLIN 400
10.0.A1.2/A09.05.075.001 |C3 KOMMNOHEHT KOMNNEMeHTa 700
10.0.A2.2/A09.05.075.002 |C4 KOMMNOHEHT KOMNNEeMeHTa 700
17.46.A14A09.05.118.075 |CapauHa IgE, F61 900
17.56.A14A09.05.118.299 |CappauHa IgG, F61 900
17.61.A14A09.05.118.362 |CaxapHas ceekna IgE (ImmunoCAP), 227 1700
23.2.A24|A09.01.027.001 |CsuHel B Bonocax, cnekrpomeTpus (Pb) 1 400
23.1.A24|A09.05.281.001 |CsuHel B kpoBWu, cnektpomeTpus (Pb) 1 400
23.3.A24|A09.28.061.001 |CsuHel B Mo4e, cnekTpomeTpus (Pb) 1 400
17.64.A1{A09.05.118.381 |CeuHuHa IgE (ImmunoCAP), {26 1 300
17.44.A2{A09.05.118.058 |CsuHuHa IgE, F26 900
17.54.A2{A09.05.118.283 |CsunuHa lgG, F26 900
17.2.A24[A09.05.118.131 |CsuHbg (anutenun) IgE, E83 900
7.3.A4.20/A09.05.090 CBobofHas cyobeanHuua 6eta-XIMY (npeHaTtanbHbIA CKPUHWHT) 750
9.10.A62|A09.05.054.007 |CBObOAHbIE NErkne LenM MMMyHOrno0ynMHOB Kanna/nambaa B CbIBOPOTKE

KPOBW, C pacyeToM NHOEeKca 2 600
23.2.A19]|A09.01.022.001 |CeneH B Bomnocax, cnekrpometpus (Se) 1 400
23.1.A19|A09.05.276.001 |CeneH B KpoBW, cnekTpomeTpus (Se) 1300
23.3.A19|A09.28.081.001 |CeneH B MoYye, cnekTpomeTpus (Se) 1400
17.61.A14A09.05.118.367 |Cenbaeperi IgE (ImmunoCAP), f85 1300
17.41.A8]A09.05.118.036 [Cenbaepen IgE, F85 900
17.51.A8]A09.05.118.261 |Cenbaepei IgG, F85 900
17.67.A1§{A09.05.118.406 |CemeHa maka IgE (ImmunoCAP), 224 1200
17.66.A14{A09.05.118.397 |CuHsasa muaus IgE (ImmunoCAP), f37 1200
4.2.D02 |B03.025.001.001 |CkopocTb knyboukoBon uneTtpaumm (CKD-EPI - B3pocnbie/popmyna

LLiBapua - neTn; BKMYAET onpeaeneHne KpeaTuHuHa) 310
9.0.A59.4/A09.28.028 CkpuHUHT Genka beHc-[I)oHca B pa3oBoii Moye (MMMyHOMUKcaLms) 2 200
22.1.A29|A27.05.061.023 |CKPUHWUHI HA HOCUTENLCTBO HACNEACTBEHHbIX 3abonesanuni "basoBbin”

(FeHomen) 12 400
9.0.A58.2A09.05.106 CKPUHMHI NapanpoTEMHOB B CbIBOPOTKE (MMMYHOMUKcaLms) 3 000
50.0.H41]A26.20.032.004  [CkpuHuHr MLUP-12 (OHK) 2 900
15.0.D20/A08.20.017.002.0( CKpuHWHT paka wenkn matku (kuakoctHast uutonorns BD ShurePath ) ¢

BlMY-tectom (ROCHE COBAS4800) 5 600
50.0.H30{B03.027.015.001 |CKpPUHUHT paka ek maTku, ko-tectupoBaHme: MNMAT-TecT (kmakocTHas

umtonorus) n BrY-tect 14 tmnos, Konuy. 2 500
50.0.H30{B03.027.015.002 |CKpPUHUHT paka Luenkn maTku, ko-tectupoBaHme: MNMAT-TecT (kmakocTHas

R B R P DL TRe E T 90 e oo 2100
18.1.01.4A09.05.211.002 kokavHa, MOMA (akcTasn), meTagoHa, MeTamceTammHoB, ONNaToB) U

NCUX0aKTUBHbIX BELLECTB (amcpeTaMuHoB, 6apbutyparos,

©eH3oamasenuHoB, TPULMKIMYECKUX aHTUOENPECCAHTOB) C MAEHTMdMKaUnen

VX FPyNnoBOv NPUHAANIEXHOCTN 2 200
17.46.A11A09.05.118.076 |Ckymbpus IgE, F50 900
17.56.A11A09.05.118.300 |Ckymbpus IgG, F50 900
17.12.A5[A09.05.118.201 |CneneHb (ceM. Tabanidae) IgE, 1204 900
17.40.A1§A09.05.118.018 |Cnuea IgE, F255 900
17.50.A1§A09.05.118.244 |Cnuea IgG, F255 900
17.60.A11A09.05.118.352 |CmopoaunHa kpacHasi IgE (ImmunoCAP), 322 1700
17.2.A25[A09.05.118.132 [Cobaka (nepxoTb) IgE, E5 900
17.2.A26[A09.05.118.133 [Cobaka (anutenuin) IgE, E2 900




17.37.A3]|A09.05.118.500 [Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e101 rCan 1 3300
17.37.A4|A09.05.118.501 |Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), €102 rCan f2 3100
17.37.A5|A09.05.118.504 [Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), €221 nCan f3 3100
17.23.A2{A09.05.118.427 [Cobaka, nepxotb IgE (ImmunoCAP), e5 1200
6.2.A6.10/A09.19.012 CopaepyxaHue yrnesogoB B Kane (B T.4. nakrosa) 600
10.0.D07.2A12.30.012.019 |CokpaweHHas naHens CD4/CD8 (BkntoyaeT KNMHUYECKUIA aHann3 KpoBu C

nevkoumtapHon dopmynomn (5DIFF)) 4 600
17.47.A64A09.05.118.095 |Conog IgE, F90 900
17.57.A64A09.05.118.319 |Conog lgG, F90 900
7.7.A4.20/A09.05.204 ComatomeanH C (UMOP-I) 1500
7.7.A2.20/A09.05.066 ComaToTponHbIvt ropMoH pocta (CTIN) 750
7.9.A2 |B03.016.023.001 |CooTHolueHue OI9A n kopTusona, critoHa (4 nopuun) 4 400
7.7.D1.2(]A09.16.003.001 | CoOoTHOLLEHME KOHLIEHTpaLWi nencuHorena | n nencuHorexa Il 3100
17.3.A25[A09.05.118.149 |CocHa 6enas (Pinus silvestris) IgE, T16 900
1.0.A1.20/A12.05.001 COQ3 (BeHO3Hasi KPOBb) 250
1.2.D5 [A12.05.001.003 |COQ3 (kanunnsipHasi KPOBb) 210
17.36.A7[A09.05.118.496 |Cos (G. max), anneprokoMnoHeHT IgE (ImmunoCAP), f353 rGly m4PR-10 3100
17.62.A1]A09.05.118.370 |Cos IgE (ImmunoCAP), f14 1200
17.41.A7{A09.05.118.037 |Cnapxa IgE, F261 900
17.51.A7{A09.05.118.262 |Cnapxa lgG, F261 900
8.0.A14.4/A09.28.054.001 |Cneumdundeckmii aHTUreH paka movesoro ny3bips (UBC) B Moye 2 800
17.71.A5[{A09.05.118.424 |CTadunNOKOKKOBbIN 3HTepoTokcuH B IgE (ImmunoCAP), m81 1800
17.10.A3[A09.05.118.423 |CtadmnokokkoBbIn 3HTepoTokcHH TSST IgE (ImmunoCAP) m226 1300
17.71.A6[A09.05.118.425 |CTtadmnnokokkoBbIn 3HTepoTokcuH A IgE (ImmunoCAP), m80 1800
23.2.A22|A09.01.025.001 |CypbMa B Bonocax, cnekrpometpus (Sb) 1 400
23.1.A22|A09.05.279.001 |CypbMa B KpoBHU, cnekTpomeTpus (Sb) 1 400
23.3.A22|A09.28.084.001 |CypbMa B MoYe, cnektpomeTpus (Sb) 1 400
17.45.A8|A09.05.118.065 [CbiBopoTka MonoyHas IgE, F236 900
17.55.A8[A09.05.118.289 [CbiBopoTka MonoyHas IgG, F236 900
17.65.A1A09.05.118.388 |Chlp c nneceHbio IgE (ImmunoCAP), f82 1200
17.45.A1]A09.05.118.066 |Chip T1na "Moyna" IgE, F82 900
17.55.A1]A09.05.118.290 |Chlp T1na "Moyna" IgG, F82 900
17.45.A1§A09.05.118.067 |Chlp T1na "Yenaep" IgE, F81 900
17.55.A1§A09.05.118.291 |Chlp T1na "Yenaep" IgG, F81 900
17.65.A1§A09.05.118.389 |Chip Yenaep IgE (ImmunoCAP), f81 1200
17.12.A6[A09.05.118.202 |TapakaH pbixui (Blatella germanica) IgE, 16 900
17.28.A4[A09.05.118.439 |TapakaH pbixui (npycak) IgE (ImmunoCAP), i6 1200
22 8.A11 Tect MammaPrint (onyxoneBas TKaHb; 3aknto4eHne Bpaya - nabopaTtopHOro

reHeTVKa no nccreaoBaTenbCKkoMy OT4YeTy) 347 600
7.2.A9.20/A09.05.078 TecToCcTePOH 06LLUniA 470
50.0.H57/A09.05.078.001.0( TectocTepoH cBoboAHbIN (BKNOYAET onpefernieHne TeCTocTepoHa obLero n

cBobogHoro, FCIMI (SHBG), pacyeT nHgekca cBo6OAHbIX aHAPOreHoB) 1200
7.9.A4 |A09.07.009 TecTocTepoH cBOOOAHbLIV B critoHe (3akntodeHme Bpada KIld no

nccnenoBaTenbCKOMy OTYETY) 1 400
17.4.A18[A09.05.118.179 [TumodbeeBka (Phleum pratense) IgE, G6 900
17.25.A2{A09.05.118.452 | TumodeeBka nyrosas IgE (ImmunoCAP), g6 1200
17.39.A6[A09.05.118.512 |TumodeeBka nyrosas, anneprokoMmnoHeHT IgE (ImmunoCAP), g208 rPhl p4 3700
17.39.A2(A09.05.118.511 |TvmodbeeBka nyroeas, anneprokomnoHeHT IgE (ImmunoCAP), g213 rPhl p1,

rPhl p5b 3100
17.39.A3[A09.05.118.507 |TvmodbeeBka nyroeas, anneprokomnoHeHT IgE (ImmunoCAP), g214 rPhl p7,

rPhl p12 3100
22.3.D4.2/A27.05.041.008 | TunupoBaHue HLA DQ2/DQ8 npu Lennakum 7 400
50.0.H11]A26.21.055.005 | vnvpoBaHie rpuboB, pacliviperHbir (Candida albicans, Fungi spp, Candida

krusei, Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida

famata, Candida guilliermondii) 1300
9.0.A61.2/A09.05.106.001.0( TunupoBaHue napanpoTenHa B CbIBOPOTKE KPOBM (C MOMOLLbIO

MMMYHOMMKcaLMM ¢ naHenblo aHTUcbiBopoTok IgG, IgA, IgM, kappa, lambda) 6100
7.1.A8.20/A09.05.117 TwpeornobynuH 750
7.1.A1.20/A09.05.065 TupeoTponHbii ropmoH (TTIM) 400
7.1.A4.20/A09.05.064 TupokcuH obwimi (T4 obuimin) 440
7.1.A2.20/A09.05.063 TupokcunH cBoboaHbIn (T4 cBo6OAHbIN) 370
7.1.A10.2/A09.05.097 TVpOKCUH cBsa3blBaloLas cnocobHOCTb cbiBopoTku (T-uptake) 1050
23.2.A13|A09.01.014.001 |TutaH B Bonocax, cnekrpometpus (Ti) 1 400
23.1.A13]A09.05.268.001 |TutaH B kpoBHU, cnektpomeTpus (Ti) 1 400
23.3.A13]A09.28.073.001 [TutaH B Mo4e, cnektpometpus (Ti) 1 400
17.41.A74{A09.05.118.038 |Tomart IgE, F25 900
17.51.A74A09.05.118.263 |Tomart IgG, F25 900
17.61.A14A09.05.118.358 [Tomatsbl IgE (ImmunoCAP), 25 1300
18.2.A22|A09.05.035.009 [Tonupamat (Tonamakc, TonanencuH, Topeasn), KOIM4ecTBEHHO 3100
17.3.A26[A09.05.118.150 [Tononsb (Populas spp) IgE, T14 900
17.24.A3¢A09.05.118.449 |Tononb IgE (ImmunoCAP), t14 1200
4.8.A3.200A09.05.008 TpaHcdheppuH 600
17.66.A14A09.05.118.391 |Tpecka IgE (ImmunoCAP), f3 1200
17.46.A1{A09.05.118.077 |Tpecka IgE, F3 900
17.56.A1§{A09.05.118.301 |Tpecka IgG, F3 900
4.5.A1.200A09.05.025 Tpurnnuepwnabl 310
7.1.A5.20/A09.05.060 TpunogTMpoHuH obwmin (T3 obLunin) 440
7.1.A3.20/A09.05.061 TpunogTnpoHuH cBoboaHbIN (T3 cBoboOHbIN) 470




4.3.A18.2A09.05.243 Tpuntasa 5 000
3.0.A2.20{A12.05.028 TpombGuHOBOE Bpems 370
17.36.A14A09.05.118.497 |Tponomuno3nH KkpeseTok, anneprokomnoHeHT IgE (ImmunoCAP), 351 rPen a1 3100
4.3.A12.2A09.05.193 TponoHuH | 1000
17.66.A14A09.05.118.392 | TyHeu IgE (ImmunoCAP), f40 1200
17.46.A1{A09.05.118.078 |TyHeu IgE, F40 900
17.56.A1{A09.05.118.302 |TyHeu IgG, F40 900
17.61.A14A09.05.118.361 |Twikea IgE (ImmunoCAP), 225 1300
17.41.A74A09.05.118.039 |TwikBa IgE, F225 900
17.51.A7{A09.05.118.264 |TwikBa IgG, F225 900
22.7.A3.1/B03.045.030.002 |YcTaHoBneHue maTepuHcTBa - Ayat (20 mapkepoB), (npegnonaraemas Matb,

pebeHok)* 16 100
22.7.A4.1/B03.045.030.004 |YcTaHoBneHne matepuHcTBa - Tpmo (20 mapkepoB), (Mpeanonaraemasi maTb,

pebeHok, buonornyecknii otew)* 20 600
22.7.A1.1/B03.045.030.001 |YcTaHoBneHue oTLOBCTBA - AyaT (20 MapkepoB), (Npegnonaraemblv oTel,

pebeHok)* 16 100
22.7.A2.1/B03.045.030.003 |YcTaHoBneHue oTLoBCTBa - TpMo (20 mapkepoB), (Mpegnonaraembivi oTel,

pebeHok, buonoruyeckast Mmatb)* 20 600
22.7.A6.1/B03.045.038.001 |YcTaHoBneHue poactea - «YHVBEPCAJIbHBIV TECT» - oyat

(onpenensieTca poACTBO MeXAY ASAYLLKOW/6abyLLIKON - BHYKOM/BHYUKOMN,

asaen/TeTen - NNeMsHHUKOM/NNEMSAHHULEN, POOHBIMW/CBOAHBIMMA 28 500
17.46.A21A09.05.118.079 |YcTpuubl IgE, F290 900
17.56.A21A09.05.118.303  |YcTpuubl IgG, F290 900
17.2.A27[A09.05.118.134 |YTKa (nepo) IgE, E86 900
17.30.A4{B03.002.004.070 |®Pagmnarton (cbanaHcupoBaHHasi CMECb MHransUMOHHbIX annepreHoB ans

CKPMHUWHIra atonuu Ansi geTen ctaplue 4 neT 1 B3pochbix) 2 800
17.30.A41B03.002.004.072 |Pagmarton getckuir (cbanaHcupoBaHHast CMeCb UHraNALMOHHbBIX U MULLEBbLIX

annepreHoB Ans CKPMHUHIA atonumn ans geten o 4 ner) 3400
3.0.A29.2/A09.05.220 dakTop Bunnebpanga 1 300
10.0.A7.2/A12.06.073 dakTop Hekposa onyxonu (PHO-anbda) 3000
22.1.D11.202 dapmaCkpuH. MeHeTMYeckne akTopbl B3aNMOOENCTBUS C NTEeKapCTBEHHbIMMW

npenapatamu. ®asza 1.* 17 600
17.62.A1]A09.05.118.372 |Paconb 6enas (benble 606bi) IgE (ImmunoCAP), 15 1200
17.42.A44{A09.05.118.044 |daconb benas IgE, F15 900
17.52.A44A09.05.118.269 |dPaconb benas IgG, F15 900
17.42.A5(A09.05.118.045 |daconb 3eneHas IgE, F315 900
17.52.A5(A09.05.118.270 |daconb 3eneHas 1gG, F315 900
17.42.A5]A09.05.118.046 |Paconb kpacHas IgE, F287 900
17.52.A5]A09.05.118.271 |daconb kpacHas IgG, F287 900
50.0.H43]A26.20.032.005 |[Pemodhnop-16 (OHK) 3000
50.0.H42]A26.20.032.003 |Pemodhnop-8 (OHK) 1700
18.2.A2.2(A09.05.035.005 |deHOobapbuTan, Konn4yecTBeHHO 3100
4.8.A4.200A09.05.076 DeppUTUH 600
3.0.A1.20/A09.05.050 dnbprHoreH 370
17.4.A30[{A09.05.118.180 |dukyc IgE, K81 900
17.47.A1§A09.05.118.023 |PuHukm IgE, F289 900
17.57.A1]A09.05.118.248 |®uHukm IgG, F289 900
18.2.A3.21A09.05.035.006 |[PuHnencuH (kapbamasenuH, TerpeTton), KoM4yecTBEHHO 3100
17.43.A64A09.05.118.052 |ducTawwku IgE, F203 900
17.53.A64A09.05.118.277 |Puctawku IgG, F203 900
50.0.H121B03.070.403 dutHec. Pusmyeckme Harpyskm 2 600
13.44.D3{A26.20.032.007 |®JIOPOLIEHO3 2 200
13.44.D2]|A26.20.032.008 [PJIOPOLIEHOS - komnnekcHoe uccnegosaHue (Bkntodaet NCMT) 2 800
13.44.D1[A26.20.032.006 |[PnopoLeHo3-6akTepuanbHbIi BarnHos 2 200
7.2.A1.20/A09.05.132 DoNnMKynocTUMynupyowmin ropomoH (PCIn 450
17.66.A1§A09.05.118.398 |Popensb IgE (ImmunoCAP), f204 1200
17.46.A2(A09.05.118.080 |dopensb IgE, F204 900
17.56.A2(A09.05.118.304 |dopensb IgG, F204 900
17.73.A1[A09.05.118.466 |dPopmanbaerna (dopmanuH), k80 1300
17.13.A1]A09.05.118.213 [dPopmanbaerng IgE, K80 900
4.7.A6.200/A09.05.033 docdop HeopraHn4eckui 280
5.0.D018.4A09.28.026 docdop HeopraHM4ecknin Mo4m 340
8.0.A12.2/A09.05.247 OdparmeHT untokepatuHa 19 (Cyfra 21-1) 1500
4.4.A2.200A09.05.102 DpyKTO3aMUH 450
17.63.A1]A09.05.118.374 |®dyHayk IgE (ImmunoCAP), f17 1300
17.43.A6]A09.05.118.053 |dyHayk IgE, F17 900
17.53.A6]A09.05.118.278 |®dyHayk IgG, F17 900
17.14.A1[{A09.05.118.515 |Xnonok IgE, O1 900
17.74.A1{A09.05.118.469 [XnoprekcuavH IgE (ImmunoCAP), c8 1300
22 6.A7 |A12.05.013.001 |XMA - CTaHAapTHbLIN (BEHO3Has KPOBb, BOPCHHBI XOPVIOHa; paspeLleHmne oT

200000 nap HykneoTuaoB; 3aknioveHne Bpada - n1abopaTtopHOro reHeTuka no

nccrnegoBaTenbCkoMy OTHETY) 32 200
22.6.A9 [A12.05.013.003 |XMA onyxoneson TkaHun, OHKOCKaH (onyxoneBas TkaHb; pa3peLueHne oT

300000 nap HykneoTMaoB) 81 100
22 6.A10|A12.05.013.067 | <VIA PERATAITBHBIN (@MANOTAIECREsT KITIKOCTE/BOPCIHE

XopuoHa/nynoBuHHas kpoBb ¢ A TA; BbIsBNEHNE XpOMOCOMHOWN NaTonornu:

aHeynnonauu, geneuuun, Aynnvkauum; 3akniodeHne spaya - nabopaTtopHoro

reHeTVKa Nno UccregoBaTeNnbCKOMyY OTHETY) 24 900




22.6.A13|A12.05.013.002 |XMA 3K30HHOro ypOBHS (BEHO3Hasi KPOBb; 3aK/oyeHne Bpaya -

N1TabopaTopHOro reHeTnka No nccnegoBaTenbCKoOMy OT4YeTY) 55 400
4.5.A3.200A09.05.004 XonecTepuH nunonpoTenaoB Bbicokon nnotHocty (JIMBIM, HDL) 290
4.5.A4.200A09.05.028 XonecTepuH nunonpotenaoB HU3kon nnotHocty (JIMHM, LDL) 290
4.5.D02.20A09.05.028.001 |[XonecTepuH nunonpoTenaoB o4eHb HU3kon nnotHocTy (JINOHIT), (BkntovaeT

onpeaeneHne Tpurnuuepuaos) 600
45.D4 |B03.016.005.004 |XonectepuH He-JTMBI (non-HDL, BkntoyaeT onpeaenexHune obuiero

xonectepunHa u JIMBIT) 600
4.5.A2.200A09.05.026 XonecTepuH ooLwmmn 260
4.1.A8.200A09.05.174 XonuHactepasa 390
17.2.A28|A09.05.118.135 |[Xowmsik (anutenun) IgE, E84 900
17.23.A6|A09.05.118.442 [Xowmsk, anutenun IgE (ImmunoCAP), e84 1200
23.2.A14|A09.01.015.001 | Xpom B Bonocax, cnekrpometpus (Cr) 1 400
23.1.A14|A09.05.269.001 | Xpom B kpoBu, cnektpomeTpus (Cr) 1 400
23.3.A14|A09.28.074.001 | Xpom B Moye, cnekTpomeTpusi (Cr) 1 400
8.0.A19.2/A09.05.227 XpomorpaHuH A CgA 5100
17.40.A1§A09.05.118.019 |Xypwma IgE, F301 900
17.50.A1]A09.05.118.245 |Xypwma IgG, F301 900
17.61.A14A09.05.118.369 |LiseTHas kanycTa IgE (ImmunoCAP), f291 1200
4.3.A7.200A09.05.077 LlepynonnasmuH 750
17.13.A1]A09.05.118.214 |Llecdbypokcum IgE, C308 900
11.20.A14A09.05.074.004 [LIMK, cogepalume aHTUreHbl ONMCTOPXOB 950
4.7.A7.200A09.05.274 LinHk 450
23.2.A7 |A09.01.020.001 |LInHkK B BOnocax, cnekrpoMeTpus (Zn) 1 400
23.1.A7 |A09.05.274.001 |LIMHK B KpoBM, CNEKTPOMeTpus (Zn) 1 400
23.3.A7 |A09.28.079.001 |LInHK B Moye, cnekTpomeTpus (Zn) 1 400
17.13.A1§A09.05.118.215 |LinnpodnokcauuH IgE, C108 900
10.0.A73]A09.05.074 LIMpKyNupyoLme MMMyHHbIE KOMMIEKChI 1050
4.3.A17.2A09.05.230 LncrtatnH C 1 300
15.0.D4.1{A08.20.004 LinTonornyeckoe nccnegosaHue acnmpara M3 nonoctun MaTkm 850
15.0.D12/A08.17.002.002 |LuTonornyeckoe uccnegoBaHne matepuana, nosly4eHHoro npu

XUPYPrMYeCcKNX BMeLLaTenbCcTBax 700
15.0.D5.7{A08.09.011 LinTonornyeckoe nccnegoBaHme MOKpOThl 850
15.0.D23{A08.01.002 LinTonornyeckoe nccrnegosaHne HOBOOOPA30BaHUIN KOXM 750
15.0.D24{A08.28.012.001 |LInTonormyeckoe nccrnegosaHne ocagka Moyu 700
15.0.D1.3A08.20.012 LiMTonornyeckoe nccnegoBaHne oTaensemoro srnaranviia 1050
15.0.D9.71A08.20.015.002 [LlMTonornyeckoe nccnegoBaHne otaensieMoro MonoYHou xenesbl 750
15.0.D7.6A08.30.031 LiMTonornyeckoe nccnegoBaHne nepmkapananbHOW XXNOKoCcTum 850
15.0.D6.6A08.09.010 LiMTonornyeckoe nccnegoBaHne nnespanbHON XXMOKOCTU 850
15.0.D10{A08.30.003.001 [LlMTonornyeckoe uccnegoBaHne NyHKTaToB APYIMX OPraHoB U TKaHen 900
15.0.D8.7A08.20.015.003 [LlMTonornyeckoe nccnegoBaHne NyHKTaTOB MOMIOYHOW Xenesbl 750
15.0.D9.7A08.22.004 LlMTonornyeckoe nccnegoBaHne NyHKTaToB LUMTOBUAHOW Xenesbl 950
15.0.D15/A08.20.017.003 |LuTonornyeckoe nccnegoBaHne CMeLLaHHOrO COCkoba C LUEenKN MaTkm 1 13

LIepBMKaNbHOro KaHana 600
15.0.D03.3A08.20.017.001 _ [LInTonornyeckoe uccnegoBaHne cockoba 13 LiepBrKanbHOro kaHana 1100
15.0.D2.3A08.20.017 LinTonornyeckoe nccnegosaHue cockoba c Lenku MaTku 1100
15.0.D13{/A08.30.028.001 [LInTonornyeckoe nccrnegoBaHne cockoboB 1 0TNeYaTkoB 440
15.0.D11{A08.17.002.001 |LInTonormyeckoe uccrnegoBaHme 3HA0CKONMMYECKOro Marepuana 900
15.0.D19/A08.16.007.001 |LuTonornyeckoe nccnegoBaHne 3HAOCKONUYECKOro MaTtepuana Ha

Helicobacter pylori 1100
17.67.A1{A09.05.118.404 |Yan IgE (ImmunoCAP), {222 1700
17.67.A14A09.05.118.410 |YecHok IgE (ImmunoCAP), f47 1700
17.47.A8]A09.05.118.097 |YecHok IgE, F47 900
17.51.A8]A09.05.118.320 |YecHok IgG, F47 900
17.42.A44A09.05.118.047 |Yeuesuua IgE, F235 900
17.52.A44A09.05.118.272 |YeueBuua lgG, F235 900
10.5.A7 |A09.05.035.023 [YyBCcTBUTENBLHOCTb K ANNOKMHY-anbda 750
10.0.A14]A09.05.035.024 [YyBCcTBUTENBHOCTb K AMUKCUHY 750
10.5.A8 [A09.05.035.011 |YyBcTBUTENBHOCTL K ApGraony 750
10.0.A19/A09.05.035.013 [YyBCcTBUTENLHOCTL K [@naBuTty 750
10.0.A20/A09.05.035.014 [YyBCTBUTENBLHOCTb K [[€NOHY 750
10.6.A12|A09.05.035.015 [YyBCTBUTEMNBLHOCTb K 130MPUHO3NHY 750
10.0.A21]A09.05.035.029 [YyBcTBUTENBLHOCTL K MIMMyHany 750
10.0.A22/A09.05.035.017 |YyBCcTBUTENBLHOCTb K MIMMYHOMaKCY 750
10.0.A23]/A09.05.035.018 [YyBCcTBUTENBLHOCTb K IMMYHOPUKCY 750
10.0.A28/A09.05.035.016 [YyBCcTBUTENBLHOCTb K IMMYHOMaHyY 750
10.0.A15/A09.05.035.025 [YyBcTBUTENLHOCTL K Karoueny 750
10.0.A24A09.05.035.019 [YyBcTBUTENLHOCTbL K JInkonnay 750
10.0.A16/A09.05.035.026 [YyBCcTBUTENBLHOCTHL K HEOBUPY 750
10.6.A11[{A09.05.035.012 |YyBcTBUTENLHOCTH K [1aHaBupy 750
10.0.A25/A09.05.035.030 [YyBcTBUTENBLHOCTL K [MONNOKCUAOHMIO 750
10.0.A17{A09.05.035.027 |YyBCTBUTENBHOCTb K PUAOCTUHY 750
10.0.A26{A09.05.035.020 |YyBcTBUTENBHOCTbL K TAKTMBUHY 750
10.0.A27{A09.05.035.021 |YyBCcTBUTENBHOCTbL K TMOrEHY 750
10.0.A18{A09.05.035.022 |YyBCTBUTENBHOCTb K LIMKIIOEPOHY 750
10.5.A6 [A09.05.035.028 |YyBcTBUTENBHOCTL K LIMTOBUPY-3 750
17.14.A3[A09.05.118.517 |lWenk IgE, K74 900
17.14.A2[{A09.05.118.516 |lepcTb IgE, K20 900




17.12.A7[A09.05.118.203 |LllepweHb (oca natHuctas) (D. maculata) IgE, 12 900
17.47.A54A09.05.118.096 |Llokonapg IgE, F105 900
17.57.A54A09.05.118.321 |lokonapg IgG, F105 900
17.61.A14A09.05.118.368 |LlUnuHaT IgE (ImmunoCAP), 214 1200
17.41.A8]A09.05.118.040 |lWnuHar IgE, F214 900
17.51.A8]A09.05.118.265 |lnuHaT IgG, F214 900
4.1.A3.200A09.05.046 LLlenoyHasa docdartasa 250
17.3.A29|A09.05.118.151 [3Bkanunt (Eucaliptus globulus) IgE, T18 900
1.1.D1 |A09.05.003.005 [3nektpodopes remornobuHa ans AMarHoCTUKM reMorfiodnHonaTtum 2 800
9.0.D6.20A12.06.010.002 |9JIN-ADC-XIY-TecT-6 (aHTUTENA K XY, BeTa2-rnmkonpoTeunHy 1, Fc-Ig, ds-

[OHK, konnareny, cymmapHble k docdonvnugam) 3700
9.0.D5.20A12.06.010.001.0( QJIN-B-TecT-6 (aHTUTENa Kk ds-[HK, 6eTa2-rnmkonpoteunHy 1, Fc-Ig,

KonnareHy, UHTepdepoHy anbga, MHTepdepoHy ramma) 4 400
9.0.D7.200A12.06.010.004 |3NMN-Bucuepo-TecTt-24 (aHTUTENA K 24 aHTUreHam OCHOBHbIX OPraHoB U

CUCTEM YerioBeka) 18 200
9.0.D8.2(]A12.06.010.003 | 3J1A-IM-Komnnekc-12 9 400
22.1.D12]21.15.016 OHeproCKpuH. eHeTuveckne akTopbl pucka HapyLLEHUA SHEPreTU4ecKoro

obmeHa* 14 700
17.10.A2[{A09.05.118.194 |3HTepoTokcuH B (Staphylococcus aureus) IgE, O73 900
17.10.A1[{A09.05.118.193 |3HTepoTokcuH A (Staphylococcus aureus) IgE, 072 900
4.3.A8.200A09.05.234 303UHOMUNbHBIN KaTUOHHLIN Genok (ECP) 1 400
7.7.A3.20/A09.05.082 SOpUTPonoaTmH 1 400
7.2.A4.20/A09.05.154 OcTtpaguon (E2) 440
7.3.A2.20/A09.05.157 OcTpron cBoOOAHbIN 650
7.2.A21 |A09.05.154.001 |3cTporeHsbl B KpoBY (3CTpaamorn, 3CTPOH U 3CTpmon) 3100
7.2.A19 |A09.28.023.001 |OcTporeHbl U ux metabonutbl (10 NnokasaTtenein) B Move 13 600
17.60.A14A09.05.118.339 |A6noko IgE (ImmunoCAP), 49 1200
17.40.A1§A09.05.118.020 |A6noko IgE, F49 900
17.50.A1{A09.05.118.246 |A6noko 1gG, F49 900
17.40.A1§A09.05.118.021 |Aroab! (4epHuKa, ronybuka, bpycHuka) IgE, F288 900
17.50.A1§A09.05.118.247 |Aroabl (4epHuKa, ronyduka, bpycHuka) lgG, F288 900
17.12.A1]A09.05.118.205 |Aa ocuubin (poa Polistes) IgE, 14 900
17.12.A1(A09.05.118.204 |An ocuHbin (poa Vespula) IgE, 13 900
17.28.A5[A09.05.118.434 |An ocbkl 06bikHOBeHHOM IgE (ImmunoCAP), i3 1300
17.28.A6[A09.05.118.433 |Aa ocbl natHucTomn IgE (ImmunoCAP), i2 1300
17.12.A1§A09.05.118.206 |Aa nyensl (Apis mellifera) IgE, 11 900
17.28.A7[A09.05.118.432 |Aa n4yenbl megoHocHol IgE (ImmunoCAP), i1 1300
17.28.A8[{A09.05.118.436 |An wepwiHs IgE (ImmunoCAP), i75 1300
17.68.A1]A09.05.118.412 |AnyHbI 6enok IgE (ImmunoCAP), f1 1200
17.68.A14A09.05.118.413 |AunyHbi xenTtok IgE (ImmunoCAP), f75 1200
17.68.A14{A09.05.118.414 |Anuo IgE (ImmunoCAP), 245 1200
17.48.A1|A09.05.118.098 [Anuo kypuHoe IgE, F245 900
17.58.A1[{A09.05.118.322 |Aiuo kypuHoe IgG, F245 900
17.3.A30[A09.05.118.152 [AceHb (Fraxinus excelsior) IgE, T15 900
17.69.A14A09.05.118.420 |AumeHb IgE (ImmunoCAP), f6 1700
24/35 HUKMAO
2005 208.30.046 TVICTOIOTVIMECKOE VICCITE0OBAHVE OVONTCAMHOTO MaTepvana:

3HAOCKOMNMYeckMe bruonTaTbl NULLEBOAA, Xenyaka, KALLIEeYHKa, GPOHXOB, Npu

pas3genbHOM OUMarHoCTUYECKOM BbICKabnNnMBaHMM MaTku U LepBUKarbHOMO

KaHana, MHUM3MOHHAs M NMYHKLNOHHAs BMOMNCUs KOXU, 06pa3oBaHUN MATKUX 4 000
2206 2708.20.002 TVICTONOTVIYECKOE VICCITEAOBAANE ONEPaLlOAHOTO Marepyalia 0e3 ONyXOIn:

XKENYHbIN Ny3blpb, ceneseHka, MaTtka 6e3 NpuaaTKoB; yaarneHne npuaaTkos,

NOMMNAKTOMMS (KALLEYHWMK), TMCTONOrM4Yeckoe nccneaoBaHne

peseunpoBanHOro y4acTka KAWKY (kenyaka) ap. 4 700
2207 A08.30.046.003 pagvKkanbHbIX onepauusix: MmaTka ¢ npuaaTkamu; naHkpeaTo-AyoaeHanbHas

peseKuus, rmcTonornyeckoe nccrnegoBaHne cTaHaapTHOE MOSIOYHON XKenesbl

npy MacTaKTOMWUW, TMCTOSNIOTMYECKOE UCCIEA0BaHNE PE3eLpPOBaHHOIO

enyaka ¢ onyxosblo, TMCTONornyeckoe nccrnegoBaHne peseunupoBaHHOro

KULLIEYHMKA C ONyXOosblo. 7 400
2046 'mcTonornyeckoe nccrnegoBaHne onepaumMoHHOro Matepuana WMTOBMAHOM

»Xenesbl (TMPeoua3KTOMUSA). 7 700
2096 A08.16.002.003** [['McTonornyeckoe ncecrnegoBaHne CTaHaAapTU3MPOBAHHON MynbTUdOKaribHON

Buoncumn xxenyaka ¢ oueHKon racTputa no knaccudukaumm OLGA (2010 r.). 500
2097 A08.16.003 'ncTonornyeckoe nccrnegoBaHne CTaHaAapTU3MPOBAHHON MYynbTUdOKarIbHON

Buoncun Npu BocnanuTenbHbIX 3a00neBaHNAX KULLEYHUKA. 5400
2043 A08.21.001 'mcTonornyeckoe nccnegoBaHne cTaH4AaPTHOM MHOFOOKYCHOWM Broncum

npeacraTenbHon xenesbl (12-16 30H), okpacka H&E. 8 700
2201 A08.30.013 VIMMYHOIrMCTOXMMNYECKOe AMarHoctTudeckoe uccnenosaxve (4 n 6onee 25 700
2200 A08.30.013 MMMYHOIMCTOXMMUYECKOE UccneaoBaHue (C OAHUM aHTUTENIOM). 4 200
2058 A08.30.004.001** [IMMyHOLMTOXMMMYECKOE NCCNeaOBaHME LLENKN MaTKK C onpeaeneHnem p16

n Ki67. 5 600
3548 A08.30.046.003** |KomnnekcHoe mopdonormyeckoe nccnegoBaHue U guarHocTuka anoneumm

(2 punch-6uonTtara) (npodeccop benoycoea N.3.) 14 900
3547 A08.30.046.003** [Mopdornormuyeckoe nccnegoBaHune (KOHCynbTaums) GMonTaTtoB KOXu Npu

OMNyXOmneBOW N HeonyxorneBon natonornn (npodgeccop benoycosa 1.3.) 9 500




roTETET TOCTIIy TTOTY OOV - AoToTTTo
2219 A08.30.013.002 ©OvoncuiHoro/onepauoHHOro MaTtepuana ¢ ucnosib3oBaHvem o 3-4

aHTUTEen: peuenTopHbIn cTatyc +Her-2 Neu npu pake MOIOYHON Xenesbl,

peLenTopHbI CTaTyC 3HAOMETPUS NpU SHAOMETPUTE, NPU

anddepeHumanbHOM AnarHOCTMKe BbICOKO AndddpepeHLMpoBaHHOM

KapLWHOMbI NPOCTaThl, UCCNeaoBaHMEe KOCTHOroO Mo3ra 1 ap. 14 200
2220 A08.14.001 CtaHgapTm3oBaHHOE MOpPdONorM4yeckoe nccnegoBaHne CnmsmcTon

000M0YKM TOHKOM KMLIKM Ha uenuvakunio (H&E, CD3). 6 200
2031 A08.30.016 LinTonornyeckoe gnarHoctnyeckoe nccrnegosanue (okpacka MIT) (npoctoe,

He XWUOKOCTHas umTonorus) 3a ucknodedmem koga 2100. 1700
2100 A08.22.005 LinTonornyeckoe nccnegosaHne matepmana TAB LUNTOBMAHOW xenesbl 3000
24/57 PBK um. Kyeamoea
17.11 VlccnegosaHue arperayum TpomooumToB 850
17.5. VccnegoBaHve ypOBHSA NPOAYKTOB Napakoarynsiumm B KDOBU 250
17.00 RoarynorpamMmma ctangapTtHasi (MHGEKC ATTTB, MPOTPOMDWH MO KBUKY

(MTU+MHO), TpombuHoBOe Bpems, hnbpuHoreH, POMK, dnbpuHoreH B,

aHTuTpom6UH lll, D-aumep 2 800
17.16 Komnnekc nccnegoBaHvii Anst AMarHoCTUKU CUCTEMHOM KPacHOWM BOMYaHKM 900
17.6. OnpegeneHne akTMBHOCTU aHTUTpoMOuHa |l B KpoBu 600
17.13 Onpegenenune KoHUeHTpaunn [-gumepa B KpOBM 1100
24/28 @by "HMUL] sHdokpuHosnozuu MuH3dpaea Poccuu”
46.2.15 |A10.20.001.03 HLA TnnmpoBaHue ambpuoHa (1 ambpnoH) 8 900
46.2.13 |A10.20.001.01 MI'T pe3yc dhakTopa ambproHa 3a 1 amMOproH 8 900
46.2.12 |A10.20.001.001.04TTT T-ATIOCIIE T T-M: KomMnnekcHoe nuccrnefoBaHuWe: BeisBIIEHNE YMCIOBbIX

N CTPYKTYpHbIX abeppaumi xpomocom 1-22, X,Y metogom NGS + meTtonom

K®-MLIP (1 am6punoH) 16 300
46.2.2 |A10.20.001.001.04MT' T-A: aHan3 oONONHUTENBHOIO 3MBPMOHa Ha aHeynnouaun no 3

xpomocomam (21, X, Y), metogom KO-MLIP 7 900
46.2.4 |A10.20.001.001.04TT' T-A: BbiiBneHne YMcnoBbiX U CTPYKTYPHbIX abeppauummn xpomocom 1-22,

X,Y metogom NGS (1 aMOpuroH) 19 000
46.2.5 |A10.20.001.001.04TTI T-AT RKOMMNIIEKCHOE NCCNEO0BaHWNE: BbIABIIEHNE Y/CIIOBBIX W CTPYKTYPHBIX

abeppauunii xpomocom 1-22, X,Y metogom NGS + metogom KO-MLUP (1

3MOPUOH) 25 000
46.2.1 |A10.20.001.001.01MNI'T-A: nepBM4HOE nccnegoBaHWe Ha aHeynnoguu no 3 xpomocomam (21, X,

Y), metogom KO-MLIP (1 3mM0BpuroH + pogutenu) 19 800
46.2.3 |A10.20.001.001.04MI'T-A: noBTOpHOE UCCneaoBaHE Ha aHeyniouamm no 3 xpomocomam (21,

X, Y), metogom KO-TMLIP (1 3MOpmroH) 7 900
46.2.11 |A10.20.001.002.04MI ' T-M MoHoreHHoro cemeinHoro 3abonesanusi, 1 aMGpuOH (TonbKo cTaTyc

MOHOreHHoro 3abonesaHusi) 17 800
46.2.6 A10.20.001.003.0{TTT T-CIT: BbEISIBNIEHNE HECDOanaHCUPOBaHHbLIX TPAHCMOKaLWI U BbisiBNIEHNE

YNCNOBbLIX U CTPYKTYPHbIX abeppauuin xpomocom 1-22, X,Y metogom NGS (1

9MOPUOH) 19 000
46.2.8 |A10.20.001.003.04MI'T-CI1: gononHuTENbHbIN aHanu3 Ha BbisiBNeHne HecbanaHCUpoBaHHbIX

TpaHcnokaumi manoro pasmepa metogom KO-IMLP (1 ambpuoH) 7 200
46.2.7 |A10.20.001.003.04TT T-CIT- KOMNIEKCHOE MCCreaoBaHVe: BbIABIIEHE HECDallaHCMPOBaHHbIX

TPaHCMOKaLMIA 1 BbISIBIIEHNE YMCIOBbLIX U CTPYKTYPHbIX abeppaunii

xpomocoM 1-22, X,Y metogom NGS+ metogom KO-MLIP (1 amBproH) 25 000
46.2.14 |A10.20.001.02 TIOArOTOBUTENBHEIN 3Tan Ans HLA TUNMPOBaHNS: pa3paboTka

NHAMBUAYanNbHOM TECT-CUCTEMbI Ha OCHOBE aHanuaa STR-mapkepoB B

O A L e, S e DN T AT £ et 59 400
46.2.10 |A10.20.001.002.02 TECTMPOBaHMSA MOHOTEHHbIX 3aboneBaHWin:

pa3paboTka MHAMBMAOYaNbHOW TECT-CUCTEMBI (3aKa3 MapkepoB, aHanm3

WHPOPMATMBHOCTU AN CEMbW, UCcnepoBaHme myTaumi 3abonesaHus) OBA

ﬁéEl%FED%ﬁgﬁaD?vl%EIMPE T IPU,U'VIIVII DTaATAOVIUAAUTU TCHTTVTHTCURUTU 104 OOO
46.2.9 |A10.20.001.002.01 TECTMPOBaHMSA MOHOTEHHbIX 3aboneBaHunin:

pa3paboTka UHAMBMAOYaNbHOW TECT-CUCTEMBI (3aKa3 MapkepoB, aHanm3

WH(POPMATMBHOCTU AN CEMbW, UCCneaoBaHMe MyTaumi 3abonesaHuns)

OJHO 3ABONEBAHVE B CEMbE 59 400
46.2.16 |A27.05.038.01 lMpeHaTanbHas gMarHoCTUKa MOHOreHHOro 3aboneBaHus 1 aHeynnonaui no

xpomocomam 13, 18, 21, X, Y metogom K®-TLIP (MOCIJIE MTr-m) 16 200

Bkcnpecc-mecmebi (8 KSIUHUKe) (*ymoyYHsiime Hasiu4yue 3KCrpecc-mecimoe 8 KoJsijl-
24/21 yeHmpe)
900201 |BOS.016.002 QBN (KNMHUYECKUIA) aHanm3 KpoBu 500
900203 SKcnpecc aHanu3 KpoBu U3 BeHbl (00LWmMiA) ¢ nerkounTapHon opmynon 6e3

CO3 310
900202 |BOS.016.006 OO6LLUMIA (KNMHUYECKUIA) aHanmM3 MoYu 250
900204 3Kcnpecc TecT Ha rpunn 950
24]7 OHuMm
9095131.0 Second Opinion - KOHCyNbTaUMsA roToBoro cny4vasi (4o 12 crékon) 10 800
90954 BUOTCUNHBLIN, MYHKLUNOHHbIN MATEPUAJI, COCKOBbI
9095SK 'ncronornyeckoe nccregoBaHne BUONCMNHOIO 1 ONepaLnuoHHOro

Martepuana KoXXHbIX U NOJKOXHbIX HOBOOGPa30BaHUM 4 800
9095BP I'McTonornyeckoe nccnegosaHme GUONCUMHOIO, NYHKLUMOHHOMO Matepuana v

cockoboB 3000
9095P7 I'McTonornyeckoe nccnegoBaHme NyHKUMOHHOW Buoncuv npeacraTensHon

)enesbl (0o 14 KyCO4KoB) 19 000
9095K305 TVCTONOrMYecKkoe NccregoBaHNe COCKODa LEPBUKANbHOTO KaHana+

rMCTONOMMYECKOE UCCnefoBaHe cockoba SHAOMETPUS LLENKM

MaTKU/rMcTonornyeckoe nccrnenoBaHns GUoNcun LLENKN MaTku 6 800




9095TK ["McTonorn4yeckoe nccrnegoBaHne TKaHW KOCTHOro Mo3ara 11 200
9095DK HekanbunHaumsa KOCTHOW/XPALWEBOW TKaHW NPU MTMCTOSIOMMYECKOM

ncenegoBaHUM KOCTHOM TKaHU 2 200
9095168.1 McToxmmMmnyeckas okpacka (3a CTekno) 1 000
9095164.1 [lopeska 13 BHOBb M3roTOBIEHHOro Onoka (3akas nocne yenyru 164) 800
90959 XUWUOKOCTHASI UUTOJI0OMUA
9095901.1 Ro-TecT: BITY-TTATI-TECT XMAKOCTHEINM FRKa4eCTBEHHOE TUNNPOBAHNE 12

TMMNOB BMpYyca nanunnomsl Yenoseka (HPV) tunei: 16, 18, 31, 33, 35, 39, 45,

51, 52, 56, 58, 59 5 400
9095906 LinTonornyeckoe nccnegoBaHne NyHKTAaToOB NMMMAaTUYECKUX Y3IT0B 2 600
9095903 LinTonornyeckoe nccnegoBaHne NyHKTAaTOB MOJIOYHON XXenesbl 2 600
9095905 LinTonornyeckoe nccnegoBaHne NyHKTaToOB LLMTOBUOHOW XXenesbl 2 600
9095903.1. LinTonornyeckoe nccnegoBaHne cekpeumm n3 cocka 2 600
9095907 LinTonornyeckoe nccrnegoBaHne CMbIBOB OpHoLLIHOM/MNeBpanbHOM NOMocTHy,

ACLMTUYECKON XKNMOKOCTU, NNeBpaibHbIX BbIMNOTOB. 2 600
9095901 LinTonornyeckoe nccnegoBaHne cockoba ek MaTK1 U LiEPBUKANbHOIO 3500
90953 NMMYHOI'MCTOXUMNWYECKOE UCCJIIEJOBAHUE
9095145.2 OunarHoctmka metogoM ummyHoructoxummmn  (UrX) 11 -15 antuten

BKJTHOYUTENBHO 60 000
9095130 [unarHocTtnka metogoM nmmyHornctoxmummm (UFX) 5-10 antuten 34 800
9095129 IunarHoctnka metogoM nmmyHornctoxummn (UKX) go 4 aHtuten 16 600
9095217 OunarHoctmka metogoM ummyHoructoxummm (UFX) npu pake MonoyHowm

xenesbl - 4 peakuun (ER, PR, Ki-67, HER2) 19 300
9095151 WX naHenb Npu MenaHome 27 000
9095152 WX naHenb Npu pake npeacTaTenbHON enesbl 16 000
9095128.12 MimMyHoructoxnmmnydeckoe uccnegosanue (1 UMX peakumst ALK) 12 500
9095128.2 MimMyHornctoxnmmndeckoe uccnegosanue (1 UMX peakuns HER2) 6 500
9095128.1 MimmyHornctoxnmmndeckoe uccnegosanue (1 UMX peakumsi PD-L1 knoH 28-8) 11 000
0095128.11 MmmyHoructoxummnyeckoe uccnegosarue (1 UIMX peakums PD-L1, knoH Daco

22C3) 28 000
0095128.13 MmMmyHoructoxummnyeckoe nccnegosarme (1 UMX peakumsa PD-L1, knoH

SP142, Ventana) 21 000
9095128.10 MmmyHoructoxummnyeckoe nccnegosarume (1 UMX peakumsa PD-L1, knoH

SP263, Ventana) 20 200
9095128.27 MimMyHornctoxnmmndeckoe uccnegosanue (1 UMX peakums ROS1) 13 000
9095128.3 MmmMyHoructoxmmmnyeckoe uccnegosanuve (1 UMX peakums no

npeaBapuUTENbHOMY COMNacoBaHMI0 C MEHEIKEPOM) 6100
9095132.2 MmMyHornctoxnmmnyeckoe uccnegosanue (1 UMX peakums, CD117/C-Kit 6 800
9095132 MmmyHoructoxnmmnyeckoe nccnegosanue (1 UMX peakums, Ki67) 6 500
9095128.14 MimMyHoructoxnmmnyeckoe nccnegosanue (1 UMX peakumsi, pan-TRK) 19 000
9095132.1 MimmMyHornctoxnmmnyeckoe uccnegosanue (1 UMX peakums, PTEN) 15 400
9095132.3 MimmyHoructoxnmmnyeckoe nccnegosanume (1 UMX peakumsi, CD5) 6 300
9095148 VMIMMYHOrMCTOXMMMNYECKOE UCCNEefOBaHME PELIENTUBHOCTM SHAOMETPUS (OKHO

mmnnanTaumm, ER, PgR, CD56, CD138, LIF, nogcyeT kon-Ba nnHonoaui) 24 000
9095150 VIMMYHOFMCTOXMMUYECKOE UCCINEAOBAHWNE XPOHUYECKOTO SHAOMETPUTA

(andd. grmarHocTuka xpoHudeckoro angomeTputa, CD16, CD20, CD138,

CD56, HLA-DR) 22 000
9095128.26 MIMMyHOrmcToxnmmyeckoe nccrnegoBaHue: peuentopbl coMaTocTatuHa 2A u

5 tunoB (SSTR 2A, 5), 2 X peakuuu 33 000
9095129.2 MccnepoBaHne MukpocaTennmMTHon HectabunbHocTu (MSI) metogom UIMX

(MSH2, MSH6, PMS2, MLH1) 19 600
9095100.1 KomnnekcHoe rmctonornyeckoe u nummyHormctoxnmmyeckoe (UNMX)

1ccnenoBaHme npy NoAo03peHnn Ha XpoHudeckuii aHgomeTput (H&E+CD138) 7 800
9095100.11 KomnnekcHoe ructonornyeckoe n MMmMyHOrMcTOXMMUYECKOe uccrnenoBaHne

CTOPOXEBOro numdoysna 40 000
9095100.11.1 KomnnekcHoe ructonornyeckoe n MMMyHOrMCTOXMMUYECKOe uccrnenoBaHne

CTOPOXXEBOro Nmdoysana, 4oNoNHUTENbHbIA BroK 21 000
9095131.3 KoHcynbTaumsi KOHKpeTHOro cnewmanucta no TpeboeaHuio 3akaszymnka (no

COrIacoBaHMIO C UCMOMHUTENEM, 3akasbiBaeTcs ¢ ycnyron 131.0) 5 500
90956 MOIJIEKYJI5IPHO-FEHETUYECKUE UCCJIEQOBAHUS
9095647 TP53 peneuus 12 700
90956AH BbisiBnieHve geneumn reHa PTEN 10 300
90956Al BbisiBnieHve geneummn reHa RB1 10 300
9095677 BbisiBnieHme TpaHcnokaumm reHa NRG1 22 600
9095671 WNccnenoanne mytauun B reHe NTRK1, NTRK2, NTRK3 meTtogom FISH 37 800
9095697 KomnnekcHoe MonekynsapHo-reHeTu4eckoe uccnegosanue npu GIST-

onyxonsx (c-KIT ak3oHbl 9,11,13,17, PDGFRa 3k30HbI 14,18) 19 600
9095695 KomnnekcHoe MonekynsapHO-reHeTM4Yeckoe UccnegoBaHue npyu MenaHome

(BRAF V600E, NRAS kogoHbl 12, 13, 61, 117) 16 600
9095698 KomnnekcHoe MonekynsapHO-reHeTM4Yeckoe UcceaoBaHne Npu pake xxenyaka

(HER2 amnnndmkaunsa, MSI) 11 000
9095696 ROMIITERC B v 1 € )

MoOSIo4HoOM xene3bl (OBbHapyxeHue aeneuun/agynnmkauuin, amnnndukaumn

reHoB HER2, ESR1, EGFR, ZNF703, FGFR1, ADAM9, IKBKB, PRDM14,

MYC, MTDH, CCND1, C110RF30, CDH1, TOP2A, MAPT, PPMD1, BIRCS5, 220 000
9095699 KomnnekcHoe monekynspHo-reHeTM4eckoe nccrnegosaHue npu pake tena

Matkun (POLE 3k3oHbl 9 1 13, MSI) 9 300
90956AA KomnnekcHoe obcrenoBaHve noTepy reTepo3vroTHOCTM NpU pake NpocTaThbl

(renbl PTEN, RB1, TP53) 10 300




9095691 MORNEKyNAPHO-TEHETUYECKAIN CKPUHUHT MyTaL N B LLUTONIOTMYECKOM 1

rMCTONIOrMYECKOM MaTtepuare npu nanuinspHon KapunmHoMe LWMTOBMOHOM

xenesbl (BRAF, TERT). 22 000
9095640 MoneKynsipHo-reHeTM4ecKoe nccrnegoBaHme Mytaumm B reHe IDH1 9100
9095641 MoneKynsipHo-reHeTu4ecKoe nccrnegoBaHmMe Mytaumm B reHe IDH2 9100
9095646 MonekynsipHo-reHeTmM4eckoe mnccrnegosaHme mytauun B rene PDGFRA 19 600
9095642.1 MonekynsipHo-reHeTM4eckoe mnccrnegosaHme Mmytaunn B reHe PIK3CA 10 500
9095642 MonekynsipHo-reHeTM4eckoe mnccregosaHme Mmytaunn B reHe PIK3CA 11 000
90956AF MonekynsapHo-reHeTM4yeckoe nccrnegosaHue TpaHcnokauum Ip/19q 8

BroncuiHom (onepaunoHHoM) MaTepuane 10 500
90956AD MonekynspHo-reHeTnyeckoe nccriegosaHve TpaHcnokaumn EML4-ALK,

ROS1 n mytaumii B reHe MET npu pake nerkoro 15 300
9095691.1 MyTauum B reH POLE 3k30HbI 9 1 13 11 200
9095616 OnpepgeneHne TpaHcnokauui reHa SS18 (SYT) npu cuHoBUanbLHOM

capkoMe ( Ha TpaHcniokaumio yyacTtka 18911.2) 22 600
9095618 Onpegenenne amnnudpmkauun HER2/neu npm pake Mono4YHowm xenesbl 1 22 600
9095622 Onpegenenune amnnundukaumm MET 18 100
9095619 Onpegenenune amnnundgpmkaumn TOPO2A npu pake MOMOYHON Xenesbl 22 600
9095673 Onpegenenune amnnundgukaummn reHa FGFR1 22 600
9095628 Onpegenenne amnnudpukaunmn reHa MDM2 npu capkome 22 600
90956AB OnpegeneHne KONMMHOCTU XpomocoM 1p, 3, 6 1 8 Npu yBeanbHoOW MenaHoMme 10 300
9095635 Onpegenenne meTunupoBanus reHa MGMT 10 400
90956AC OnpepgeneHue meTunupoBaHusa reHa MGMT, myTaumi B reHax IDH1 u IDH2

NpW rmManbHbIX ONyxonsax 10 600
9095614 OnpegeneHne MukpocaTennTHom HectabunbHocTtu (MSI) 9 000
9095643.1 Onpegenenune mytaumm c-KIT 10 500
9095643 Onpegenenne mytaumm c-KIT ( (9, 11, 13, 17 3K30HbI) 11100
9095605 Onpegenenne mytaumm B 14 3k3oHe reHa cMET 10 600
90956A0 Onpegenenune myTtaumm B reHax H3F3A, HIST1H3B n HIST1H3C 24 200
9095612 Onpepgenexune mytaumn 15 ak3oHa BRAF, 2, 3, 4 ak3oHoB NRAS n 11,13,17

3k30HoB ¢-KIT npn menaHome 23 800
9095612.1 Onpepgenexne mytaumn 15 ak3oHa BRAF, 2,3,4 ak3oHoB NRAS 1 11,13,17

3k30Hax c-KIT npu menaHome 21 200
9095611 Onpepgenexune mytaumn 15 ak3oHa reHa BRAF 1 11,13,17 ak30Hax reHa c-

KIT npu menaHome 21 200
9095601 Onpepgenexune mytaumn BRCA1 n BRCA2 Bcero konmanpyroLero permoHa

reHa npu pake MOJIO4YHOW Kenesbl U SUYHUKOB 33 000
9095607 Onpegenexune mytaumin KRAS Bo 2, 3 1 4 3k30Hax reHa npm

KOJSTIOpEKTaNIbHOM pake 12 700
9095607.1 Onpegenexune mytaumn KRAS Bo 2, 3 1 4 3k30Hax reHa npu

KOJSTOpEKTaNIbHOM pake 12 000
9095606.1 Onpegenenune myTtaumi B 15 ak3oHe reHa BRAF 10 500
9095606 OnpegenexHve mytauun B 15 ak3oHe reHa BRAF 11 200
9095603.2 OnpegenexHve mytauun B 18, 19, 20, 21 ak3oHax reHa EGFR 12 100
9095603 OnpegenexHve mytauun B 18, 19, 20, 21 ak3oHax reHa EGFR 12 700
9095602.2 OnpepgenexHve mytauun B reHax BRCA1, BRCA2, PALB2 B TkaHu onyxonu 33 000
9095613.1 Onpepgenexune mytaumn B reHax c-KIT n PDGFR npu racTponHTeCcTMHanbHomn

cTpoManbHon onyxonu XKT (GIST) 19 500
9095613 Onpepgenexune mytaumn B reHax c-KIT n PDGFR npu racTponHTecTMHanbHomn

cTpomansHon onyxonu XKT (GIST) 20 600
9095610 OnpepgeneHne mytaumn Bo 2, 3 n 4 ak3oHax reHa KRAS, 2, 3, 4 ak30Hax reHa

NRAS, 15 ak30He reHa BRAF 17 400
9095609 OnpepgeneHne mytaumn Bo 2, 3, 4 ak3oHe reHa KRAS, 2, 3, 4 ak30Hax reHa

NRAS 16 600
9095610.1 OnpepgeneHne myTtaumn Bo 2, 3, 4 ak3oHe reHa KRAS, 2,3,4 ak30He reHa

NRAS, 15 ak3oHe reHa BRAF 16 600
9095608.1 Onpegenenne myTtaumi Bo 2,3,4 ak3oHax reHa NRAS 12 100
9095608 Onpegenenne myTtaumi Bo 2,3,4 ak3oHax reHa NRAS 12 700
9095667 OnpegeneHne myTaumi npomotopa reHa TERT 5900
9095667.1 OnpegeneHne MmyTaumi npomoTopa reHa TERT 16 600
9095615 OnpepneneHne nepectpoek RET 22 600
9095620 Onpenenenune nepectponikn ALK npu pake nerkoro 22 600
9095625 Onpenenenune nepectponkn BCL6 npu numdome 22 600
9095624 OnpegeneHune nepectponkn BCL6 npu numdome 22 600
9095617 OnpegeneHve nepectponkn EWSRT. npu capkoMe cemencTsa HouHra /

"OnpepeneHune reHeTUyecknx HapyLeHun metogom FISH Ha matepuane uns

napaduHOBbIX 6r1oKkoB" 22 600
9095623 OnpeneneHne nepectporikn MYC npu numdome 22 600
9095621 Onpepgenexne nepectponkn ROS1 npn numdcome 22 600
9095602 OnpegaeneHne pacnpocTpaHéHHbIx MyTaumun reHoB BRCA1, BRCA2 npu pake

MOJTOYHOW »Xene3bl 1 ANYHMKOB (8 MyTaumin) 7 500
9095693 Pa3BepHyTOE OHKOrEHETUYECKOE UCCIEN0BaHNE NpU KONIOPEKTAlIbHOM pake

(MSI, BRAF V600E, KRAS kogoHbl 12, 13, 61, 117, 146, NRAS kogoHbl 12,

13, 61, 117) 12 000
9095694 Pa3BepHyTOE OHKOreHeTn4eckoe uccrnegoBaHvne paka nerkoro (Mytauum B

reHax EGFR ak3oHbl 18,19,20,21, KRAS kofoHbl 12, 13, BRAF V600E, 13 000
9095637 Pak nerkux, 6asosas naHens (EGFR,KRAS,NRAS,BRAF) 25 300
9095690 Pak nerkunx, pacwumpeHHas naHenb (CMCOK reHOB, BXOOALMX B NaHEnNb:

EGFR, KRAS, BRAF, MET, ERBB2, ALK, ROS1, RET, MET, NTRK1, 120 000




9095692 Pak wutosmnaHown xenesbl: myTaunm KRAS, NRAS, HRAS, TERT, BRAF,

TpaHcnokaunsa RET/PTC, TpaHcnokaumsa PAX8/PPARG). 23 000
9095630 YcTaHOBNEHWE NPUHAANEXHOCTU MaTepuana 10 300
90957 OMNMEPALINOHHbBIN MATEPUAIT
9095UN-1 ['McTonormyeckoe nccrnegoBaHne onepaumoHHoro matepuana knacca UN-1 3600
9095UN-2 ['McTonormyeckoe nccnegoBaHne onepaumoHHoro matepuana knacca UN-2 5500
9095UN-3 ['McTonormyeckoe nccnegoBaHne onepaumMoHHoro matepuana knacca UN-3 12 300
9095UN-4 ["McTonorn4yeckoe nccrnegosaHne onepaunoHHoro matepuana knacca UN-4 20 000
9095UN-5 ["McTonorn4yeckoe nccregosaHne onepaunoHHoro matepuana knacca UN-5 49 000
9095KD KomnnekcHas anarHocTuka onepaumoHHoro matepuana (ructonorusa+nrx) 65 000
9095FT.UMX CpoYyHOEe MMMYHOIMCTOXMMUYECKOE UccrieqoBaHme 55 000
9095FT.BP CpoyHoe nccrnegoBaHue GUONCUAHOIO MaTepuana crneayrLwmx

NoKanM3aunn: ypomnorus, rorioBa 1 LWes, XXKT, MOJTIOYHbIE XKenesbl 34 000
9095FT.UN CpO4HOE 1ccriegoBaHvie onepauyoHHOro Matepvarna criegyowmnx

rioKanusauuii: yponorus, rornosa 1 LWes, XKT, MOJOYHbIE ene3bl(y3noBble

00pasoBaHus 6e3 XXMPOBOW TKaHW) 42 000
9095600.1 OueHka n nogbop 6noka ansa reHetndeckoro/UMX uccnegoBaHus ¢

M3roToBfEHMEM HOBOIO cpe3a (oo 3-x 6r1okoB) 6 500
9095600.2 OueHka n nogbop 6noka ans reHetndeckoro/UIMX nccnegoBaHus ¢

M3roToBreHMEM HOBOro cpesa (bonee 3-x 6110Kk0B) 10 700
9095167.1 [NepeBog (1 cTpaHMuUa, aHrn.- pyc., pyc.- aHrl.) 3300
9095164 [Nepesanveka 6noka ¢ N3roToBNeEHMEM OOHOIO rMCTONOrMYECKOro cTekna 1300
9095131.2 [NepecmoTp Kaxkgoro nocnegyrLwero cTekna 800
9095165.6 MpepnocTtasneHne 3akasynky AocTyna K oumMdpoBaHHOMY MUKponpenapaTy ¢

NomolLLbI0 NporpaMmHoro obecneyvenus "Digital Pathology" 800
9095165 CkaHMpoBaHMe MUKponpenaparta 600
90952 SHOOCKOIMUYECKUN MATEPUAIT
9095103 BbisiBneHue Helicobacter pylori 3a cnyyan 2100
9095103.5 I'McTonornyeckoe nccnegoBaHue nocne mMynbTudoKanbHou buoncum

Xenyaka ¢ oueHkor no knaccudunkaumm OLGA/OLGIM+H.pylori 8 400
9095101.2 I'McTonornyeckoe nccnegoBaHe 3HOOCKONUMYECKOro MaTepurana (nonun

bonee 2 cm) 4 000
9095101 'ncTonornyeckoe nccrnegoBaHne 3HAOCKONUYECKOro MaTepuana npoctoe

(0o 3-x KyCOYKOB) NuWeBoaa, XXenyaka, KULWKW, OpoHXa, ropTaHu, Tpaxew. 3000
9095102 'ncTonornyeckoe nccrnegoBaHne 3HAOCKONMYECKOro MaTepuana CroXxHoe

(6onee 3 Kyco4koB) NuLEBOAA, Xenyaka, KULWKW, OpoHXa, ropTaHu, Tpaxeu. 4 000
9095208 KomnnekcHoe rmcTtonornyeckoe uccrnegoBaHne Matepuana nocne

3HOocKonMm/KonoHockonuu (4 n 6onee KOHTeHepPa, 3a O4HO 11 000
22 OHKonoz2us
22/1 KoHcynbmayuu oHkos102a
22/1/3 3aoyHble KOHCynbmayuu
140148 |B01.027.002.3 Mpuem (0CMOTP, KOHCYNbTaLMA) Bpaya-OHKOOra NoBTOPHbIV

3ao4Has koHcynbTauus 1700
450309 MpueM (koHCynbTauMs C NPUMEHEHVEM TeNeMeaNLMHCKUX TEXHOOTNIA)

Bpaya-OHKOMora NOBTOPHbIN 1 200
22/1/1 OyYHble KOHCYyNbmayuu
220105 [B01.001.001.28 |Mpuem (ocMOTp, KOHCYNbTaLUS) -aKyLlepa-rmHeKornora NepBUYHbIN

OHKOrMHeKosior 3100
220106 [B01.001.002.27 |Mpuem (ocMOTp, KOHCYNbTaUMst) -aKyLlepa-rMHEKONora NOBTOPHLIN

OHKOrMHeKosior 2 000
140101 [B01.027.001 [Npuem (ocMOTp, KOHCYbTaLNS) Bpaya-oHKONora nepBuYHbIv 2100
140102 [B01.027.002 [Npuem (ocMOTp, KOHCYbTaLNS) Bpaya-oOHKOora NoBTOPHbIN 1700
030117 |B01.027.001.2 Mpuem (0CMOTP, KOHCYNbTALWSA) -OHKOOra NePBUYHBI

OHKOyponor 4 500
030118 |B01.027.002.2 Mpuem (0CMOTP, KOHCYNbTaLMSA) -OHKOSIOra NOBTOPHbIN

OHKOoyposior 4 000
02 OnepamueHasi 2uHeKooausi
02/1 Bonbuwue 2uHekonoau4eckue onepayuu
020141 |A16.20.063.001 |BnaranuiiHas skcTupnauusi MaTkv ¢ npuaaTkamm ¢ UCNonb30BaHWMEM

BNOE03HOO0CKONNYECKMX TEXHOMOMMI 75 400
020216 |A16.20.063.001.1 |BnaranuiwHas skcTupnauusi MaTkv ¢ npuaaTkamm ¢ UCnonb30BaHMEM

BWE03HA0CKONUYECKUX TeXHOMNOrnn (1 KaTeropmst CIIOXXHOCTH) 85 100
020217 |A16.20.063.001.2 |BnaranuiwHas skcTupnauusi MaTkv ¢ npuaaTkamm ¢ UCnonb30BaHMEM

BWE03HA0CKOMUYECKUX TEXHOMOIIN (2 KaTeropust CIIOXXHOCTH) 98 800
020218 |A16.20.063.001.3 |BnaranuiiHas skcTupnauusi MaTkv ¢ npuaaTkamm ¢ UCnonb30BaHUEM

BNOE03HOOCKOMNNYECKMX TEXHOMNOMMI (3 KaTeropns CIIoXKHOCTH) 102 500
020142 |A16.20.019.001 |BoccTaHoBneHue MaToO4HOro ONOPHOro annapaTa ¢ UCMOSIb30BaHNEM

BWE03HO0CKOMNYECKNX TEXHOOMM 97 600
020173 [A16.30.036 MccevyeHne ovaroB aHOOMETpUo3a 40 400
020174 |A16.30.036.3 WccevyeHne ovaroB aHaomeTpuosa (1 kaTeropusi CnoXHOCTH) 45 300
020175 |A16.30.036.4 MccevyeHne ovaroB aHAOMETpUOo3a (2 KaTeropust CnoXXHOCTH) 52 300
020176 |A16.30.036.5 MccevyeHne ovaroB aHAOMETpUo3a (3 KaTeropust CnoyxXHoOCTH) 55 900
020310 |A16.30.036.003 |WcceueHune ovaros sHoomeTpuosa

KaXKabl NOCrneayroLwmnmn Yyac 60 900
020177 |A16.30.036.001 [WcceyeHne oyaroB aHOOMETPMO3a C UCMOMb30BaAHNEM

BUAE03HAOCKOMNYECKNX TEXHOMNOINM 50 900
020178 |A16.30.036.001.1 [VicceueHne ovaroB aHAOMETPMO3a C UCMONb30BaAHNEM

BNOE03HOOCKOMNMYECKNX TEXHOMOrMI (1 KaTeropmm CrioKHOCTH) 53 500
020179 |A16.30.036.001.2 [VicceueHne ovaroB aHAOMETPMO3a C UCMONb30BaAHNEM

BUAE03HO0CKOMUYECKUX TEXHOMOMMN (2 KaTEropun CroXHOCTH) 62 200




020180 |A16.30.036.001.3 [VicceueHne ovaroB aHAOMETPMO3a C UCMOMb30BaAHNEM

BUE03HO0CKONMUYECKUX TEXHOMOMMN (3 KaTEeropun CroXHOCTH) 73 400
020232. |A16.30.036.001.5 [MicceueHre ovaroB aHAOMETPMO3a C UCMONb30BaAHNEM

BWAE03HO0CKOMUYECKUX TEXHOMNOIMN 1 KaTeropun CNoXXHOCTU, BeayLLUN 79 500
020233. |A16.30.036.001.6 |VicceueHne ovaroB aHAOMETPMO3a C UCMONb30BaAHNEM

BWAE03HO0CKOMUYECKUX TEXHOMOMNN 2 KAaTErOPUN CNOXHOCTU, BeAYLLIUN 96 900
020234. |A16.30.036.001.7 [VicceueHne ovaroB aHAOMETPMO3a C UCMONb30BaAHNEM

BWAE03HO0CKOMUYECKUX TEXHOOMNN 3 KAaTErOPUN CNOXHOCTW, BEAYLLUN 119 400
020183 [A16.30.079.2 Jlanapockonusa anarHocTtmnyeckas Kaxxabii nocneayroumn Yyac onepauum 60 900
020154 [A16.20.083 KonbnonepuHeoppadus 1 nesatoponnacTuka 66 600
020209 [A16.20.098 [nacTuka manbIx NoOnoBbIX ryo 22 300
020300 |A16.20.055.001 [HanoxeHue LIBOB Ha LWENKY MaTKn

Jlanapockonnyeckuii CepKNsi>X Npu MCTMUKO-LIEPBUKANTbHON HEAOCTAaTOYHOCTHU 73 700
020181 [A16.30.079 Jlanapockonus guarHoctmyeckas 38 000
020163 |A16.20.039.001 [MeTponnactuka ¢ NCNofb30BaHUEM BMAEOIHAOCKONUYECKMUX TEXHOTOMMNNI 64 700
020155 [A16.20.035 MuomakToMMS (3HYKNeauns MMOMaTO3HbIX Y3M0B) NanapoToMuyeckas 44 100
020156 |[A16.20.035.1 MwomakTomusa (SHykneaunss MMOMaTO3HbIX Y3r10B) Nnanapotomuyeckas (1

KaTeropusi CroXHocTm) 50 400
020157 |A16.20.035.2 MwomakTomus (3Hykneaumnsi MMOMaTO3HbIX Y3r10B) NnanapoTomuyeckas (2

KaTeropusi CroXHocTu) 57 800
020158 |[A16.20.035.3 MwomakTomus (SHykneaumnsi MMOMaTO3HbIX Y3r10B) NanapoTomunyeckas (3

KaTeropusi CrioXHocTu) 64 000
020159 |A16.20.035.001 |MunomakToMuKs (3HYKMeaumss MMOMaTO3HbIX Y3/0B) C UCMOSb30BaHNEM

BWAE03HOOCKOMNYECKNX TEXHOMOMNM 51 600
020160 |A16.20.035.001.1 |[MromakToMus (3HyKNeaumss MMOMaTO3HbIX Y3M0B) C UCMOSNb30BaHNEM

BNOE03HAOCKOMNNYECKMX TEXHONOMM (1 KaTeropusi CrIoXKHOCTH) 57 200
020161 |A16.20.035.001.2 |MromakToMus (3HyKneaumss MMOMaTO3HbIX Y3/0B) C UCMOSNb30BaHNEM

BNOE03HAOCKOMNNYECKMX TEXHONOIMI (2 KaTeropust CrIoKHOCTH) 74 600
020162 |A16.20.035.001.3 [MromakTOoMuKs (3HYKNeaums MMOMATO3HbIX Y3M0B) C UCMOSNb30BaHNEM

BNOE03HAOCKOMNNYECKMX TEXHONOIMI (3 KaTeropust CrioKHOCTH) 91 000
020143 [A16.20.038 Onepauuun no nosody Gecnnoams Ha NpuaaTkax MaTku 37 300
020148 |A16.20.028.002 [Onepauun npu onyLieHU 3aaHelr CTEHKU Bnaranviia 38 000
020149 |A16.20.028.003 |Onepauuu npv onyLieHnn nepegHein CTEHKU Braranmwa 38 000
020144 |[A16.20.028 Onepauuun nNpu onyLeHnn CTEHOK MaTku U Bnaranvuia 38 000
020145 |A16.20.028.1 Onepauuun Npu onyLeHnn CTEHOK MaTtku 1 Bnaranvuia (1 kateropusi 41 700
020146 |A16.20.028.6 Onepauuun Npu onyLeHNN CTEHOK MaTtku 1 Bnaranvua (2 kateropusi 45 300
020147 |A16.20.028.7 Onepauuun Npu onyLeHnn CTEHOK MaTtku 1 Bnaranvua (3 kateropust 47 900
020171 [A16.20.093 [nacTtuka MmaTo4yHON TPYOLI 41 700
020172 |A16.20.026.001 |PacceuyeHune n ncceveHne cnaek XEHCKMX NOSIOBbIX OPraHoB C

MCNoNb30BaHMEM BMAEOIHAOCKOMNNYECKNX TEXHOMOMNN 44 100
020109 |A16.20.003.001 |CanbnuHro-ooopakToMms C UCMONb30BaHNEM BMOEOIHAOCKOMNYECKNX

TEXHOMOrmn 40 400
020110 |A16.20.003.001.1 | CanenmHro-00POP3KTOMMA C VCMONb30BaHNEM BUAE03HAOCKOMMYECKAX

TEXHONOrnmn

1 KaTeropmsi CroXHoCTn 44 100
020111 |A16.20.003.001.2 CaJ'IbI'II/IHrO-OOCDOpSKTOMI/Iﬂ C ncnosnb3oBaHnem BNOeo3HAO0CKOMNYECKNX

TEXHOMOornm

2 KaTeropusi CrioXXHOCTU 46 600
020112 |A16.20.003.001.3 |CansnmHro-o0POp3KTOMMA C UCMOMNb30BaHEM BUAE03HAOCKONMMYECKAX

TEXHONOrnmn

3 KaTeropusi CIOXXHOCTU 50 400
020105 |A16.20.004.001 |CanbiMHI3IKTOMUSA C UCMNONb30BaHNEM BUAEO0IHAOCKONNYECKNX TEXHOMOTNN 38 000
020106 |A16.20.004.001.1 |CanbnuHrakTOMUSA ¢ UCNONb30BaHNEM BUAEOIHOOCKOMUYECKUX TEXHOMOIMUIA

1 KaTeropusi CroXXHoCcTn 41 700
020107 |A16.20.004.001.2 |CanbnuHrakTOoMUSA ¢ UCNONb30BaHNEM BUAEOIHOOCKOMUYECKUX TEXHOMOMMUIA

2 KaTeropusi CIoXXHOCTU 45 300
020108 |A16.20.004.001.3 |CanbnuHrakTOoMUSA ¢ UCNONb30BaHUEM BUAEOIHOOCKOMUYECKUX TEXHOMOIMIA

3 KaTeropusi CoXXHoCTun 50 400
020164 |A16.20.041.001 |CTepunu3auuns maTovHbIX TPYO C MCMOMb30BaHWEM BUOEOIHAOCKONNYECKMX

TEXHOMormm 24 600
020117 [A16.20.010 Cyb6ToTanbHas rucTepakToMms (amnytaums MaTku) nanapotommyeckas 43 500
020119 |A16.20.010.1 CybToTanbHas rucTepakTomMus (amnyTauums MaTku) nanapotTommyeckas

1 KaTeropus Cro)HocCTu 49 700
020120 |[A16.20.010.2 CybToTanbHas rucTepakTomMms (amnyTauums MaTku) nanapotommyeckas (2

KaTeropusi CnoXxHocTn) 55 900
020121 |A16.20.010.3 CybToTanbHas rucTepakTomMusi (amnyTaums MaTku) nanapotommyeckas (3

KaTeropusi CroXXHocTu) 62 200
020118 |A16.20.010.001 |CybTOTanbHasi rMcTepakToMus (amnyTaums MaTku) C UCNONb30BaHUEM

BWE03HO0CKOMNYECKUX TEXHOOMM 55 900
020122 |A16.20.010.001.1 |CybTOTanbHasi rucTepakToMus (amnyTaums MaTku) ¢ MCNONb30BaHUEM

BWE03HA0CKOMUYECKUX TeXHONOrnn (1 kKaTeropmst CIIOXXHOCTU) 64 000
020123 |A16.20.010.001.2 |CybTOTanbHasi rucTepakToMus (amnyTaums MaTku) ¢ UCNONb30BaHUEM

BNOE03HOOCKOMNNYECKMX TEXHOMNOMMI (2 KaTEropns CIIOKHOCTH) 69 000
020124 |A16.20.010.001.3 |CybTOTanbHasi rucTepakToMus (amnyTaums MaTku) ¢ UCNONb30BaHUEM

BUAE03HOO0CKOMUYECKUX TEXHOMOIUN (3 KaTeropust CIIOXXHOCTU) 74 600
020129 [A16.20.011 ToTanbHas rucTepakTomus (SKCTUpNaUmna MaTkm) nanapoToMmyeckas 50 400
020125 [A16.20.011.1 ToTanbHas rucTepakromus (IKCTMpnaums maTku) nanapotommyeckas (1

KaTeropusi CnoXXHocTn) 54 100
020126 |[A16.20.011.2 ToTanbHas rMcTepakToMus (AKCTUpnaumsi MaTki) nanapoTommyeckas (2

KaTeropusi CnoXXHocTn) 55 900




020127 |A16.20.011.3 ToTanbHas rucTepakToMus (AKCTUpnaumst MaTki) nanapoTommyeckas (3

KaTeropusi Cno)xHocTn) 62 200
020128 |A16.20.011.001 |ToTanbHas rMcTepakToMus (AKCTUPNaLMst MaTKM) C UCNONb30BaHNEM

BUAE03HAOCKOMNYECKNX TEXHOMNOININ 65 200
020130 |A16.20.011.001.1 |ToTanbHas rMcTepakToMus (AKCTUpnaumsi MaTk1) C UCNONb30BaHNEM

BWAE03HO0CKOMUYECKUX TeXHONOrnm (1 kKaTeropms CIIoXXHOCTH) 70 300
020131 |A16.20.011.001.2 | ToTanbHas rMcTepakToMus (dKCTUpnaumsi MaTk1) C UCNONb30BaHNEM

BUAE03HA0CKOMUYECKUX TEXHOMOMUN (2 KaTeropus CroXHOCTH) 75 900
020132 |A16.20.011.001.3 | ToTanbHasa rMcTepakToMus (dKCTUpnaumsi MaTk1) C UCNONb30BaHNEM

BWAE03HA0CKOMUYECKUX TEXHOMOrUN (3 KaTeropus CroXHOCTH) 89 700
020101 |A16.20.001.001 |YmaneHue KMCTbI AMYHMKA C UCMONb30BaHNEM BUOE0IHOOCKOMNYECKNX

TEXHOMOrMmn 38 000
020102 |A16.20.001.001.1 |YOaneHne KACTbI ANYHUKa C UCMONb30BaHNEM BUAE03HO0CKONMNYECKX

TEXHOMOrnmn

1 KaTeropusi CroXHOCTH 41 700
020103 |A16.20.001.001.2 YOaneHue KUCTbl ANYHMKa C UICNOoNb30BaHMEM BUOE03HAOCKONNYECKNX

TEXHOMOrnm

2 KaTeropusi CrioXXHOCTu1 45 300
020104 |A16.20.001.001.3 |[YOaneHne KACTbI ANYH1Ka C UCMONb30BaHNEM BUAE03HOO0CKONMMYECKNX

TEXHOMOrnmn

3 KaTeropusi CroXXHOCTH 51 600
020170 |A16.20.092.001 [YpaneHwe NaogHOro sila U3 MaTo4YHOW TPyObl 1anapocKonmMyeckoe 38 000
020224 |A16.20.024.1 PekoHcTpykuua BRnaranuula

1 KaTeropusi CroXHoOCTH 85 800
020226 |A16.20.024.2 PeKkoHCTpykLmMs Bnaranuiia

2 KaTeropusi CroXXHoOCTH1 45 300
020166 |A16.20.063 SOKCTUpNauns KynbTU LIENKN MATKN 64 000
020167 |A16.20.063.21 OKCTUpNauns KynbTW LWENKN MaTKM (1 KaTeropusi CIioXXHOCTK) 66 600
020168 |A16.20.063.22 OKCTUpNauUns KynbTW LIENKN MaTKM (2 KAaTEropusi CIIOXKHOCTK) 69 000
020169 |A16.20.063.23 OKCTUpNauns KynbTW LIENKN MaTKM (3 KaTEropusi CIioXKHOCTK) 71 500
02/2 Masibie 2uHekonoa2u4eckue onepayuu
020198 |A16.20.009 Abnsumns a3HgomMeTpus 35 600
020205 |A16.20.079 Bakyym-acnvpauus aHaoMeTpus 6 900
020194 |A11.20.008 PasgensHoe anarHoctuyeckoe BbickabnumBaHue nonocTn MaTku u

LlepBMKarbHOro KaHana 3200
020200 [A16.20.060 BoccTraHoBneHne AeBCTBEHHOW NIEBbI 22 300
020189 [A16.20.099 'McTepopesekTockonus: yaaneHne cyoMyko3HOro MMOMAaTO3HOro y3na 29 300
020190 |A16.20.099.2 'mcTepockonmyeckass MMOMAKTOMUSA

1 KaTeropmm CIoXXHOCTU 33 400
020191 |A16.20.099.3 ['mcTepockonmyeckass MMOMAKTOMUSA

2 KaTEropum CrioXkHoCTn 41 700
020192 |A16.20.099.4 ['mcTepockonmyeckass MMOMAKTOMUSA

3 KaTeropum CrioXkHoCTn 57 800
020186 [A03.20.003.5 'McTepockonus paccedeHne Neperopoakn MaTkm 27 400
020197 [A16.20.008 PasgeneHue BHYTPMMATOYHbIX cpaLLleHUi 19 300
020184 [A03.20.003 'McTepockonus 10 600
020201 [A16.20.037 MckyccTBeHHOe npepbiBaHne 6epemeHHOCTU (abopT) 19 900
020187 |A03.20.003.001 |l'nctepopesekTockonus 23 300
020116 [A16.20.055 Hano)eHue LBOB Ha LUENKY MaTKu 18 500
020215 [A11.20.040.1 Buoncus BynbBbl HOXEBast 2 200
020113 |A16.20.007 [nacTtuka Wenkn maTkm 10 600
020114 |A16.20.007.1 [nacTuka Wenkn maTku 1 KaTeropusi CNOXHOCTH 13 100
020115 |A16.20.007.2 [nacTuka LWenkn MaTku (2 KaTeropusi CroXHoOCTn) 15 500
020211 |A11.20.007.1 MMyHKLMSA KNCTbI IMYHMKA M acnvpauus akceyaaTa

nog KoHTponem Y3U 13 200
020199 [A16.20.021 PacceyeHne AeBCTBEHHOW NNEBbI 9 600
020196 |A16.20.005.001 |PacluvpeHue LLee4YyHoro kaHana 9 600
020203 |A16.20.059.001.1 |YganeHue HoBooOpa3oBaHWs Bnaranuua go 2 cMm 26 100
020204 |A16.20.059.001.2 |YoaneHue HoBooGpa3oBaHUs Bnaranuila

no 5cm 29 800
020208 [A16.20.100 AkcTnpnaumnsa 6onbLION Xenesbl Npeaasepus Brnaranviia 22 300
020207 [A16.20.101 OHykneauus KMcTbl 60nbLLION enesbl Npeaasepus Bnaranuuia 20 900
04 OnepamuegHas yposnozaus
04/1 Bonbuwue yponozu4yeckue onepayuu
040158 |A16.28.071.001 |McceuyeHune KUCTbl NOYKM nanapockonunyeckoe (1 KaTeropmm crnoXHocTn) 52 800
040159 |A16.28.071.001.2 |McceyeHne KMCTbI NOYKM Nnanapockonnyeckoe (2 KaTeropum CroXHocTn) 61 600
040160 |A16.28.071.001.3 |McceveHne KUCTbI NOYKM nanapockonnyeckoe (3 KaTeropum CrnoXHocTn) 67 100
040161 |A16.28.071.001.4 |MicceveHne KMCTbI NOYKM Nnanapockonnyeckoe (4 KaTeropum crnoXHocTn) 81 400
040207 |A16.28.078.001.3 YpeTepOLlI/ICToaHaCTOMO:S C ncnoJjib3oBaHnemMm BNOe03HOO0CKONMUYECKUNX

TEXHomornm

3 KaTeropmm CrnoXXHoCTn 82 500
040205 |A16.28.078.001 |YpeTepounctoaHacToMo3 C UCMOMb30BaHWEM BUAEOIHAOCKONMYECKNX

TEXHONOIMM 60 500
040206 |A16.28.078.001.2 YpeTepOLI,I/ICToaHaCTOMOS C ncnosib3oBaHnemMm BMOeo3HA0CKONNYECKNX

TEXHOMOrnm

2 KaTeropum CrioKHoOCTu 71 500
040208 |A16.28.078.001.4 |YPETEPOLMNCTOAHACTOMO3 C UCMONIb30BaHNEM BUOEO03HAOCKONNYECKNX

TEXHOMOrnmn

4 KaTeropmm CroXXHoCTu 93 500
040162 |A16.28.003.001 [/lanapockonuyeckas pe3ekumsi NoYku (1 KaTeropmm CrioxXHoOCTu) 83 600




040163 |A16.28.003.001.2 |Jlanapockonnyeckas pesekums novku (2 kaTeropmum CrnoxHocTu) 89 100
040164 |A16.28.003.001.3 [/lanapockonuyeckas pe3ekumsi NoYku (3 KaTeropum CroXXHocTu) 99 600
040165 |A16.28.003.001.4 [Jlanapockonuyeckas pe3ekunsi NoYkn
4 KaTeropum cnoxHoctun" 112 200
040277 [A16.28.094.001 [YpeTeponus ¢ NCNosib30BaHNEM BUAEOIHAOCKOMUYECKUX TEXHONOINN 51 700
040250 |A16.28.045.004 |lMepeBs3ska 1 nepecevyeHne AN4YKOBOW BEHbl CYOUMHIBUHANbLHOE 34 200
040254 |A16.28.045.004.2 |[epeBsizka u nepeceyeHne SM4KoBOW BEHbI CyBUHIBUHANBHOE
[BYXCTOPOHSAA 55 900
040252 [A16.21.044 PeKOHCTPYKTUBHAas onepaumsa KOXu NosioBoro YnexHa 39 800
040235 [A16.21.002 TpaHcypeTpanbHasa pe3ekuust npocTaThbl 43 500
040236 |A16.21.002.2 TpaHcypeTpanbHasa pesekunsi npocTaTtbl
2 KaTteropum CrioKHoOCTu 60 900
040237 |A16.21.002.3 TpaHcypeTpanbHasa pesekunsi npocTaTtbl
3 KaTteropmm CrnoXHocTun 69 600
040238 |A16.21.002.4 TpaHcypeTpanbHasa pesekunsi npocTaTtbl
4 KaTeropmmn CnoXXHOCTH 78 300
040248 |A16.28.075.001 |TpaHcypeTpanbHOE pacceyeHue ypetepouene 33 600
04/2 Marsbie yposiocuyeckue onepayuu
040150 [A16.21.012 BasakTomMust 24 200
051229 [leHepBaLms ronoBKM NOSOBOro YneHa 40 400
040101 |[A16.21.037.001 |WcceuveHune KACTbI NpuaaTtka suyka 28 700
040152 [A16.28.082 VcceyeHnne napaypeTpanbHOM KUCTbI 24 300
040130 [A16.21.013 Ob6pes3aHue KparHel nNnoTu 17 800
040138 |[A16.21.010.2 OpxuakTomus
C BYX CTOPOH 11 400
040153 [A11.21.002 Buoncus anyka 33 600
040123 [A16.21.025 [nacTtuka obornoyek simyka 34 200
040129 [A16.21.038 [nacTuka y3geyku KpanHen nnoTtm 10 300
040253 |A16.01.017.001.1]YD0anerne 4obpoKaieCTBEHHBIX HOBOODPA30BaHMI KOXI METOAOM
AneKkTpokoarynsaunm
yponorus, 1 anemeHt 600
040132 [A16.01.017.001.9 |YBaneHne AODpoOKa4eCTBEHHBIX HOBOODPA30oBaHWUN KOXWU METOAOM
anekTpokoarynsaumm
(yponorus, 2-5 aneMeHTOB BKNIOYMUTENBHO) 2 000
040133 |A16.01.017.001.1(YDaneHne 4obpoKaieCTBEHHBIX HOBOODPA30BaHMIN KOXI METOAOM
AneKkTpokoarynsaunm
(yponorusi, bonee 5 anemeHTOB) 3000
040134 |[A16.01.017.001.11]YBaneHne AobpoKa4eCTBEHHBIX HOBOODPA30oBaHWUM KOXU METOAOM
- anekTpokoarynsaumm
YpOnornsi, paaMoBONTHOBOE yaaneHne o6pasoBaHuii C HanoXeHMeM LLIBOB 13 300
040247 |[A16.28.080 TpaHcno3nums ypeTpsbl 43 500
040115 |A11.21.005.003 [Bwuoncusa (MmynbTudokaneHasi) npeacTaTenbHon xenesbl TpaHcpekTanbHas
NYHKUMOHHAsA Mo KOHTPONEM YIbTPa3BYyKOBOro UCCreaoBaHns 11 800
040103 [A16.28.086 YpaneHve nonuna ypeTpbl 13 400
040126 |[A16.28.037 YpeTpanbHasg MeaToToMus 9 600
040120 [A11.28.012 YCcTaHoBKa CTEHTA B MOYEBbLIBOAALLME NYTU 21 700
040108 |A03.28.001 Lincrockonus 4 800
040149 |[A16.28.025 AnuumuctocTomns 29 700
17 Meduampus
17/11 Annepeonozausi
17/11/3 ACUT
010924 (A11.07.022.015 |Annnukauusa nekapcTBeHHOro npenaparta Ha CrmM3ncTyro 06oMnoYKy nonocTu
pTa 8 700
010922 (A11.07.022.013 |Annnukauusa nekapcTBeHHOro npenaparta Ha CrmM3ncTyo 060Mo4YKy nonocTu
T
11010932|A11.07.022.023 gn?‘lnmxaum TIEKApCTBEHHOTO NpenapaTta Ha CIM3NCTY 0DOMNOYKY NONOCTH 8300
pTa
npenapaTt Opanenp, Tad Ne30 (nogaepx. Kypc) noa HabnwaeHMem Bpada 6 900
[1010931|A11.07.022.022 |ANNIVKALWS TIEKAPCTBEHHOTO Npenapara Ha CIM3ICTYI0 ODOMOHKY MOMOCTH
pTa
npenapat Opanenp, Tab Ne31 (Hay. kypc) noa HabnwaeHeM Bpada 6 900
11010933|A11.07.022.024 |ANNNMKaLs NEKapCTBEHHOTO NpenapaTa Ha CIIM3WCTYI0 0bOMNOYKY NONOCTH
pTa
npenapat Opanevip, Tad Ne90 (nogaepx. Kypc) nog HabnwageHNem Bpaya 16 000
J010923(A11.07.022.014 |Annnukauma nekapcTBEHHOro npenaparta Ha CrM3NUCTYo 060M0oYKy NONoCTy
Ta 9 500
11010925 |A11.07.022.016 Rnnnmxaum TIEKAPCTBEHHOIO Npenapata Ha CM3UCTYH0 ODONOYKY NONOCTH
pTa
npenapat Ctanopans"AnnepreH nbinbubl 6epesbl” 10 MP/mn Ne1 (Hay. kypc) 9 700
11010926 |A11.07.022.017 |ANNNMKaL1s NEKapCTBEHHOTO Npenapara Ha CIIM3WCTYI0 0bOMNOYKY NONOCTH
pTa
npenapat Ctanopans "AnnepreH nbinbubl 6epesbl” 300 MP/mn Ne2 9 200
11010927 |A11.07.022.018 |ANMIVKALWS TIEKAPCTBEHHOTO Npenapara Ha CI3ICTYIo ODOMOHKY MOMOCTH
pTa
npenapat Ctanoparnb "AnnepreH nbinbubl 6epesbl” 300 NP/mn Ne5 17 200
17/11/1 KoHcynbmayuu annepzosnoza
17/11/1/2 3aoyHble KOHCynbmayuu
1010208 (B01.002.001.11 |lpuem (ocmoTp, KOHCyNbTaUusA) Bpada-annepronora-umMmMmyHorora
NepBUYHbIN 3100




1010757 (B01.002.001.12 |llpnem (ocmMoTp, KOHCYrbTaLus) -anneprosiora-MMMyHosiora nepBryHbIN

KOHCYNbTauUuUsa anneprosiora-MMMyHorora yaaneHHas noggepxka 1 mecsu, 5 000
17/11/1/1 Oy4Hble KOHCYNIbmauyuu
0010116 {B01.002.001.3 [puem (ocMOTp, KOHCYNbTaUNs) -anneprosora-MMMyHorora nepBuYHbIn 3200
[0010938{B01.002.001.002 [[Mpuem (ocMOTp, KOHCYbTaUWs) -anneprosiora-MMMyHorsiora nepBuYHbIv 2 500
1010143 |B01.002.001.4 [Mprem (ocMOoTp, KOHCYNbTaLUMS) Bpaya-annepronora-MmMMmyHorora

NepBUYHbIN 4 400
1010934 (B04.002.003 [MpodmnakTmnyeckun npuem (0OCMOTP, KOHCYSbTaUmMs) Bpada-ansepronora-

MMMYHoOSora 3100
17/11/4 TMpuk mecmsbi
[1010799[B03.002.004.14 |KOMMNEKC NCCnefoBaHW ANst BbISIBNIEHS annepreHa

MpoBeneHne KOXHOW annepronpobbl U3 NbibLibl ambpo3nn

NOJIbIHHONMCTHOW ANsi AMarHOCTUKN U NIEYEHUsT y OeTen 600
.D.010941 B03.002.004.36 KomMnnekc nccneaoBaHun Ond BbIABNEHUA annepreHa

[MpoBeaeHne KoxHoOW annepronpobbl U3 NbinbLbl 6epesbl BUCAYen 4ns

AMarHOCTUKM N NeYeHuns 600
11010944 |B03.002.004.35 | ROMMNEKC NcCrefoBaHW ANst BbISIBIEHS annepreHa

MpoBeaeHve koxHoM annepronpobbl U3 NbinbLbl AepeBbeB (MUKCT) ANS

OWArHoCTUKN N NieYeHus 600
.D.010943 B03.002.004.38 KomMnnekc nccneaoBaHun Ond BbIABMEHUA annepreHa

[MpoBeneHne KoxHOW annepronpobbl U3 MbiNbLibl NYroBbIX TpaB (MUKCT) Ansi

AMarHOCTUKM N NeYeHuns 600
[1010811|B03.002.004.26 | KOMMNEKC NCCnefoBaHW ANst BbISIBIEHS annepreHa

MpoBeneHne KoXxHOW annepronpobbl U3 MbifbLibl MOSbIHW FOPLKOW Anst

ONArHOCTUKM U NeYEHNs Y AeTen 600
.D.010942 B03.002.004.37 KomMnnekc nccneaoBaHun Ond BbIABNEHUA annepreHa

[MpoBeaeHne KoXHOW annepronpobbl U3 MNbifbLibl COPHbLIX TpaB (MUKCT) ANs

AMArHOCTUKM N NeYeHuns 600
11010815|B03.002.004.30 | ROMMNEKC VCCrejoBaHI AMst BbISIBIIEHUS annepreHa

MpoBeaeHve koxHOM annepronpodbl U3 MbifbLibl TAMOMEEBKW NYroBou Ansi

ONArHOCTUKM 1 NeYeHns y AeTen 600
.D.01 1095 (B03.002.004.001 KomMnnekc nccneaoBaHun Ond BbIABEHUA annepreHa

[MpoBeaeHne KoXHOW annepronpobbl U3 WwepcTn cobakun anst UarHoCTUKK 1

nevyeHuns 600
1010872 |B03.002.004.32 |Komnnekc nccneqosaHui Ans BbiABNEHUs annepreHa

[NpoBeneHne KOXHbIX annepronpob Ao 5 Wryk 2 500
17/13 AHecme3uonoausi
17/13/2 Ycnyau aHecme3suosiozuu
0010774 (B01.003.004.005.¢ MHpunbTpauroHHas aHecTesuns

y geten 1700
11010781|B01.003.004.012 |KOMDWHVPOBAHHBIV MHTASILMOHHBIVI HapKO3 (B TOM Y1CHE C IPUMEHEHNEM

KCeHoHa)

y oeTemn 5 500
010779 |B01.003.004.010.4 KOMBMHMPOBaHHbLIN SHOOTpaxearbHbI HapKko3

1 yac 15 400
011013 |B01.003.004.010.{KOMBMHMPOBaHHLIN SHOOTpaxearbHbI HapKo3

2-0/ Yac 1 Kaxkabli nocnegyrLwmnin 3300
[0011012{B01.003.001.002 [OcMoTp (kOHCYnbTaLMs) Bpa4oM-aHECTE3NOIOrOM-PeaHMMaTONOroMm 2 500
1010771 |B01.003.004.001.]MecTHas aHecTe3us

y oeTemn 2 200
J010776 |B01.003.004.007.4 CnnHanbHas aHecTesns

1 yac 15 400
011014 |B01.003.004.007.4 CnunHanbHasn aHecTesns

2-01 Yac 1 Kaxkabli nocnegyroLwmnin 3300
J010778(B01.003.004.009 |ToTanbHas BHyTpMBEHHas aHeCcTe3us

y aeten 9 900
17/16 BakyuHonpodgpunakmuka (*ymoyHsiime Hanu4ue 8akyuH 8 KOJII-yeHmpe
[0011092({B04.014.004.016 |BakumHaLmusa NpoTUB KOpW, KpacHyxu, napotuta (Baktpusup) 2 200
[010978|B04.014.004.70 |BakunHauws

ans NpoMnakTUK1 poTaBupycHom MHdekummn Pota-V-3ig BakuuHa gns

NpPodUNIaKkTUKKU poTaBMpycHon nHdekumn PoTta-V-3ng 2 100
[0010899(B04.014.004.67 BakuuHa

NPOTMB KNELLEBOro 3HUedanMTa 3asoga nmenn Yymakosa 900
0010877 (B04.014.004.62 BakuuHa

NPOTMB KNELLEBOro 3HUedanmTa KynbTypanbHas oynweHHas (SHueBup Heo) 900
1010898 (B04.014.004.66 |BakuuHa

NPOTMB KIELLEBOro 3HUedanmTa KynbTypanbHas ovmweHHast (3HueBup) 900
[0010252(B04.014.004.54 BakuuHaums

NPOTUB KOPW, napoTuTa n kpacHyxm (M-M-P 11) 2 200
[1010764|B04.014.004.57 |BakuuHauus

Ans NpodUnakTUK1 BUPYCHOro renatuta A

(Anbrasak) 1 400
[1010231|B04.014.004.35 |BakuuHaums

ot BIMNY (Fapgacun) 14 700
0010883 (B04.014.004.64 BakuuHaums

ot BIMNY (Llepeapukc) 8 000
0010897 (B04.014.004.65 BakuuHaums

npotus renatuta B, 1 mn (Peresak) 750
0010232 (B04.014.004.36 BakuuHaums

oT renatuta A (XaBpukc) oo 18 net 1800




10010935 (B04.014.004.69 BakuuHaums

ot renatuta A (Xaspukc) ¢ 18 net 2 600
0010248 (B04.014.004.51 BakuuHaums

ot renatuta B (Kombuotex) 750
[0010875(B04.014.004.61 BakuuHaums

ot rpunna (UNHdnoBak) 1 000
0010249 (B04.014.004.52 BakuuHaums

oT rpuynna (YnbTpUKC KBagpwu) 1 000
[010235|B04.014.004.39 |BakunHauus

npotue gudptepun, ctonbHska, kokmowa (MHdaHpuke) BakumHaums ot

andTepuu, ctonbHsika, koknowa (MHdaHpuke) 1700
[1010240|B04.014.004.44 |BakumHaums

npoTUB A Tepnn, CTONBHSKA, KOKMIOLWA, NoNIMoMmnenuTe, reMounsHON

MHekumm (MeHTakcum) 3000
[0010237(B04.014.004.41 BakuunHauus

OT KnewleBoro sHuedanuta 0,25 mn (BakumHa Knew-9-Bak) 900
[0010238(B04.014.004.42 BakuunHauus

OT KneLeBoro 3Huedanuta 0,5 mn (BakumHa Knew-3-Bak) 900
[0010247(B04.014.004.50 BakuunHauus

OT KOKMowa, audrepumn, ctonbHsika (Agacens) 4 000
[1010236|B04.014.004.40 |BakunHauums

NpOTMB KOKNIoLWAa, AndTepun, cTonbHsika, nonuomuenuTa (BakumHa

MHdaHpukc ekca) 4 500
010867 |B04.014.004.59 |BakuuHauwms oT kopy (BakuuHa kopeBas KynbTypHas xuBas (1 0o3a/0,5 mn))

0o 18 net 750
1010239 (B04.014.004.43 |BakuuHauus

OT MEHMHIOKOKKOBOWM MHbekumumn (MeHakTpa) 6 500
1011224 (B04.014.004.023 |BakuuHauus

BaKUMHa NapoTUTHas KynbTypasbHas Xusas 1000
[1010241|B04.014.004.45 |BakuuHaums

OT NHEBMOKOKKOBOW nHdekunn (BakumnHa "MNpeseHap 13") 3200
1010868 |B04.014.004.60 |BakuuHaums

OT NHEBMOKOKKOBOW MHdbekunn (MHeBmoBakc 23) 3200
1010234 (B04.014.004.38 |BakuuHauus

npoTtmBe nonnomunenuta (bnBak nonvo, opansHas) 500
1010243 |B04.014.004.48 |BakuuHauus

NpOTMB poTaBMpYyCHOM MHdekunn (PoTtaTek) 4 300
1010882 (B04.014.004.63 |BakuuHaums

NpoTMB BETPsIHON ocnbl (Bapunpukc) 6 600
1011088 (B04.014.004.014 |BakuunHaums

NpoTMB reModuUNbHON MHAEKUMM T1n b 750
1010251 |B04.014.004.19 |BakuunHaums

npotus renatuta B (Pereeak B) go 18 net 750
1010763 |B04.014.004.56 |BakuuHaums

npoTtuB andtepun n ctonbHska (AQC-M-aHaTOKCUH) 500
011226 |B04.014.004.024 |BakunHauws

NpPOTUB KOPW, NApoTUTa U KPaCHYXM xuBas atTeHympoBaHHas (Tpusana), 1

003a/0.5 mn 2 200
0011087 (B04.014.004.011 BakuuHaums

NpoTMB KOpPW, MApoTUTa, KpacHyxn 1 BeTpsiHoi ocnbl (Mpropuke TeTpa) 11 200
1010242 (B04.014.004.46 |BakumHauusa NpoTUB KpacHyxu (BakLUMHa NPOTMUB KPAaCHYXU KyNbTypHast 750
[0011053(B04.014.004.81 BakuuHaums

npotus nonuomuenuta (MonvuosakCuH) 1000
1010246 (A12.26.002.3 OuvaroBas npoba ¢ TybepkynnmHom

[unacknHtect 2 200
J[1010245|A12.26.002.2 OuvaroBas npoba ¢ TybepkynnmHom

Peakums MaHTty 950
17/21 Facmpoanmepousioausi
17/21/1 KoHcynbmayuu
17/21/1/2 3aoyHble KOHCynbmayuu
1010825 (B01.004.001.15 |lp1em (ocmoTp, KOHCyMnbTaLMaA) -racTposHTEporiora nepemyHas

3a04Hasi KOHCYNbTauns 2 500
17/21/1/1 O4HbIe KOHCYynbmayuu
0010108 ({B01.004.001.3 [Npuem (0OCcMOTP, KOHCYMbTaUMs) -racTpo3HTEPOora nepBmnYyHasi 2 500
J1010689|B01.004.001.9 [Mprem (oCMOTp, KOHCYNbTaUUS) -racTPO3HTEPOora NepBnYHasi

K.M.H./0oueHT/BeayLmnm cneunanmct 3500
J[011221|A23.30.051.001 |CocTaBneHne MeHo AUETUYECKOro NUTaHNs

KoHcynbTaumsa cneumMannucta no paunoHanbHOMY NMUTAHUIO AETEN 6 000
17/14 'uHekosio2us
17/14/1 KoHcynbmayuu 2uHekonoza
17/14/1/2 3aoyHble KOHCynbmayuu
1010837 (B01.001.001.39 |lprem (ocmoTp, KOHCynbTaLusa) Bpava-akyLlepa-ruHeKornora nepenYHbIA

3a04Hasi KOHCYNbTaUMUs akyllepa - rmHekonora 2 500
17/14/1/1 O4HbIe KOHCYynbmayuu
J[010135(B01.001.001.24 |lprem (ocMOTp, KOHCYNbTaLUsA) Bpava-akyLlepa-ruHeKorora nepenYHbIA

OETCKU aKyLlep-TMHeKonor 2 500
17/9 [Hepmamonozus
17/9/1 KoHcynbmayuu depmamosioza
17/9/1/2 3aoyHble KOHCynbmayuu
1010209 (B01.008.001.11 |lpnem (ocmoTp, KOHCYNbTaLKA) Bpava-aepmaToBeHeporiora nepBuyHbIN

3a04Has KOHCyNbTauus 2 800




17/9/1/1

Oy4Hble KOHCYNIbmauuu

[0010109{B01.008.001.9 Npuem (ocMOTp, KOHCYIbTauus) -gepMmaToBeHeposiora NnepBnYHbIN 3000
1010144 |B01.008.001.3 [Mpnem (ocmOTp, KOHCYNbTaLUWs) Bpava-4epmMaToBeHeposiora nepBuYHbIN

[EeTCKUA aepMaTtonor, K.M.H./goLueHT/BeayLnin cneunanuct 3500
17/9/2 MaHunynsyuu (*ymo4Hsilime 803MOXXHOCMb Mpo8edeHus1 MaHUNynsyull 8 KoJisi-
1010346 |A11.01.018.1 B3sTue obpasua 6ruonornyeckoro MaTepuana M3 o4aroB NopaxkeHus Ha

NnaToONOrn4ecKknin rpubok 600
1010348 |A16.01.004.3 Xupyprudyeckasi o06paboTka paHbl UM MHDOULIMPOBAHHOW TKaHM

B IepMaTOBEHEPOOrnmn 1700
11010357 |A16.01.017.001.3¢ Y/AaneHe [OOpOKa4eCTBEHHBIX HOBOODPa30BaHNI KOXI METOLIOM

aneKkTpokoarynauum

YaaneHve BUPYCHbIX KOHAWIIOM (naxoBasi 3oHa) len. 350
[1010358 (A16.01.017.001.4( YhaneHue JobpoKadecTBEeHHbIX HOBOODpa3oBaHUM KOXM METOLOM

anekTpokoarynauum

YaaneHve BUPYCHbIX Nanunnom (nuuo) 1en. 1100
[1010359|A16.01.017.001.4] YAaneHe [oOpoKaieCTBEHHBIX HOBOODPa30BaHNI KOXI METOLIOM

AneKkTpokoarynsauum

YpaaneHve BUpYCHbIX NanuioMm (Tynoeuule) lea. 350
[1010360(A16.01.017.001.44 YaneHue JobpoKadecTBEeHHbIX HOBOODpa3oBaHUM KOXM METOLOM

anekTpokoarynauum

Ypganexve gobpokayecTBeHHOro 06beMHoro obpasoBaHus 6onee 1 cm 2 200
[1010361|A16.01.017.001.49 YAaneHe [ODpOKa4eCTBEHHBIX HOBOODPa30BaHNI KOXI METOLIOM

AneKkTpokoarynsaumnm

YaaneHve gobpoKayecTBEHHLIX HEBYCOB (1muo) 1ed. 2 200
1010915 [A16.01.017.001.5¢ YaneHue JobpoKadecTBEeHHbIX HOBOODpa3oBaHUM KOXM METOLOM

anekTpokoarynauum

YnaneHve 0o6poKaYeCcTBEHHbIX HEBYCOB (TYNOBMLLE N KOHEYHOCTU), CBbILLIE 2 200
11010362 |A16.01.017.001.44 YAaneHe [obpOKaieCTBEHHBIX HOBOODPa30BaHNI KOXI METOLIOM

AneKkTpokoarynsaunm

YpnaneHve gobpokavyecTBEHHbLIX HEBYCOB (Tynosuule) len. 1100
J[1010350(A16.01.017.6 YpaaneHue nobpokayecTBEHHbIX HOBOODPa3oBaHMIA KOXKN

MeduKaMeHTo3Hoe (2-3 eA.) 1700
J[010351|A16.01.017.7 YpaaneHve nobpokayecTBEHHbIX HOBOODPa3oBaHMIA KOXKN

MeavkamMeHTo3Hoe (4 eq. n 6onee) 2 800
1010366 |A16.01.017.001.4¢dYAaneHne A0bpoka4eCTBEHHbIX HOBOODPA30BaHUI KOXM METOLOM

anekTpokoarynsaumm

YnaneHve nanvunnom, remadrnom (tynosmue) 10-15 wr 2 000
11010367 |A16.01.017.001.4¢ YAaneHe JobpoKaieCTBEHHBIX HOBOODPa3OBaHNIN KOXW METOLIOM

AneKkTpokoarynsauum

YaaneHve nanunnom, remanrnom (tynosumuwe) 15-20 wr 2 500
1010368 |A16.01.017.001.5(YAaneHne A0bpoKka4eCTBEHHbIX HOBOODPA30BaHUIN KOXM METOLOM

anekTpokoarynsaumm

YnaneHve nanvunnom, remadrnom (tynosumue) 20-30 wt 3600
11010365|A16.01.017.001.47 YAaneHie JobpoKaieCTBEHHBIX HOBOODPa30BaHNIN KOXW METOLIOM

AneKTpoKoarynsaunm

YpaneHvue nanunnom, remaHrmom (tynosuuie) 5-10 wrt 1300
17/9/2/2 [uazHocmuyeckasi 6uorncusi KOxu
J[010339(A11.01.001.3 buoncus koxu

(naHy-6moncus) 2 800
17/9/2/4 YdaneHue 0ob6pokayecmeeHHHbIX 06pa3oeaHull
0010378 (A16.01.023.5 UcceueHune pybLOB KOXU

no 3 cm 2 800
[0010379(A16.01.023.6 UcceueHune pybLOB KOXU

no 5cm 4 400
1010352 [A16.01.017.001.34 YpaneHne JobpokavyecTBeHHbIX HOBOOOPa3oBaHUN KOXN METOAO0OM

anekTpokoarynsaumm

agepmaronorusi, 1 anemeHTt 750
11010353 |A16.01.017.001.3¢ YAaneHe JobpoKaieCTBEHHBIX HOBOODPa30BaHNI KOXW METOLIOM

AneKTpoKoarynsaumnm

gepmMaronorusi, 2-5 anemMeHToB BKIIHYUTENbHO 2 800
.D.010355 A16.01.017.001.31 YaaneHne Aobpoka4eCcTBEHHbIX HOBOODPAa3oBaHUN KOXWU METO40M

anekTpokoarynauum

aepmaTornorusi, 6onee 10 anemeHToB 6100
11010356 |A16.01.017.001.3¢ YAaneHie JobpoKaieCTBEHHBIX HOBOODPa30BaHNI KOXW METOLIOM

3neKTpoKoarynsaunm

pepmartonorusi, 6onee 20 anemMeHToB 8 800
.D.010354 A16.01.017.001.34 YaaneHne Aobpokav4eCcTBEHHbIX HOBOODPAa3oBaHUN KOXWU METO40M

anekTpokoarynauum

aepmaTororusi, bonee 5 anemeHToB 3900
J1010349|A16.01.017.5 YpaneHve nobpokayecTBEHHbIX HOBOODPaA30BaHWIA KOXM

YnaneHue BynbrapHbix 60poaaBok (CyprutpoH) 1 400
J010372|A16.01.017.9 YpaneHve nobpokayecTBEHHbIX HOBOODPaA30BaHWIA KOXM

(poauHka, atepomMa, nunoma), onee 5 mm 3100
J010371|A16.01.017.8 YpaneHue nobpokayecTBEHHbIX HOBOODPaA30BaHNIA KOXMN

(poavHka, atepomMa, nMnomMa), 4o 5 Mm 2 000
010377 |A16.01.020.3 YnaneHne KOHTarmo3HbIX MOJITHOCKOB

(aBucLepauus), LueHa 3a 1 wrT. 110
010376 |A16.01.020.2 YaaneHne KOHTarmo3HbIX MOJITHOCKOB

(6onee 10 eq., ctoumocTb 3a 1 eq.) 60
J[010375|A16.01.020.1 YaaneHne KOHTarmo3HbIX MOJITHOCKOB

(ot 2 go 10 eq., ctoumocTb 3a 1 eq.) 80
17/23 Kapduonozus




17/23/1 KoHcynbmayuu kapduosnoza
17/23/1/2 3aoyHble KOHCynbmauyuu
J1010210|B01.015.003.5 [Mprem (oCcMOTp, KOHCYNbTaLUMs) Bpaya-4eTCKOro Kapamorora nepBuYHbIN

Bpay - Kapanonor AeTCKUI, 3a04Hasg KOHCyNbTaums 2 500
17/23/1/1 Oy4Hble KOHCYNbmauyuu
0010107 {B01.015.003 [Npuem (ocMOTp, KOHCYNbTaLMs) -O0ETCKOro Kapanonora nepBuYHbIN 2 500
J[1010138|B01.015.003.1 [Mprem (oCMOTp, KOHCYNbTaUNS) -4€TCKOro Kapanorora NepBUYHbIN

K.M.H./goueHT/BeayLmni cneunanuct 2 700
17/15 MaHnunynsayuu
J[1010319|A11.12.009.4 B3saTtue kpoBu 13 nepmdepnyeckon BeHbI

y geten 250
[0011102{A09.05.021.002 |WccnemoBaHue ypoBHS obLLero 6unmpyonHa B KpoBU 450
1010887 [A09.05.021.001 |OnpeaeneHue TpaHCKyTaHHOIro GunupyobruHoBOro Haekca 400
17/8 Heeposozus
17/8/1 KoHcynbmayuu HegpoJsioza
17/8/1/2 3ao4Hble KOHCynbmayuu
J[1010211|B01.023.001.14 |lpuem (ocmoTp, KOHCYmnbTaLusA) Bpada-HEBPOSiora NepBMYHbIN

3a04Has KoHCyNbTauns 2 500
[1011042|B01.023.001.004 |TTP1EM (OCMOTP, KOHCYTbTaLWst) Bpaia-HeBpoora NepBUYHbIN

3a04Hasi KOHCYNbTaUMs K.M.H/QOLEHT/BeayLmnin cneumanmcT, 3ao4Has

KOHCYNbTauus 3200
J010754 |B01.023.001.16 |[1p1em (0CMOTp, KOHCYIbTaLWs) -HEBPOIiora NepBnUYHLIN

KOHCyInbTaunsa HEBPOJIOra yaarneHHas nogaepxka 1 mecsy 5 000
17/8/1/1 O4Hble KOHCYynbmayuu
J010818|B01.023.001.18 |[1p1em (0CMOTp, KOHCYIbTaLWsA) -HEBPOIIora NepBUYHLIN

OeTckunn Heeponor o 1 roga 3000
1010106 {B01.023.001.3 [Nprnem (ocMOTp, KOHCYIbTaUMS1) -HEBPOJIOra NEPBUYHbIN 2 500
J010745|B01.023.001.15 |[Tp1em (0CMOTp, KOHCYIbTaLWs) -HEBPOIiora NepBrUYHbLIN

K.M.H./goueHT/BeayLmi cneumanmct 3200
1010886 (B01.023.001.19 |[p1em (0CMOTp, KOHCYIbTaLWs) -HEBPOIiora NepBrUYHbLIN

O.M.H./IMaBHbIN cneunanuct/pykoBoanTenb oTaeneHns 5500
J010137(B01.023.001.7 Mpuem (0CMOTP, KOHCYNbTaLWSA) ~-HEBPOIIOra NOBTOPHbIV

cneumannct no 4eTCKoOMy CHy 3100
171812 MaHunynsayus
[1010900[A11.02.002.40 BHYTPVMBILLEYHOE BBEAEHVNE NEKAPCTBEHHBIX NPENapaToB

BBepneHve npenapata npu MmmodpacumansHom 60neBoM cMHApome nvua u

XPOHMYECKOW MUTPEHMN 6 000
1010869 |A11.02.002.39 BHyTpuMbILLEYHOE BBEAEHME NEKAapPCTBEHHBIX NpenapaTos

Penatokc 100E Ne1 conakoHbl,1 wt 12 500
17/32 OHKos02us
17/32/1 KoHcynbmayuu oHkosl02a
17/32/1/1 O4Hble KOHCYnbmayuu
00101 10|BOl.009.001 [Nprem (0CMOTp, KOHCYNbTaLMS) Bpadya-AeTCKOro OHKOMNora nepBuYHbIv 2 500
17/5 OmopuonapuHaono2us
17/5/1 KoHcynbmayuu omopuHosiapuHaosio2a
17/5/1/2 3ao4Hble KOHCYynbMayuu
J[010213|B01.028.001.7 [Mprem (oCMOTp, KOHCYNbTaLUMS) Bpavya-0TOPUHONAPWUHIONora NepBUYHbIN

3a04Hasi KOHCyNbTauns 2 800
1010748 (B01.028.001.12 |lpnem (ocmMoTp, KOHCYNbTaLMs) -OTOPUHONAPUHIONOra NepBUYHbIN

OTopurHonapuHroror yaaneHHas nogaepxka 1 mecsuy 5 000
17/5/1/1 O4Hble KOHCYnbmayuu
[0010105{B01.028.001 [Nprem (0CMOTp, KOHCYMNbTaLMS) -OTOPUHONAPUHIONora NepBuUYHbIN 2 800
1010146 (B01.028.001.1 [Mprem (oCcMOTp, KOHCYNbTaLUNS) -OTOPUHONAPWHIONOra NEPBUYHBIN

K.M.H./0oLUeHT/BeayLmi cneumanmcT 3200
17/5/2 MaHnunynsyuu
1010602 |A03.08.004.003 |BnaeopuHockonus

BuaeopuHockonus (aHgockonus JIOP-opraHoB) y aeten 1 300
[1010598 [A16.25.027 TumnaHoToMMA

TvmnameTpusa y oeten 1100
1010594 [A16.08.007 YaaneHve MHOPOAHOro Tena rMoTKU U TOPTaHu 900
0010596 |A16.25.007 YpaneHue yuHom cepel

YpaaneHue yuwHow cepbl (1 cTopoHa) 750
17/10 Od¢pmanbmosiozusi
17/10/1 KoHcynbmayuu ogpmanbmosioza
17/10/1/2 3aoyHble KOHCynbmayuu
1010214 (B01.029.001.11 |lprem (ocmoTp, KOHCynbTaUus) Bpava-odTanbmMonora nepsuyHbIN

3a04Hasi KOHCYNbTauns 2 500
17/10/1/1 O4HbIe KOHCYynbmayuu
0010104 (B01.029.001.5 [puem (ocMOTp, KOHCyMbTauns) -odTanbMonora NnepBUYHbIN 2 900
J[1010819(B01.029.001.16 |lprem (ocmoTp, KoHCynbTaUus) -odTanbMorora NepenUYHbINA

N1 NAUMEHTOB C 9HAOKPUHHON odhTanbmMonaTmen 3100
J[1010147|B01.029.001.6 Mprem (ocMoTp, KOHCYyNbTaUMs) -ohTanbMonora NePBUYHbLIN

K.M.H./0oueHT/BeayLmnm cneunanmct 3100
17/10/2 MaHunynsayuu
[010392[A02.26.015 OdTanbLMOTOHOMETPUA

(n3mepeHne BHYTPUrnasHoro AaBneHus

2 rnasa) 600
17/1 IMeduampusi
17/1/1 KoHcynbmayuu neduampa

17/1/1/3

Bbie30 Ha dom




110744 |B01.031.001.32 |lpuem (ocmoTp, KOHCYNbTaUusA) Bpada-neanarpa

nepBuMYHbIM Bbi3oB neguaTpa Ha oM (30Ha 2) 5 500
110745 |B01.031.001.33 |lpuem (ocmoTp, KOHCyNbTaUusA) Bpada-neanartpa nepBuyHbLIN

BbI30oB neguartpa Ha gom (3oHa 3) 6 600
J1010161|B01.031.001.8 [Mprem (oCcMOTp, KOHCYNbTaUuUs) Bpada-neguaTpa NepBUYHbLIN

KoHcynbTaunsa Bpadva-neguartpa Ha Aomy B criyvae 6ones3Hun (Bbi3oB Bpa4a) 4 400
1010993 (B01.031.001.52 |lpuem (ocmoTp, KOHCynbTauus) Bpada-neauarpa

nepBuYHbLIN (BTOpPOU 1 aanee pebeHok) 2 500
[1010684|B01.031.001.27 |/1P1eM (OCMOTP, KOHCYTbTaLsi) Bpaia-neAnaTpa NepBrYHbI

MaTpoHax/KoHcynbTauus negnatpa Ha AOMY Mocre BbINUCKY (BbI30OB Bpaya

Ha oom) 6 200
17/1/1/2 3aoyHble KOHCynbmayuu
J010215(B01.031.001.14 |[Tp1em (0cMOTp, KOHCYbTaLWsA) Bpada-neamarpa nepsruyHbIN

BpaJ - negmaTtp, 3aodHas KOHCynbTauns 2400
[1010230(B01.031.001.15 [Tpuem (oCcMOTp, KOHCYIbTaUud) Bpada-neanaTpa nepBUYHbIN

Bpay - neguarp, K.M.H./goueHT/BegyLwmin cneunanmct

3a04Has KoHCynNbTauns 2 700
1010686 (B01.031.001.28 |lpuem (ocmoTp, KOHCynbTaUusA) Bpada-neanaTtpa nepsuyHbIN

YpaneHHas noggepxka Bpada-neguarpa - 1 mecsay 5 000
J011219(B01.031.001.014 |lpuem (ocmoTp, KOHCynbTaLKa) -NeamaTpa nepBudHbLIN

YpaneHHas nogaepxka AeXYpHoro Bpadva-neguarpa - 1 mecsau 2 075
17/1/1/1 O4Hble KOHCYnbmayuu
1011050 (B01.031.001.007 |lpnem (ocmoTp, KOHCynbTauus) -neamatpa nepBuiHbLIN

MMEHHAasa KOHCyNnbTaums 5 000
J1010103|B01.031.001.9 [Mpnem (ocMOoTp, KOHCYNbTaUNS) Bpaya-neguaTpa NePBUYHbLIN

KoHcynbTaumnsa Bpadya-neguarpa nepeq BakumHaumen 1800
[010102{B01.031.001 [Nprem (oCMOTp, KOHCYNbTaLUMS) Bpada-neamartpa NepBUYHbIN 2 400
J[010153|B01.031.001.2 [Mpnem (ocMOTp, KOHCYNbTaUNS) Bpada-neguaTpa NePBUYHbLIN

[0.M.H./rmaBHbI BNeuManucT/pykoBoauTenb OTAeNneHus 3000
J[010142|B01.031.001.1 [Mprem (ocMoTp, KOHCYNbTaUMs) -NeamaTpa NEPBUYHBIN

K.M.H./OoueHT/BeayLimi cneumanmcT 2 700
17/22 lpoepaMMbI U akyuu
1170107 OnTtumanbHas B knuHuke ot 0 oo 1 roga 72 700
170117 OnTtumanbHas B knuHuke ot 1 0o 18 net 44 750
17/22/1 Ycnyau dnsi 200086bIx npozpamMm
1010687 (B01.031.001.29 |llpuem (ocmoTp, KoHCynbTaUusA) Bpada-neanaTtpa nepsuyHbLIN

KOHCYNbTaLMA Y3KOro crneuuannucta Ha Bbloop B paMkax nporpaMmmebl 3200
170125 Yek-an nepeg obpesaHmem 3000
1170123 Yek-an nepea onepauuen (geTckas xmpyprus) 4 800
1170124 Yek-an nepea onepaunen (geTckas XmMpyprusi/npokTonorns) 5 800
17/19 lpokmonozausi
17/19/1 KoHcynbmayuu npokmorsnoza
17/19/1/2 3ao4Hble KOHCynbmayuu
1010888 (B01.018.001.4 [Mprem (oCcMOTp, KOHCYNbTaLUMS) -KONONPOKTOOra NEPBUYHbIN

3a04Has KOHCYNbTauus 2 500
17/19/1/1 O4Hble KOHCYnbmayuu
)1010876|BOl.018.001.3 [Nprem (0CMOTP, KOHCYbTAaLMS) -KOMNOMNPOKTONora NePBUYHbIN 2 500
17/36 lMcuxosnozus
17/36/1 KoHcynbmayuu ncuxosioza
17/36/1/2 3ao4Hble KOHCynbMayuu
1010226 B01.070.009.8 [Mprem (TecTupoBaHue, KOHCYNbTaLUMs) NCUXONora NepBUYHbIN

3a04Has KOHCYNbTaUus 3000
17/36/1/1 O4Hble KOHCYnbmayuu
1010134 |B01.070.009.6 [Mprem (TecTupoBaHmMe, KOHCYNbTaUUs) MEAULIMHCKOTO NCUXONora NepBUYHbIN

OETCKUN MEeANLIMHCKUA NCUXonor 3000
17/12 lNcuxomepanusi, ncuxuampusi
17/12/1/2 3ao4Hble KOHCYynbMayuu
J[1010216(B01.035.003.5 [Mprem (ocMOoTp, KOHCYNbTaLUWMs) Bpadva-ncuxmarpa AeTCKOro NepBuUYHbIN

K.M.H/0OLEHT/BeaAyLLUNIA CNeUNanmcT, 3a04Has KOHCynbTauus 4 500
17/12/1/1 O4HbIe KOHCYynbmayuu
1010126 (B01.035.003 Mprem (oCMOTp, KOHCYNbTaAUUS) -NCUXMATpPa NePBUYHbLIN

JETCKUN NcuxmaTtp 5 000
J[1010128|B01.034.001.1 Mprem (oCcMOTp, KOHCYNbTaLUMS) -NCUXoTepaneBTa NepPBUYHbIN

JETCKUM NcuxoTepanesT 4 500
0010127 {B01.035.009 [puem (ocMOTP, KOHCYNbTaLMS) Bpadya-ncuxmarpa NnogpoCTKOBOro 5 000
17/25 Peemamouiozus
17/25/1 KoHcynbmayuu peemamousioza
17/25/1/2 3aoyHble KOHCynbmayuu
J[1010219|B01.040.001.6 [Mprem (ocMOTp, KOHCYNbTaLUNS) Bpaya-peBMaTosiora NnepBuYHbI

3a04Has KOHCyIbTauns 2 700
17/25/1/1 O4HbIe KOHCYynbmayuu
J[010130(B01.040.001.2 [Mprem (oCcMOTp, KOHCYNbTaAUUS) -peBMATOSIOra NepPBUYHbIN

JETCKUA peBmMaTonor 2 700
[1010820(B01.040.001.7 Mpuem (ocMOTP, KOHCYNbTaLWS) -peBMAaTONIOra NEPBUYHLIN

K.M.H./goueHT/BegyLimi cneumanmct 8 000
17/31 Cneyuanucm no 2pyOHOMY 8CKapM/IU8aHULo
17/31/1 KoHcynbmayuu
0010990 KoHcynbTaums cneumanucta no rpyaHoMy Bckapmnuveanuio 1.5 yaca 5000
0010688 KoHcynbTaumsa cneumannucta no rpyaHoOMY BCKApMITMBaAHUIO B KIUHUKE 3500

17/4

y3n




[1010788[A04.21.003 YTBETPa3BYROBas JONITEPOT paPrs COCYI0B

CEeMEHHOro KaHaTuka

[lynnekcHoe ckaHMpOBaHWE CEMEHHbIX

(ANYKOBbIX) BEH 1600
J1010311(B03.052.001 KomnnekcHoe ynbTpa3BykoBOe UCCNeaoBaHNE BHYTPEHHNX OpraHoB

1 Ta3obeapeHHbIX CyCTaBoB 5 500
11010783 |A04.28.002.1 YTBTPa3BYKOBOE VCCTEZIOBARNE MOTEBEIBOIAIINX

nyten

KomnnekcHoe CKpMHHUHroBOE nccregoBaHve

MOY€EnonoBON CUCTEMbI 2 600
070185 [A04.23.001 HenpocoHorpadus 1 500
10010284 [A04.23.001 HenpocoHorpadus (Y3W ronosHoro mosra) 1900
0010866 [A04.21.001.002 |YnbTpa3BykoBOe UccnegoBaHne npeacrarefibHOn xenesbl 1100
J1010281|A04.30.009.2 YnbTpa3BykoBas HaBurauus 4ns npoBeaeHns ManonHBa3nBHON

MaHMNynsaunm 1 300
J[1010671|B03.052.001.1 KomnnekcHoe ynbTpa3BykoBOE UCCNeaoBaHWE BHYTPEHHNX OpraHoB

B pamKax nporpammsbl (1 3oHa) 1900
0010306 [A04.06.003 YnNbTpasByKOBOE UCCNeaoBaHMe BUNOYKOBOM Xenesbl 1700
11010785 |A04.14.002.2 YNbTpa3ByKOBOE UCCIEO0BaHNE >KENMYHOTO Ny3bIpsi

N NPOTOKOB

YNbTpa3BYKOBOE NCCEA0BAHNE XKENYHOIO Ny3bipsi 1600
11010299 |A04.14.002.001.1 | YTbTPa3BYyKOBOE UCCIIE[I0BaHWE XEMNYHOTO My3bIPst C ONPEAIENeHNeM ero

COKPaTUMOCTH

y geTen 4 800
11010280 |A04.06.002.1 YNbTpa3ByKOBOE UCCrE0BaHNE NMM®aTUIECKNX y3roB (0gHa

aHaToMu4eckas 30Ha)

y oeTen 1700
0010305 [A04.20.001 YnbTpa3BYKOBOE NCCMEA0BAHNE MATKM U NPUOATKOB TpaHcabgoMuHanbHoe 2100
0010307 [A04.20.002.2 YNbTpa3BYKOBOE NCCMEeAOBAHNE MOJIOYHbIX Xenes 1100
1010290 [A04.28.002.005.1 YnNbTpa3BYyKOBOE MCCneoBaHe MOYeBOoro ny3bips ¢ onpegeneHnem

OCTaTO4YHOM MOYM

y geten 1600
1010294 [A04.28.002.003.1 | YNbTpasByKkoBOE UCCIEeAOBaHNE MOYEBOTO Ny3blps

y geten 1300
1010287 [A04.28.002 YnbTpa3BykoBOE McCneaoBaHMe MOYEBbLIBOASALLMX MyTEN

(noyek, Mo4yeBoro nysbips) y geten 1600
1010787 [A04.28.002.002 |YNbTpasByKoBOE UCCMNEAOBAHNE MOYETOYHMKOB

YnbTpa3ByKOBOE NCCNeA0BaHNE MOYETOYHMKOB 1600
J1010295|A04.01.001.1 YnbTpa3ByKkoBOE McCneaoBaHue MArknx TkaHen (ogHa aHaToMuyeckast 30Ha)

y geten 1700
1010296 (A04.22.002 YnbTpa3BykoBOe vccneaoBaHme HagnoyeyHNKoB

y geten 1300
1010784 |A04.16.001.5 YnbTpa3BykoBOE MccneaoBaHue opraHoB OproLLIHON

nonocTu (KoMmniekcHoe) 3000
030605 |07.07.003 YnbTpa3BykoBOE MccneaoBaHue OpraHoB OPHOLLHON MOMNOCTU U NOYEK Y

aeten (c poxaeHus) 2 000
J1010293|A04.16.001.1 YnbTpa3BykoBOE McCneaoBaHMe opraHoB OpHOLLIHOM NONoCTH

y aeten 2100
070178 |A04.16.001.1 YnbTpa3BykoBOE MccneaoBaHMe opraHoB OpHOLLIHOM NONocTH (KOMMEKCHOE)

y aeten 1500
1010297 [A04.28.003.1 YnbTpa3ByKkoBOE MCCeAOBaHME OPraHOB MOLLOHKM

y aeten 1700
0010308 [A04.14.001.1 YnbTpa3BYKOBOE NCCMEeAOBaHNE NEYEHN 1100
1010304 [A04.15.001.1 YnbTpa3BykoBOE MccneaoBaHue NompKenyao4HOM xenesbl

y aeten 1300
0010309 [A04.28.001.1 YnNbTpa3BYKOBOE NCCMEA0BAHNE MOYEK M HAOMOYEYHMKOB 1900
1010286 [A04.28.002.001 |YNbTpasByKoBOE UCCIENOBaHNE NOYeK

y aeten 1300
070179 |A04.28.001.1 A04|YnbTpa3BykoBoe nccrnegoBaHe novek 1 Hagno4YeyHMKoB (y AeTen)

YNbTpa3BYKOBOE NCCEA0BaHNE MOYEBOIO Ny3bips (y AeTeN) 1 300
070183 |A04.06.002.1 YnbTpa3ByKOBOE UCCNEA0BAHNE NMM@aTUYeckX y3noB (O4Ha

aHaToMun4eckas 30Ha)

y aeten 900
0010786

A04.06.001 YnbTpasBykoBOE NUCCeAoBaHNE Cene3eHKU 1 600

1010274 |A04.07.002.1 YnbTpa3ByKOBOE UCCregoBaHUE CHOHHbIX Xenes

y aeten 1300
070184 |A04.12.005.003.1 |HynnekcHoe ckaHMpoBaHWe bpaxmoLearnbHbIX apTepUn C LIBETHbIM

OONNSepPOBCKUM KapTUPOBaHNEM KPOBOTOKA

(v neteit) 1 800
070187 |A04.04.001.001.1 |YnbTpasBykoBoe nccrnegosaHve TazobepeHHOro cyctasa

y aeten oo 1 roga 1900
1010283 |A04.04.001.001.1 | YNbTpassykoBoe UccrneaosaHue TasobeqpeHHoro cycrasa

y aeten 1800
070182 |A04.22.001.2 YnbTpa3ByKoBOe nccrnegoBaHue LUMTOBUAHOM Xenesbl 1 NapamuToBUOHbIX

xernes 1300
1010298 |A04.22.001.2 YnbTpa3ByKoBOe nccrnegoBaHue LUMTOBUAHOM Xenesbl 1 NapamuToBUOHbIX

xernes 1600
030606 |07.07.004 YnbTpa3ByKoBOe nccregoBaHue LUMTOBUAHOM Kenesbl, perMoHapHbIX

nMdaTNYEeCKMX Y3roB Y AeTen (C poxaeHns) 1100




[1010285|A04.10.002.2 Oxokapavorpadus (Y3U cepaua)

y geten 2 800
17/24 Yponozus, aHOponozusi
17/24/2/2 3aoyHble KOHCynbmauyuu
[1010221[B01.053.003.5 TTpem (OCMOTP, KOHCyNbTaLWsi) Bpada-4eTCKOro yporora-aHaporora

nepBUYHbIN

Bpay - YPOJIor - aHAPOSIOr AETCKUIA, 3a04Hasi KOHCYIbTauus 2 500
11011063 |B01.053.003.003 |' TpVEm (OCJVIOTp, ROHCYTTETaOWH) Bpada-AeTCKOTO ypOITora-anapoIiora

nepBUYHbIN

3a04Hasi KOHCynbTauns

K.M.H./goueHT/BegyLimi cneymanmct 2 800
17/24/2/1 O4Hble KOHCYynbmayuu
[1010119(B01.053.003 [prem (ocMOTp, KOHCYNbTaUMS) -4ETCKOro yporora-aHgposnora nepBuYHbIN 2 500
[1010879|B01.053.003.001 [ITPVeM (OCMOTD, KOHCYbTaLWA) Bpa4a-A€TCKOro yponora-aHaposora

nepBUYHbIN

K.M.H./OoueHT/BeayLmin cneumanmct 2 800
1716/2 Manunynsayuu
1010259 |A05.10.006.3 Pervnctpauns anektpokapgnorpammebl

y AeTeN C paclumndpoBKon 1050
[0010262({A12.09.001.1 VlccnegoBaHne HECNPOBOLIMPOBAaHHbIX AblXaTelNbHbIX 00 bEMOB 1 NOTOKOB 750
1010263 |A12.09.002.001.1 |V ccnenosaHue apixateribHbIX 06bEMOB C MPUMEHEHNEM JIEKAPCTBEHHbIX

npenapaTtos 1300
17/7 Xupypausi, opmonedusi
17/7/1 KoHcynbmayuu xupypea
17/7/1/2 3ao4Hble KOHCynbmayuu
J1010220(B01.050.001.7 [Mpnem (ocMOTp, KOHCYNbTaUNS) Bpaya-TpaBMaTonora-optoneaa nepeuYHbIN

3a04Has KoOHCyNbTauns 3100
11011062|B01.010.001.002 |TTP1EM (OCMOTP, KOHCYTIbTaLS) Bpaia-AeTCKOro XMpypra nepBuyHbIN

3a04Hasi KOHCynbTauusi

K.M.H./goueHT/BeayLumi cneumanmct 2 800
17/7/1/1 O4YHble KOHCY/Ibmayuu
[010120({B01.010.001 [prnem (ocMOTp, KOHCYNbTaUMS) -0eTCKOro XMpypra nepBuUYHbIN 2 500
J010141{B01.050.001.2 Mpuem (oCcMOTp, KOHCYNbTaLWSA) BpadYa-TpaBMaTosiora-optoneaa nepBuYHbIN

OEeTCKUA TpaBMaTosior-optones, K.M.H./OoUeHT/BegyLnin cneynanmnct 3000
[010132(B01.050.001.1 [prnem (ocMOTp, KOHCYNbTaUMS) -TPaBMaTosora-oproneaa NnepBUYHbIN 2 500
J011064 (B01.010.001.003 |[Tprem (0CcMOTp, KOHCYMbTaUus) -AeTCKOro XMpypra nepsruYHbIN

K.M.H./goueHT/BeayLmi cneumanmct 2 800
171712 MaHunynsyuu
J1010631|A16.30.076 BckpbITve remaTtoMbl MSArKMX TKaHen

y oeTemn 2 200
J[010732|A16.01.012.2 BckpbiTne u apeHupoBaHue dnermoHbl (abcuecca)

BcKkpbITre rHonHoro oyara 6onee 3 cm (1 WwT) y geten 3300
[010731|A16.01.012.1 BckpbiTve u apeHupoBaHue dnermoHbl (abcuecca)

BckpblTve rHOMHOro ovara o 3 cm (1 wr) y geten 2 200
010663 [A16.01.012.6 BckpbiTie u apeHupoBaHue dnermoHbl (abcuecca)

BckpbiTve n apeHnpoBaHue abclecca 6apTonMHOBOWM Xenesbl Y aeten 2 800
J010660[A16.01.012.4 BckpbiTie u apeHupoBaHue dnermoHbl (abcuecca)

BckpbiTve U ApeHnpoBaHMe rTHOWHOMO rmapageHnTa y AeTemn 2 200
1010664 [A16.01.012.7 BcKkpbITUe 1 gpeHnpoBaHne ornerMoHbl (abcuecca)

BckpbITe 1 gpeHupoBaHme rHoMHbIX 3a00neBaHnii HapyXXHbIX MOMOBbIX

OpraHoB y geTten 2 800
J[010739|A16.01.012.13 BckpbiTre 1 gpeHmpoBaHue pnermoHbl (abcuecca)

BcKpbITVEe 1 ApeHMpPOBaHME NapoHMXNS y AeTen 1700
J010735|A16.01.012.9 BckpbiTre n gpeHmpoBaHue pnermoHbl (abcuecca)

BcKpbiTve 1 ApeHMpoBaHMe NOAKOXHOro naHapuumvs y aeten 1100
1010736 |A16.01.012.10 BckpbiTre 1 gpeHmpoBaHue pnermoHbl (abcuecca)

BcKpbiTve 1 ApeHMpoBaHMe NOAHOITEBOrO NaHapuuns y AeTemn 2 200
1010662 [A16.04.039 BckpbITve 1 opeHnpoBaHMe CUHOBUANbHOW CYMKU

BcKpbITVEe 1 ApeHMPOBaHME CUHOBUANbHOW CYMKN Yy AeTen 2 200
11010614 |A16.01.012.004.1 | BCKpbITE W ApeHPOBaHe (bIierMOHbI (abCLECCa) YentOCTHO-NNLIEBOV

obnactu BHEPOTOBLIM JOCTYNOM

(0o 3 cm) y geten 2 800
J010639(A16.01.004.10 Xupypruyeckasi 06paboTka paHbl UM MHPULIMPOBAHHON TKaHM

BTopuyHas xvpypruyeckas obpaboTtka paH 6e3 ywmBaHus (6onee 3 cMm.) y 2 800
010638 |A16.01.004.9 Xupypruyeckasi o06paboTka paHbl UM MHDPULIMPOBAHHON TKaHM

BTopuyHas xvpypruyeckas oopaboTtka paH 6e3 ywmsanus (0o 3 cMm.)y geTten 1700
71010617 |A16.01.006.1 VICCEYEHNE NOPAKEHNS NOOKOXKHO->KMPOBOW KNETHATKA

VcceveHne rHoMHOro NopaKeHns NoAKOXHO-KMPOBOW KneTvaTkM (8o 3 cMm) y

nerten 2 200
010648 |A16.01.023 WcceueHue pybLOB KOXU

VicceyeHne kenouaHoro pybua (anvHHon 6onee 3 cM) y aeten 3100
1010647 (A16.01.023.9 VicceueHue pybLOB Koxu

VicceyeHne kenonaHoro pybua (anvHHon go 3 cm) y aeten 3300
[010649(A16.01.018.6 ~ |7ASTEAVIS AOOP e

KIneT4yaTKu

McceyeHne HOBOOOpa3oBaHMI KOXM, MOAKOXKHO-KMPOBOM knetyatku (oT 10

0o 15 cm.) y neten 13 200
11010622|A16.01.006.4 VIcCeueHne nopaXxeHns NoAKOXKHO-KMPOBOWN KNETHATKN

McceveHne nopaxeHns (HOBOOOGpa3oBaHMIA) NOAKOXHO-)KMPOBOWN KreT4YaTKu

(6onee 5 cm) y neten 8 800




[1010620[A16.01.006.2 VIcCeueHve nopaxxeHns NoAKOXKHO-KNPOBOW KNETYaTKN

McceyeHne nopaxeHns (HOBOOOpa3oBaHMIA) NOAKOXKHO-XKMPOBON KneT4yaTKu

(0o 3 cm) y geten 3300
11010621|A16.01.006.3 VIcCeueHne nopaxeHns NoAKOXKHO-KMPOBOWN KNETHATKN

McceveHne nopaxeHns (HOBOOOpa3oBaHMIA) NOAKOXHO-)KMPOBOWN KreT4YaTKu

(0o 5 cm) y geten 5500
1010628 |A16.01.005 VicceueHne nopaxeHus Koxu

MccevyeHne nopaykeHUst KOXu ¢ XMpypru4yeckon obpaboTkon paHbl y geten 3300
1010630 (A16.16.014 KnuHoBuaHas pe3ekumns nopaxeHus

KnuHoBuaHasa pe3ekumns BpOCLLEro HOITS C KIopeTa)eM 30Hbl pocTa Y AeTen 2 200
0010623 (A17.30.021 OnekTpokoarynauus

Koarynsaums obpaszoBaHuin Kou 1 ee npuaatkos (1 anemeHT) y geten 750
1010642 |A16.01.027.2 YpaaneHue HOrTeBbIX NNACTUHOK

KpaeBasi pe3eKkumsi HOrTeBor NNacTMHKM C KIopeTaykeM 30Hbl pocTa y aeTten 2 200
J1010955|A15.01.002.001 |HanoxeHne noBsA3ku Npy rHOMHBIX 3a00MEeBaHNAX KOXM 1 MOAKOXHOM

KIeTyaTKu 1100
1010954 (A16.01.008.002 |ClumBaHMe KOXU 1 MOAKOXKHOW KIeTHaTKM

HanoxeHne oTaensLHOro y3noBoro LWBa Ha KOXY M NOAKOXHY KneTtyatky (1 200
[1010636|A15.01.001 HanoxeHne NOoBsI3KW Npv HapyLLIEHWN LENOCTHOCTU KOXHBIX MOKPOBOB

HanoxeHune NoBs3KM Ha YUCTYIO paHy Npy HapyLLUEHUN LLeNOCTHOCTU KOXKHbIX

NoKpoBOB (00 3 cM) v AeTen 1100
010641 (A16.01.003 Hekpakromus

y oeTemn 1100
[1010740|A15.01.001.3 HanoxeHne NoBSA3KW NPy HapyLUEHWN LENOCTHOCTW KOXHBIX NOKPOBOB

HanoxxeHne NoBs3KM Ha YNCTYIO paHy NpU HapyLUEHUN LIENTOCTHOCTU KOXHbIX

NOKPOBOB y AeTen 900
1010645 |A16.01.036 [TnacTrka NoaKOXHO-XMPOBOW KNeT4aTKn

[nacTuka HOFTEBOro Banuka BpocLllero Horrs no Menewesudy y geten 2 800
1010953 |A15.01.001.001 |HanoxeHne noBsA3ku Npy HapyLIEHUM LIENOCTHOCTM KOXHbIX MOKPOBOB

[nacTbipHbIN Wos (Steri Strip) 1 wos 600
[0010635(A11.30.024.002 FyHKUMA MATKMX TKaHen

(6e3 cToMmocTn aHecTesun) y aeTen 1300
[010615(A11.30.024.1 TTyHKLMS MAMKUX TKaHew

(nogHorTeBon remaTomsl) y AeTen 1700
1010644 [A16.01.027.1 YaaneHue HorTeBbIX NNMACTUHOK

Pe3ekunsa HOrTeBom NNAacTUHKM C NIIaCTUKON HOFTEBOro Banuvka y geten 2 800
1010624 |A16.30.069.1 CHsiITMe nocneonepaunoHHbIX LIBOB (NuraTyp)

1 WwoB y geten 350
,D,010634 A16.01.008 CLUnBaHME KOXN N NOOKOXXHOW KNeT4yaTKu

CLumBaHne KOXMN 1 NOAKOXHOW KMeT4aTkn KOCMETUYECKUM LLUBOM (40 2 CM) Y

aeten 2 200
0010632 (A16.01.016 YaaneHue atepombl

YpnaneHue atepombl 4o 3cM. 6e3 CTOMMOCTWN aHeCcTe3nun y AeTen 3300
0010633 (A16.01.016.2 YpaneHue atepombi

YpaneHue atepombl oT 3cM. 6e3 CTOMMOCTU aHecTe3nn y AeTemn 5500
1010646 [A16.01.027.3 YnaneHue HorTeBbIX NNacTUHOK

YpaneHue HorTeBov NNacTUHKK Y AeTen 1100
010629 [A16.01.027 YnaneHne HorTeBbIX NNacTUHOK

YpaneHvne HorTeBov NNacTUHbI BPOCLLEro HOMTS y AeTen 1 300
010627 [A16.01.001.3 YpaaneHvue NoBepxXHOCTHO PacnofioXXeHHOro MHOPOAHOro Tena

(6e3 pacceyeHus) y geTen 1100
010616 |A16.01.001.2 YpaaneHue NoBepXHOCTHO PacnofioXXeHHOro MHOPOAHOrO Tena

(knewa) y geten 1100
1010653 |A16.04.006 VicceveHne nopaxeHusa cyctaBa

YpaneHvue CMHOBUArbHOIo raHrnust (rurpomMel) B 06nacty nyyesansicTHoOro

CcycTaBa y geten 2 800
1010958 |A11.28.007.001 |KaTeTepusaums Mo4eBoro nysbips

YcTaHoBKa MOYEBOro katetepa HenatoHa 750
1010959 |A11.28.007.002 |KaTeTepusaums Mo4eBOro nysbips

YcTaHoBKa Mo4eBoro katetepa Pones 1100
1010956 [A16.07.044.001 [[nacTuka yaaedkun asbika

dpeHynoTomusi (pacceveHne KOPOTKOM y3Oeykn s3bika) 1 300
1010626 [A16.01.004.8 Xupypruyeckas obpaboTtka paHbl U MHULIMPOBAHHON TKaHM

6e3 ylwmBaHus (bonee 3 cm) y geten 2 800
J1010625|A16.01.004.7 Xupypruyeckas obpaboTtka paHbl NN MHULIMPOBAHHON TKaHM

6e3 ywmBaHusa (0o 3 cm) v aeten 1700
17/7/3 Onepayuu
11010695 A16.30.001.001.3 | ONepaTvBHOE NeYeHlie NaxoBo-DeapeHHOV TPBIKU C MCMONb30BaHNEM

BMAE03HO0CKOMNNYECKMX TEXHONOMMIA

[BYCTOPOHHEE Yy AeTen 33 000
11010694 |A16.30.001.001.2 | ONEpaTUBHOE TNEYEHIE MaxoBO-bEAPEHHOM PR C NCMOTTb30BaHNEM

BWOE03HOOCKOMNMNYECKNX TEXHOMNOMNI

O[HOCTOPOHHEE y AeTen 22 000
11010698 A16.30.004.009 |OnNepaLysi NPy TpbhKe CNMTENeBoOn INHUW K1BOTa

pbhxeceyeHne nNpu rpbbxe 6enon NMHUK XnBoTa/napaymomnukansHom

(oKononynoYHowm rpbike) y getemn 17 600
1010693 |A16.30.001.3 OnepaTuBHOE NeveHne NaxoBo-6eapeHHON rpbiku

OBYCTOPOHHEE Yy AeTen 39 600
1010692 |A16.30.001.2 OnepaTuBHOE NeveHne NaxoBo-6eapeHHON rpbiku

OHOCTOPOHHEE Y AeTen 24 200




[1010691

A16.30.002

OnepaTBHOE NeYeHNe NynoYHON TPBIKMA
pbixeceyeHre Npyn NynoYHoON rpbhxe bonee 3 cM ¢ popMmMpoBaHNeEM
Heonynka y geTteu

19 800

[1010670

A16.30.002.2

OnepaTuBHOE NeYeHne NynoYHON rpbiku
[pbhkeceyeHne Npu Nyno4YHom rpbhke MeHee 3 cM y AeTen

17 600

[010710

A03.30.008

HunarHocTnyeckasa nanapockonus cnroopecueHTHas [JuarHoctudeckas
nanapockonus y geTemn

13 200

[1010714

A16.21.037.002.1

VicceyeHne KNCTbl CEMEHHOro KaHaTuka
VlcceyeHne KMCThI NpuaaTka sndka (cnepmarouerne) y geTemn

16 500

[1010722

A16.19.024.7

VIccevuenne annTenmanbHoro Kon4MKoBoro xoaa
McceveHne nunoHnaanbHoOm KUCTbI (KUCTbl KOMYUKA, 3NUTENUanbHom
KOMYMKOBOW KMCThI) 6€3 BTOPUYHOro CBULLLEBOrO Xo4a y AeTein

33 000

11010723

A16.19.024.8

VICCEYEHNE aNNTENMANBHOTO KONYMKOBOIO X04a
McceyeHre nunoHnaanbHOM KUCTbI (KUCTbI KOMYUKA, ANUTENnansHom
KOMYUKOBOW KUCTbI) U BTOPMYHOIO CBMLLEBOrO X04a Y AeTen

33 000

[1010706

A16.21.018

Hu3BegeHne andka
HusBeaeHune andka (onepaumsa Cokonosa, lNeTtpeBanbckoro-LLemakepa) ¢ 1
CTOPOHbI Y AeTen

19 800

1010666

A16.21.013.6

ObpesaHue kpanHen nnoTn
neten

9900

11010713

A16.28.045.004.4

TepeBsi3ka U nepecevyenne SNIKOBON BEHbI CYyOUHTBUHAMNBEHOE
Onepauusa npu Bapukouene nanapockonuyeckas (ViBaHuccesnya, Manomo) y
aeten

22 000

[1010699

A16.21.025.4

[TnacTnka obonovek Anyka
Onepauus npy BoasiHKe sinyka BpoxkaeHHow (onepaumsa Pocca)/kucte
CEMEHHOro KaHaTuka y geteu

16 500

1010709

A16.21.018.1

FN3BEEHVE SURa
Onepauunsa ®osnepa-CtedaHca npy abgommHansHOM KpunTopxmuame 1 atan,
nanapocKonmM4ecku

y geten

15 400

11010711

A16.21.018.2

Hu3Beaenne andka
Onepauusa ®osnepa-CtedaHca npy abgoMUHaNbHOM KpUNTOPXM3ME
2 3Tan, KOMOUMHMPOBAaHHas (NTanapOCKONMUYECKMIA 3Tan + OTKPbITbIN) Y AeTeN

15400

[010707

A16.21.009.2

PeBn3na MOLLIOHKMU
PeBun3nsa naxoBoro kaHana npv KpMnTopxuame (Npu BbICOKOM CTOSIHUMN SUYKa)
C 1 CTOpPOHbI Y AeTen

[1010697

A16.30.002.001

13 200

OnepaTnBHOE JTEYEHNE TYTTOYHOW TPBIKW C NCTOJTE30BaHNEM
BWE03HO0CKOMNNYECKUX TEXHONOMUIA

CumynbTaHHas (0QHOBpEMEHHas) onepaums nNpu nNyrnoYyHom 1 NaxoBomn

1010696

A16.30.002.001.1

38 500

rpbiXke ABYCTOPOHHeN (nanapockonuyeckn PIRS, 6e3 pa3spes3os) y geTemn
UTepaTUBHOE JTedeHne MyMTOYHON TPEDRI C CTTON T530BaneEM

BMAE03HOOCKOMNYECKUX TEXHONOMUNIN
CumynbTaHHas (0QHOBpEMEHHas) onepaums nNpu nNyrnoYyHom 1 NaxoBomn
rpbke OHOCTOPOHHEN (nanapockonuyeckun PIRS, 6e3 pa3pes3oB) vy geten

27 500

1010701

A16.14.009.002

XoneuncTakToMums anapockonunyeckas
YaaneHue XenyHoro ny3sbipsi (XoneumncTaKToMusl) flanapockonmyeckas y

55 000

[1010716

A16.20.001.001.5

YOaneHue KACTbI SSIMYHNKa C UCTONb30BaHWEM BUAEO3HAOCKONNYECKMX
TEXHONOrnmn
YganeHue KUCTbl sindHuKka 6onee 10 cm B AMameTpe nanapocKonu4eckn y

33 000

[010715

A16.20.001.001.4

YOaneHne KNCTbl SSIMYHnKa C UCMOJTb30BaHNEM BUOE03HAOCKONNYECKNX
TEXHOMOornm
YpaneHue KUcTbl sndHnka go 10 cm B AMameTpe nanapoCKONMYeckn y aeten

22 000

[1010719

A16.20.017.001.1

YOaneHue napaoBapvalibHON KUCTEI C UCHOJIb30BaHEM
BWE03HOOCKOMNMNYECKNX TEXHOMNOMNI
YpaneHvne napaoBapuanbHon KucTbl 6onee 10 cM nanapockonuyecku y

33 000

[1010718

A16.20.017.001

YOaneHne napaoBapuaribHON KUCThI C MCMONb30BaHUEM
BWOE03HOOCKOMNMNYECKNX TEXHOMNOMNI
YpaneHve napaoBapuanbHon KucTbl 4o 10 cM nanapockonuyeckun y aeten

22 000

[1010708

A16.21.010.3

OpxunakTomus
YpaneHuve avyka y geten

17 600

17/17

Jkcnpecc mecmbi

[1010851

B03.016.002.001

OB6LUMI (KNMMHUNYECKMIA) aHanM3 KPOBU 3KCNPECC-MEeTOA0M

500

[010830

A26.08.072.3

TecT - Habop P3O rpunn An B

950

[1010798

A12.28.011

Mukpockonnyeckoe nccnegoBaHme ocagka Moym
3Jkcnpecc-TecT Ansa aHannsa mo4u "Ypunonnad-XN"
T O

350

[010797

A26.08.070.1

TOTPOoovT

aKcnpecc-nccrnegosaHve maska n3 3esa Ha
CTPEenTOKOKKM rpynnbl A

SKcnpecc-TecT Ansa onpeaenexHms
B-remonutnyeckoro ctpentokoka

rpynnbl A "CTPENTATECT"

750

[1010795

A26.08.072.1

VIMMYHOXpOMaTOT pacPpIeCcRoe
aKcnpecc-nccrnegoBaHMe HOCOrNoTOYHOro
Ma3ska Ha Bupyc rpunna A
Panna-COVID-19 + Mpunn A/B-AHTuUreH

950

[1010796

A11.08.010.002.3

[Tony4yeHne Ma3KoB CO CIIM3NCTON ODONOYKM
POTOrNOTKN
CORONA VIRUS (SARS-CoV-2 Ag)

950

[1010685

A11.08.010.002.1

[Nony4yeHne Ma3koB CO CIM3NCTON 060TOYKN POTOMNIOTKU

1100

17/20

SHJAoKpuHo102Us

17/20/1

KoHcynbmauyuu aHOOKpuHo02a

17/20/1/2

3aoyHble KOHCynbmayuu




1010223 |B01.058.003.6 [Mprem (oCMOTp, KOHCYNbTaLUMS) Bpaya-4eTCKOro 3HAOKPUHOSOra NeEPBUYHbBIN

Bpay - 3HAOKPUHOMNOr AETCKUI, 3a04Hasa KOHCYNbTaums 2 500
17/20/1/1 Oy4Hble KOHCYNIbmauyuu
0010111 {B01.058.003 [Npuem (ocMOTp, KOHCYbTaLMs) Bpaya-geTCKOro 3HOO0KPUHOMOra NnepBuYHbIN 2 500
[1010148|B01.058.003.1 [Mprem (ocMOTp, KOHCYNbTaUNS) -4€TCKOro 3HAOKPUMHOSOra NEPBUYHbBIN

K.M.H./goueHT/BeayLmni cneuuanuct 4 400
19 lMpoyue cneyuanucmasi/MaHunynsyuu/eeedeHue npenapamos
19/3 BeedeHue npenapamos
450228 [22.02.040 NaCL 0,9% 200,0 + [JekcameTasoH 4 mr + QydwmnuH 5,0. BeegeHve

npenapaTa. (6.7.13) 1300
450213 |22.02.013 AktoBervH 5 mn Ne1+rntoko3a 5% 200 mn. BeegeHune npenaparta. (6.6.13.) 1 400
450201 [22.02.001 AkTtoBervH 5 mn Ne1+HaTtpun xnopua 0,9% 200 mn. BeegeHve npenapara.

(6.6.1.) 1400
450245 22.04.001 AHanbrmd 50% 2 mn. BHyTpuMbILeYHoe BBeAeHWe npenaparta. (6.8.1.) 350
450202 [22.02.002 AckopbuHoBas kucnota 1 mn Ne5 + [Mmtokosa 5% 200 mn. Beegexuve

npenapara. (6.6.2.) 1100
450231 |22.02.046 Aueconb, 200mn. BeegeHue npenapata 1100
450227 122.02.039 BontoseH 500,0 + NaCL 0.9% 500,0. BeegeHue npenaparta. (6.7.12) 2 000
450207 |22.02.007 'nioko3a 5% 200 mn + npenapat nauneHTa. BeegeHvne npenapaTta. (6.6.7.) 1100
450224 |22.02.034 ['ntoko3a 5% 200,0 + AckobuHosas k-ta 4,0 + Hatpusa xnopug 0,9% 200,0 +

aekcameTtasoH 1.0+ aycdmnuH 2.4% 5vin . BBegeHue npenapara.(6.7.24) 1300
450210 |22.02.010 Ouconb 200 mn. Beegexne npenapata. (6.6.10.) 1100
450211 |22.02.011 Ouconb 400 mn. Beegexne npenapata. (6.6.11.) 1300
®T-P018|22.01.034 MnpoxmH 0,1 Ne30. BeeaeHune npenaparta. (5.1.35.) 600
®T-P020|22.01.035 MnpoxuH 0,2 Ne15. BeeaeHune npenapara. (5.1.36.) 600
450250 |22.04.006 KeTtoHnan 2 mn Ne1. BHyTpuMbILeYHOe BBeAeHWe npenaparta. (6.8.6.) 350
450256 |22.04.016 KnekcaH 4000 aHtu-Xa ME/0.4 mn. N1. BHYTpuMbILLEYHOE BBEAEHNE 400
450270 |A11.12.003.001.1 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NTEKAaPCTBEHHbIX

npenapaTtoB.J/lekdepp 5 mn Ne1i 1500
450240 |22.03.006 Marnus cynbdat 25% 10 mnNe1.BHYyTpnBEHHOE BBEAEHWE NpenapaTta. 600
450241 |22.03.007 Marnus cynbdat 25% 5 mnNe1.BHyTpnBeHHOe BBeaeHWe npenapaTta. (6.7.8.) 600
450215 |22.02.017 MeTtporun/metponmaason 100 mn. BeegeHue npenapaTta. (6.6.17.) 1100
450232 |22.02.047 Hatpus xnopua 0,9 200 mn+3ydunnun 2,4% 5 mn Beegenne npenapata 1300
450239 [22.03.004 Hatpus xnopug 0,9% 10 mn + npenapat nauneHTa.BHyTprBEHHOE BBEAEHME

npenapara. (6.7.4.) 700
450203 [22.02.003 Hatpus xnopug 0,9% 200 mn + MarHus cynbdat 25% 10mn Ne1. Beegenue

npenaparta. (6.6.3.) 1300
450214 [22.02.014 Hatpus xnopug 0,9% 200 mn + MarHusa cynbdaTt 25% 5mn Ne1. BeegeHuve

npenapara. (6.6.14.) 1300
450225 |22.02.035 Hatpus xnopug 0,9% 200 mn + okcuToumH 5 en . Beegerue 1 300
450206 [22.02.006 Hatpwus xnopua 0,9% 200 mn + npenapat nauveHTa. BBegeHvne npenapara.

(6.6.6.) 1300
450204 [22.02.004 Hatpus xnopua 0,9% 200 mn +3ycunnuH 2,4% 10 mn Ne1. BeegeHve

npenapara. (6.6.4.) 1300
450220 [22.02.029 Hatpus xnopug 0,9% 400 mn + npenapat nauveHTa. BBegeHvne npenapara.

(6.7.19) 1400
450246 |22.04.002 Ho-wna 2 mn Ne1. BHyTpumMbILLIeYHOE BBeAeHME npenapaTa. (6.8.2.) 350
450248 |22.04.004 OkcutoumH 5SME/mn 1mn Ne1. BHyTpuMbILIEeYHOE BBEAEHNE NpenapaTa. 350
450247 |22.04.003 MNanaBepuH 2% 2 mn Ne1.BHyTpuMbIlLeYHoe BBeAeHe npenaparta. (6.8.3.) 350
450209 [22.02.009 MenTokcmdmnnmH 2% 5 mn Ne1+ Hatpusa xnopua 0,9% 200 mn. BeegeHve

npenaparta. (6.6.9.) 1300
110326 [A11.12.003.080 [BHyTpvBEHHOE BBeaeHWe nekapCTBEHHOro npenapaTa

MNpenHon-/1 250mr +HaTpuii xnopua 0,9% 200 mn. Ne1, BBeeHUe npenaparta 2 300
450223 22.02.032 Pacteop Punrepa 200 mn + aucons 400 mn. Beeaenune npenapara. (6.7.22) 1300
450212 22.02.012 PacTteop PuHrepa 200 mn Ne1. BeegeHue npenapara. (6.6.12.) 1200
450229 [22.02.041 Pacteop PuHrepa 200,0 + 'nioko3a 5% 200,0 + AckopbuHoBasi k-Ta 4,0.

BeeneHve npenapaTa. (6.7.14) 1300
450226 |22.02.038 PacTtBop PuHrepa 200,0 + Ouconb 200,0. Beeaexne npenapara. (6.7.11) 1300
450222 (22.02.031 PacTtBop PuHrepa 400 mn + auconb 400 mn. BeBegeHne npenapara. (6.7.21) 1400
450205 |22.02.005 PacTtBop PuHrepa 400 mn Ne1. BeBeaeHue npenapara. (6.6.5.) 1300
450235 |22.02.050 CrepodyHauH 500 mn. BBegeHne npenapara 1 300
450234 (22.02.049 TpaHekcam 10 mn + HaTtpusa xnnopua 200 mn. BeBeaeHne npenapata 1400
450244 (22.03.012 TpaHekcam 10 mn Ne1.BHyTpnBEHHOE BBEAEHME Npenaparta 700
450233 |22.02.048 TpaHekcam 5 mn + HaTpus xnopua 200 mn. BBeaeHue npenapaTta 1500
450243 (22.03.011 TpaHekcam 5 mn Ne1. BHyTpMBEHHOE BBEEHNE Npenaparta 700
110154 |[A11.12.003.001.3 [HenpepbiBHOE BHYTpUBEHHOE BBEAEHMWE FIEKAPCTBEHHbIX NpenapaToB

DepuHxekT p-p a/vH, 50mr/mn 10mn Ne1 BBeaeHne npenapara 7 000
450251 |22.04.007 OpakcunapuH 0,3 Ne1. NoakoxHoe BBeaeHWe npenapara. (6.8.7.) 600
450253 |22.04.009 Llepykan 2 mn. BHyTpumbILLEeYHOE BBeAeHNE npenapara. (6.8.9.) 350
450252 22.04.008 LledTpurakcoH 1,0 . BHyTpuMbILle4YHOE BBeAeHNe npenapara.(6.8.8.) 350
19/5 KomnnekcHble npoe2pamMmabl
450647 KomnnekcHbI Yekan "3aboTta o poantensx, 55+", xeHLumHa 51 600
450648 KomnnekcHbl Yekan "3aboTa o pogutensx, 55+", MyxynHa 49 400
450919 KomnnekcHbi Yyekan "KpacoTta un cTponHocTh" 14 150
450616 KomnnekcHbl Yyekan "lMNnaHvpoBaHne 6epeMeHHoCcTH", Ans napbl (Myx4duHa) 7 900
450615 KomnnekcHbln Yekan "lMNnaHMpoBaHne 6epeMeHHOCTH", KEHLLMHBbI 21 750
450617 KomnnekcHbin Yyekan "MpodunakTnka MHdapkTa n nHcynbTa"(nporpaMmma) 15 360
450618 KomnnekcHbi Yekan "CaxapHbit anabet"(nporpamma) 9 400




450620 KomnnekcHbin vyekan "CKpUHWHT A51s NOMCKa NPUYMHbI NOBbILLEHHOMO

apTepuansHoro gasneHus"(nporpamma) 8 300
450630 KomnnekcHbI Yekan "Yponornyeckoe obcrnegoBaHme myx4ymH 40+ net" 11 500
450626 KomnnekcHbI Yekan "Yponorndyeckoe obcrnegosaHme myx4mH o 40 net"” 12 000
450619 KomnnekcHbI Yekan "XpoHnyeckas yctanocTb"(nporpamma) 25 000
450631 KomnnekcHbIn Yekan «PenpoaykTnBHbIA NoTeHunany 5700
450639 KomnnekcHbI Yekan Mpobriembl ¢ NnaMsaATbio U KOHLLEHTPaUWe BHUMaHUS 13 000
450623 KomnnekcHbIN aKkcnpecc Yyekan )eHwmHbl 0o 40 net (nporpamma) 30 700
450628 KomnnekcHbI aKkcnpecc Yyekan )eHwmHbl 40+ net (nporpamma) 40 000
450624 KomnnekcHbIN akcnpecc Yyekan Myx4mHbel 40+ net (nporpamma) 33 600
450625 KomnnekcHbIN aKkcnpecc Yyekan Myx4mHbl 4o 40 net (nporpamma) 17 500
1060101 CrauuoHap ans neyexnuns 900 27 460
19/2 lpo4ue maHunynayuu
110161 |A11.05.001 B3saTne KpoBuM 13 nanbLua 250
110157 |A11.12.003 BHYTpMBEHHOE BBEAEHNE NEKAPCTBEHHbLIX NpenapaToB 500
110158 [A11.12.003.001 [HenpepblBHOE BHYTPUBEHHOE BBEAEHNE NNEKAPCTBEHHbLIX NpenapaToB 1000
110159 |A11.02.002 BHYTpUMbILEYHOE BBEAEHNE NEKAPCTBEHHbLIX NpenapaToB 300
110160 |A11.12.009 B3saTtune kpoBu 13 nepmdepnyeckon BeHbl C NOCNEeaYOWMM NPOBEAEHNEM

ncecnegosaHms: 250
110162 |[A11.12.003.001.4 [HenpepbiBHOE BHYTPUBEHHOE BBEAEHMWE fleKapCTBEHHbIX NpenapaToB

B YCIOBUSIX AHEBHOIO CTalMoHapa (4o 2x Yacos) 6e3 CTOMMOCTM 1300
110163 |A11.01.002 [NogkoxXHOe BBeAeHME NeKapCTBEHHbIX NpenapaTos 250
19/6 dusuomepanusi
350006 [27.01.006 BarvHanbereiv ynbTpa3syk Ha annapate "[MHeToH" ¢ npenapaTtamu no

HaszHa4YeHuo Bpada (1 npoueaypa) 1100
350007 [27.01.011 BarvHaneHbIn ynbTpaseyk Ha annapate "lmHeToH" (1 npoueaypa 6e3 yyeta

CTOMMOCTU Npenapara) 1000
350004 [27.01.004 WHransaums ¢ Hebynnansepom (1 npouedypa ¢ npenapaToM Mo Ha3Ha4YeHUo

Bpaya) 500
350002 |27.01.002 MarnutoTtepanus (1 npouegypa Ha annaparte Anmar) 500
350008 |29.01.001 O30HoTepanus (BHYTpMBEHHO, 1 Nnpoueaypa) 900
350009 |29.01.002 O30HoTepanus (BHYTpMBEHHO, 5 npoueayp) 3700
350003 |27.01.003 Y®O Hoca 1 3eBa (1 npoueaypa) 500
350005 [27.01.005 Y®O Hoca 1 3eBa (1 npoueaypa) + niransuusa ¢ Hebynnavsepom (1

npoleaypa c npenaparoM no HasHa4yeHuo Bpayda) 750
350001 |27.01.001 OnekTpodopes ¢ npenapaTtoM No HasHavyeHuto Bpayda (1 npoueaypa) 750
11 Tepanusi, kapduoJsio2usi
11/1 KoHcynbmayuu mepanesma
11/1/3 3ao4Hble KOHCynbmayuu
110170 [B01.047.001.6 [Mprem (oCcMOTp, KOHCYNbTaUNS) -TepaneBTa NEPBUYHbIN

3ao4yHas KoOHcynbTauus 2100
110171 |B01.047.002.4 "Tprem (OCMOTp, KOHCYNbTaLUWs) Bpaya-TepanesTa NOBTOPHbIN

3aoyHas koHcynbTauus" 1800
110251 [01.047.001.16 [Mprem (oCMOTp, KOHCYNbTaUNS) -TepaneBTa NEPBUYHbIN

[0.M.H./rmaBHbIN cneuvanucT/pyKoBoAUTENb OTAENEeHUs, 3a04Hast 3500
110252 (B01.047.002.11 |[lpuem (ocmoTp, KOHCYnbTauus) -TepanesTa NOBTOPHbIV

[0.M.H./rmaBHbIN cneuvanucT/pyKoBoANTENb OTAENEHUs, 3a04Hasi 2 700
110192 (B01.047.001.10 [lpuem (ocmoTp, KOHCYNbTaUUs) -TepaneBTa NEPBUYHbIN

3aoyHas KoHCcynbTauus, K.M.H./0oLeHT/BeayLumnin cneuuanmucT 2 500
110193 [(B01.047.002.6 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpaya-TepaneBTa NOBTOPHbIN

3aoyHas KoHCcynbTauus, K.M.H./0oLUeHT/BeayLumnin cneuuanmncT 2100
11/1/1 O4Hble KOHCYnbmayuu
110104 (B01.047.001 [Nprem (ocMOTp, KOHCYNbTaLMs) Bpada-TepanesTa NepBUYHbIN 2100
110249 [01.047.001.15 [Mprem (oCMOTp, KOHCYNbTaUNS) -TepaneBTa NEPBUYHbIN

[0.M.H./rmaBHbIN cneuuanucT/pykoBoaUTernb oTaeNeHns 3500
110129 (B01.047.001.5 [Mprem (ocMoTp, KOHCYNbTaUNS) Bpaya-TepanesTa NepBUYHbIN

K.M.H./0ouUeHT/BeayLmi cneumanucT 2 500
110107 |B01.047.002 [puem (0CcMOTP, KOHCYMbTaUMs) Bpaya-TepanesTa NOBTOPHbIN 1 800
110250 [B01.047.002.10 [[pnem (ocmoTp, KOHCYnNbTaUUs) -TepaneBTa NOBTOPHbIN

[.M.H./TMaBHbIN cneunanucT/pykoBoamTenb OTAeneHus 2 700
110130 [B01.047.002.3 [Mprem (ocMOTp, KOHCYNbTaLUMS) Bpava-TepaneBTa NOBTOPHbIN

K.M.H./0oueHT/BeayLmnm cneunanmct 2 100
11/2 KoHcynbmayuu mepanesma-kapduosoza
11/2/3 3aoyHble KOHCynbmayuu
11/2/1 O4HbIe KOHCYynbmayuu
110119 |B01.015.001 [puem (ocMOTp, KOHCYNbTaUMs) Bpaya-Kkapamnornora nepBuUYHbIN 2 100
110122 |B01.015.002 [Npuem (ocMOTP, KOHCYMbTaUNs) Bpaya-Kkapamnorora NoBTOPHbIN 1 800
11/3 Ycnyeu mepanuu
110145 OdhopmneHne cnpaBoYHON AOKYMEHTaLUN 750
11/4 ®PYyHKYUOHanbHasi QuagcHocmuka
110146 |A05.10.008 XonTepoBCKOE MOHUTOPMPOBAHME CEpPAEYHOro puTma 2 600
110147 |A02.12.002.001 [CyTO4YHOE MOHUTOPUPOBAHWE apTepMarnbHOro AaBneHus 2 100
110148 |A05.10.004 PacwudpoBka, onnucaHve n nHTepnpeTauns anekTpokapamnorpadunyeckmnx

OaHHbIX 600
110149 |A05.10.006 Perncrpauus anekrpokapgnorpammbl 450
110167 |A12.09.001 ViccrnegoBaHe HECNPOBOLIMPOBAHHbIX AblXaTeNbHbIX 06BbEMOB 1 NOTOKOB 750
110175 |[A12.09.002.001 [WccnepoBaHue gpixaTenbHbiXx 00bEMOB C MPUMEHEHNEM NEKapCTBEHHbIX

npenapaTos 1300
18 Tpaemamosiozusi, opmonedusi




18/1/1

Oy4Hble KOHCYNIbmauuu

180103 |B01.050.001 [Npuem (ocMOTp, KOHCYIbTaUus) -TpaBMaTonora-oproneaa nepBuYHbIv 2 500
180104 |B01.050.002 MNpuem (ocMOTp, KOHCYNbTaLMs) -TpaBMaToiora-opToneaa NoOBTOPHbLIN 2 200
18/2 MaHnunynsayuu
180105 |A11.04.004.2 BHYTpUcycTaBHOE BBEAEHNE NEKAPCTBEHHbLIX NPenapaToB 1700
180267 |[A11.04.004.003 [BHyTpucycTaBHOe BBeAEHME NEKapCTBEHHbIX NpenapaToB
[OunpocnaH, pacteop 1 mn 2 800
180124 |A11.04.005 [MyHKUMA CMHOBUANbHOW CYMKM cycTaBa 1700
07/2 Y3U e akywepcmee
010214 |A04.30.009.l YnbTpa3BkoBas HaBUraumsa Ans NnpoBeeHns ManiouHBa3MBHONM MaHMNynaumm 13 600
070196 3anncb M300paXKeHNss Ha SNEKTPOHHbIA HOCUTEIb 750
030209 107.02.011 Y3 CRPWAVATOBOE mccneqosaHV%‘np'Vrcp'O'ke OEPEM-TW TY-ZT HEAETN TTO
OLleHKe aHTeHaTarnbHOro pa3BMTUS NNOAOB(TPOVHSA) C LeNbHO BbISIBIIEHUS
XPOMOCOMHbIX aHOMar1in,MOPOKOB Pa3BUTUS, PUCKOB 3a4EPXKKN pocTa
ORI T g s TN Lo S IVl TZ (7 T ) S 7500
070138 1A04.30.001.003 OOVHHaguaTtas - YeTblpHaguartas Heenum no oueHke aHTeHaTanbHOro
pasBUTMA NNoAA C LENbH BbISIBIIEHWS XPOMOCOMHbLIX aHOManui, NOpoKOB
pasBUTKS, PUCKOB 3a4EPXKKM pOoCTa nroaa, NpexaeBpeMeHHbIX poaos,
npealﬁnampcmm (CKDrHVIHF 1) - 3600
oo L rroTEroP = oo
070140 |A04.30.001.003.2 OAVHHaguaTas - YeTblpHaguaTtas Heenum no oueHke aHTeHaTanbHOro
pasBUTMA NNoAa C Lenbio BbISIBNIEHWS XPOMOCOMHbIX aHOManui, NopoKoB
pas3BUTKS, PUCKOB 3a4EPXKKM pocTa nroaa, NpexaeBpeMeHHbIX poaos,
npeaknamncum (CKpUHUHT 1)
K.M.H./0.M.H./BeQyLwmnin cneunanuct 4 500
070144 A0430001005 PALL=1 paJBI\UBUC bl\lJVIHVIrII UBUT VILUITCTAUBanlvIT II|JVI prl\U Ucpvuvuvu TAUC TV
AeBsATHaguaTas - ABaguath nepeasi Hegenu rno OueHKe aHTeHaTanbHoro
pasBUTUA NNoAa C LENbH BbISBNIEHWS XPOMOCOMHbLIX aHOMaInui, NOpoKoB
pasBUTKS, PUCKOB 3a4EPXKKM pocTa nnoaa, NpexaeBpeMeHHbIX poaos,
npean:lnaM}'lcmm (CKerMHr 1) o 4900
oo P Yoo TooTTom e e o o rrrooTYT
070146 |A04.30.001.005.2 AeBsiTHaguartas - ABaguaTh nepBasi Hegenu rno oueHKe aHTeHaTanbHoro
pasBUTMA NAoAA C Lenbio BbISIBNIEHWUS XPOMOCOMHbLIX aHOManui, NopokoB
pasBUTUSA, PUCKOB 3a4EPXKM pocTa nroaa, NpexaeBpeMeHHbIX poaos,
npeaknamncum (CKpUHUHr 11)
K.M.H./OoueHT/BeayLmi cneumanmcT 5200
070150 |A04.30.001.001.1 |YnbTpa3BykoBoe nccregoBaHve nioga
15 1 Gonee Hegenb 6epeMeHHOCTb 4900
070152 |A04.30.001.001.4 |YnbTpassykoBoe nccnegosarve nnoga 15 n 6onee Hegenb bepemeHHOCTH
K.M.H./OoueHT/BeayLimi cneumanmcT 5200
070153 |A04.30.001.001.2 |YnbTpa3BykoBoe nccregoBaHve nioga
15 1 Gonee Hegenb Npy MHOronIoAHON 6epeMeHHOCTH 6 000
070155 |A04.30.001.001.6 |YTIbTPa3ByKOBOE WCCIEA0BaHNE Nioaa
15 1 Gonee Hegenb Npy MHOronnoAHoN 6GepeMeHHOCTH,
K.M.H./goueHT/BeayLmni cneuuanmct 6 500
070137 |A04.30.001.001 |YnbTpasByKOBOE MccrnegoBaHve nnoga 2 400
070197 |A04.30.001.001.14YnbTpa3BykoBoe nccregoBaHve nrnoga
K.M.H./goueHT/BeayLmi cneumanmct 2 600
070176 |A04.30.001.001.1]YnbTpa3BykoBoe UccnegoBaHme nnoga MOHUTOPUHI 1900
070215 |A04.30.001.001.14 YnbTpa3ByKoOBOE MccrneaoBaHue nnoga
MOHUTOPWHT
K.M.H./0oUeHT/BeayLmi cneumanucT 2 200
070141 A0430001004 PALL=L pddbyl\UDUU bl\pVIﬂVII‘H UBUT VUL TCAOUBARVT IIPVI b}JUI\U UUP\.,uvu\.n THOCTV
OOVHHaguaTas-yeTblpHaguarTas Hegenm rno oLueHKe aHTeHaTanbHoro
pasBUTUSA NIOAOB C LIENbIO BbISIBNEHUS XPOMOCOMHbIX aHOMarnui, NopoKoB
pasBUTKS, PUCKOB 3a4EPXKM pocTa noaa, NpexaeBpeMeHHbIX poaos,
npean:’nampcmm npu rlylHoronrlo;:lHoﬁl 6epeMeHHOCTrIfI (CKpUHUHT |) 4 000
oo NPT OGP TOT O e < rooTvT
070143 |A04.30.001.004.2 OOVHHaguaTas-yeTblpHaguarTas Hegenm no oueHKe aHTeHaTanbHoro
pasBUTKSA NIOAOB C LIENbIO BbIABNEHUSI XPOMOCOMHbIX aHOMarsui, NopoKoB
pasBUTKSA, PUCKOB 3a4EPXKM pocTa nroaa, NpexaeBpeMeHHbIX poaos,
npeaknamncum NpyM MHOronnoaHon 6epeMeHHOCTU (CKPUHMHT |)
K.M.H./0oUeHT/BeayLmun cneunanmct 4 700
070147 AO430001006 JJIDIdebyI\UDUC L;I\pVIHVIHIUBUC VICUITCAOUBARVIT IIpVI L;}JUI\C ucp\,.v.\,unublw
AeBsATHaguartas - ABaguath nepBas Hegenm no oLueHKe aHTeHaTanbHoro
pa3BUTUS MMOAOB C LiENbIO BbISBIEHNST XPOMOCOMHBLIX aHOMasuii, MOPOKOB
pasBUTKS, PUCKOB 3a4EPXKKM pocTa nroaa, NpexaeBpeMeHHbIX poaos,
NpeKIAMNON oV MHOroNoaKol Sepementiocty (cipumirll) 5500
070149 1A04.30.001.006.2 AeBATHaguaTas - ABaguaTh nepeas Hegenu rno OueHKe aHTeHaTanbHoro
pasBUTKSA NIOAOB C LIENbIO BbIABNEHUSI XPOMOCOMHbIX aHOMasui, NopoKoB
pasBUTKSA, PUCKOB 3a4EPXKM pocTa nroaa, NpexaeBpeMeHHbIX poaos,
npeaknamncum NpyM MHOronnoaHon 6epemMeHHoOCTU (CKPUHUMHT 1)
K.M.H./0oueHT/BeayLmnm cneunanmct 6 000
07/1 Y3U cmandapm
070128 |A04.21.001.001 [YnbTpa3ByKOBOE McCCegoBaHME NpeacTaTenbHON Xenesbl TpaHcpeKTanbHoe 1800
070113 [A04.12.003 LynnekcHoe cKkaHMpoBaHME aopThbl 1900
070110 |A04.12.001.001 [YnbTpasBykoBas gonnneporpadus apTepuii HUXKHUX KOHEYHOCTEN 2 300
070114 |A04.12.005.003 |HynnekcHoe ckaHvpoBaHue bpaxmouedanbHbIX apTepPUn C LBETHLIM
JONNSepoOBCKMM KapTUpOBaHNMEM KPOBOTOKA 1800
070121 |A04.16.001 YnbTpa3BYKOBOE MCCNeaoBaHMe opraHoB BpHoLLIHOM NONocTy (KOMMNNEKCHOE) 2 300




070116 [A04.12.002.002 [YnbTpa3sykoBasg gonnneporpadunsa BEH HUXKHUX KOHEYHOCTEN 2 800
070105 |A04.06.002 YnbTpa3BykoBOe vccneaoBaHme numdaTnyeckmx ysnos (ogHa

aHaToMuyeckasi 30Ha) 1 000
07/1/1 Y3U manozo masa
070124 [A04.20.001.001 [YnbTpa3BykoBO€ UccnegoBaHNE MaTKU U NPpUOATKOB TpaHCBarnHanbHoe 2 100
070125 |A04.20.001.001.1 |YnbTpa3BykoBOe nccregoBaHve MaTku U NpuaaTkoB TpaHcBarMHanbHoe

Bpay-rmHeKkonor 1 900
070219 |A04.20.001.001.4 |YNbTpa3BykoBOe nccregoBaHve MaTku U NpuaaTkoB TpaHcBarMHanbHoe

K.M.H./goueHT/BeayLmni cneuuanuct 2 400
070177 |A04.20.001.001.3 |YnbTpa3BykoBOe nccregoBaHve MaTku U NpuaaTkoB TpaHcBarMHanbHoe

MOHUTOPUHT 1 900
070126 [A04.20.002 YnbTpa3BykOBOE UCCNEAOBaAHME MOJIOYHbIX Xenes 2 100
070134 |A04.28.002.003 |YnbTpasByKOBOE McCCnegoBaHMe MOYEBOro Ny3bips 1100
070135 |A04.28.002.005 |YnbTpa3BykoBoe vccrieqoBaHne MOYEeBOro My3bips C onpeaeneHnem

OCTaTOYHON MOYM 450
070101 [A04.01.001 YnbTpa3BYKOBOE NCCMeA0BaHNE MSAMKUX TKaHel (ogHa aHaToMuyeckasi 30Ha) 1100
070156 |A04.30.004 YnbTpa3BykoBOe onpeaeneHme XnakocTn B OPIoLLHON NONocTu

(aKkycTnyeckme okHa) 900
070136 [A04.28.003 YnNbTpasByKOBOE NCCNeaoBaHMe OpraHoB MOLLOHKM 2 400
070107 [A04.09.001 YnNbTpasByKOBOE UCCneaoBaHme NneBpanbon Nonoctu 600
070130 |A04.21.002.001.2 |donnneporpadums cocyqoB NOMOBOrO YrieHa C NeKapCTBEHHbIMMN

npenapatamu 2 800
070133 [A04.28.001 YnNbTpasByKOBOE MCCreaoBaHME NOYEK U HAANOYEYHNKOB 1700
070108 [A04.10.002 Oxokapavorpadus 2 200
070106 [A04.07.002 YnNbTpasByKOBOE NCCNedoBaHME CIOHHbIX Xenes 900
070157 [A04.30.009 YnbTpasBykoBas HaBMraums Ansi npoBeaeHst MarioMHBa3MBHOM 1000
070103 [A04.04.001 YnbTpasByKOBOE UCCneaoBaHme cycTasa 1300
070131 [A04.22.001 YnbTpasByKOBOE UCCNeAoBaHME LUMTOBUOHOM XXenesbl N NapalumnToBUaHbIX 1800
070189 |A04.20.002.001 [3nacTtorpadusi MOMOYHbIX XXenes 2100
10 Y3kue cneyuanucmsi
10/2/1 KoHcynbmayuu ncuxosioza
10/2/1/3 3ao4Hble KOHCynbmayuu
100205 (B01.070.009.1 [Mprem (TecTupoBaHme, KOHCYNbTauUs) MEAULIMHCKOrO NCMXornora nepBuYyHasi

3aoyHas KoHcynbTauus 3500
100206 (B01.070.010.1 [Mpuem (TecTupoBaHme, KOHCYNbTaLUNs) MEAWULMHCKOTO NCUXONora NOBTOPHbIN

3ao4yHas KoHcynbTauus 3100
10/2/1/1 O4Hble KOHCYnbmayuu
A100103 [Nprem (ocMOTp, KOHCYNbTaLUMs) Bpadya- MeauLIMHCKOro ncuxonora 1100
100103 [B01.070.009 [Nprem (TecTnpoBaHme, KOHCYIbTaUUs) MEAULIMHCKOrO NCMXonora nepsuYHbIn 3500
100104 [B01.070.010 [Nprem (TecTupoBaHue, KOHCYbTaLUs) MEAULIMHCKOrO NCUXonora noBTOPHbIN 3100
100259 (B01.070.009.4 [Mprem (TecTupoBaHue, KOHCYNbTaUNUs) MEAULIMHCKOTO NCUXONora NePBUYHbIN

CEeMeNHbIN 5 500
10/1 Ycnyeau annepzonoza
10/1/2 ACMHUT u annepzonpobbi
100187 (B03.002.004.1 Komnnekc nccnegoBaHui 4ns BbISBNEHUS annepreHa

BBegeHve npenaparta Akapumsakc 8 700
100188 (B03.002.004.2 Komnnekc nccnegoBaHui 4ns BbISBNEHUS annepreHa

BBegeHve npenaparta 'pasakc 8 300
100189 (B03.002.004.3 Komnnekc nccnegoBaHui 4ns BbISBNEHUS annepreHa

BBefeHve npenapata Parsmsakc 9 500
10/1/1 KoHcynbmayuu annepzosnoza
10/1/1/3 3ao4Hble KOHCYynbMayuu
100203 (B01.002.001.1 [Mprem (ocMOoTp, KOHCYNbTaUUS) -anneprosniora-MMMyHonora nepBUYHbIN

3aoyHas KoHcynbTauus 3100
100204 [B01.002.002.1 3aoyHas KoHCcynbTaUus Bpada annepronora-MmMmMyHoriora noBTopHasi 2 500
10/1/1/1 O4Hble KOHCYnbmayuu
100101 (B01.002.001 KoHcynbTaumnsa Bpaya anneprosiora-uMmMmyHosnora nepBmnyHasi 3100
100102 |B01.002.002 KoHcynbTaunsa Bpaya anneprosiora-uMmMmyHomnora noBTopHas 2 800
10/4/1 KoHcynbmayuu 2eHemuka
10/4/1/3 3aoyHble KOHCynbmayuu
100179 |B01.006.002.2 [Mprem (oCMOTp, KOHCYNbTaLWs) Bpava-reHeTnKka NoOBTOPHbIN

3a04Has KOHCybTauns 2 200
100181 |B01.006.002.3 "Tprem (OCMOTP, KOHCYNbTaLUNS) Bpaya-reHeTuKa noBTOPHbLIN

3a04Hasi KOHCYNbTaUus, K.M.H./ooUueHT/BeayLmun cneyuanmct” 2900
10/4/1/1 O4HbIe KOHCYynbmayuu
100117 |B01.006.001 [puem (ocMOTP, KOHCYMbTaUns) Bpaya-reHeTnka NnepBrUYHbIN 2 800
100118 |B01.006.002 [puem (0CcMOTP, KOHCYMbTaLMs) Bpaya-reHeTnka NoOBTOPHbIN 2 200
10/11 Ycnyau mammosioza
10/11/1 KoHcynbmayuu mammousioza
10/11/1/1 O4HbIe KOHCYynbmayuu
100148 [B01.027.001.001 [[Mpuem (ocmoTp, KOHCYNbTaUUsA) Bpaya-OHKOora nepBuYHbIN

OHKOJI0r-Mammorsior 2 200
100456 |[B01.027.001.005 [[Mpuem (ocMoTp, KOHCYNbTaLKMS) -OHKOMNOra NepPBUYHbI

OHKOJI0r-MaMMOJIor, 4.M.H./IMaBHbIN cCneuuanucT/pykoBoaNTENb OTAENEHUS 5 000
100250 |B01.027.001.003 [MMpuem (ocMoTp, KOHCYNbTaLWS) -OHKOMNOra NepPBUYHbI

OHKOJI0r-MaMMOJIor, K.M.H./OoOUeHT/BegyLmnn cneynanuct 3300
100149 [B01.027.002.001 [Mpuem (ocmoTp, kOHCYNbTaLMA) Bpaya-OHKOOra NOBTOPHbIV

OHKOJ10r-mammorsor

1700




100457 [B01.027.002.005 [[prem (ocmOTp, KOHCYNbTaUUs) -OHKOOra NOBTOPHbIN

OHKOMOr-MamMMosor, A.M.H./rmaBHbI cneuvanucT/pykoBoanTeNb oTaeneHns 4 000
100251 [B01.027.002.003 [[pnem (ocmoTp, KOHCYNbTaUUs) -OHKOOra NOBTOPHbIN

OHKOMOr-MamMMorsior, K.M.H./goueHT/BeayLmin cneymanmct 2 800
10/11/2 MaHunynsyuu (*ymo4Hsilime 803MOXXHOCMb Mpo8edeHus1 MaHUNynsyul e KoJisi-
100151 |A11.20.023 [NlonyyeHne oTaenseMoro n3 cocka MOsIo4HOM Xenesbl 750
100157 |A16.20.032 Pesekunsi Mono4yHowm xenesbl

1 KaTeropus Cro)HocCTu 27 500
100158 [A16.20.032.001 |Pe3ekuus MOno4HOW xeneabl

2 KaTteropus CrioXXHOCTU 33 000
100718 |[A16.20.032.002 |Pe3ekuus MONOYHOW xerneabl

3 KaTeropus CroXXHoCTU 38 500
100153 |A11.20.010.003 |TTYHKOVA HOBOODpa3oBaHWsA MOJIOYHON XXeneabl NpyLensHas NyHKLIMOHHAsA

nog, KOHTPOMeM ynbTpasByKOBOro CcregoBaHus

NyHKUMS 00pa3oBaHMst MOTOYHOM XXenesbl 2 600
10/10 Ycnyeu Hesposioza
10/10/1 KoHcynbmayuu HespoJsioza
10/10/1/3 3aoyHble KOHCynbmayuu
100219 |[B01.023.001.6 IMpuem (0CMOTP, KOHCYNbTaLWA) ~-HEBPOJIOra NepBUYHbIN

3ao4yHas KoHcynbTauus 2 800
100220 [B01.023.002.6 Mpuem (oCcMOTp, KOHCYNbTaLWsA) Bpaya-HeBpoOsiora NOBTOPHbLIN

3ao4yHas KoHcybTauus 2 200
10/10/1/1 O4Hble KOHCYynbmayuu
100133 [B01.023.001 [Nprem (ocMOTp, KOHCYNbTaLMS) Bpada-HEBPOSIOra NePBUYHbIN 2 800
100171 [B01.023.001.2 Mpuem (0CMOTP, KOHCYNbTaLWSA) Bpava-HEBPOora nepBUYHbIN

K.M.H./0.M.H./BegyLmnn cneynanuct 3300
100135 [B01.023.002 [Nprem (ocMOTp, KOHCYIbTaLUMs) Bpada-HEBPOJIora MOBTOPHbIN 2 200
100172 |B01.023.002.2 Mpuem (oCMOTp, KOHCYNbTaLMsA) Bpaya-HeEBPOsiora NOBTOPHbLIN

K.M.H./goueHT/BeayLmi cneumanmct 2 800
10/10/2 MaHunynsyuu (*ymo4Hsilime 803MOXHOCMb MpoeedeHuUsi MaHUNynsiyul e KoJsi-
100138 |A11.02.002.22 BHYTpUMbILLEYHOE BBEAEHNE NekapCTBEHHbIX NpenapaToB

BBepneHve npenapata npu MmodpacumansHom 60neBoM cMHApoMe nmua u

XPOHMYECKOW MUTPEHMN 6 600
100144 |A11.02.002.20 BHyTpuMbILLEYHOE BBEAEHME NEKAapPCTBEHHbIX NpenapaTos

Penatokc 60TynuHu4ecknit TokcuH Tuna A 100 eg Ne1 donakoHbl, 1 LT. 13 200
10/13 Ycnyau opmanbmonoza
10/13/1 KoHcynbmayuu ogpmanbmonoza
10/13/1/1 O4Hble KOHCYnbmayuu
100264 [B01.029.001.3 [Nprem (ocMOTp, KOHCYNbTaLUMs) -odTarnbMonora NepBUYHbIN 2 900
100265 [B01.029.002.2 [Nprem (ocMOTp, KOHCYNbTaLUMs) Bpadya-odTanbMonora noBTOPHbIN 2 500
10/13/2 MaHnunynsiyuu (*ymo4Hsilime 803MOXXHOCMb MPO8E€OEHUs1 MaHUMyssyul 8 Kosut-
100617 |A21.26.001 Maccax Bek MeguumMHCK1n 350
100238 [A23.26.001 Moabop 04KOBOW KOPPEKLINU 3pEHMS] 750
100505 [A11.26.004.001 [l[NpomMbiBaHME CNE3HbIX NYTEN 750
100551 [A11.26.016.001 [CybkOHBIOHKTMBaNbHAA MHBEKUMS

(6e3 cTOMMOCTM NeKapCTBEHHbIX cpeacTB) 500
100240 |A02.26.020 TecT Lnpmepa 400
100487 |A16.26.034.001 |YganeHwe MHOPOAHOrO Tena KOHbIOHKTUBbI 1000
100488 [A16.26.051.001 |YganeHuMe MHOPOAOHOro Tena poroBuLbI 1500
10/21 Ycnyau ncuxomepaneema
10/21/1 KoHcynbmayuu ncuxomepanesma
10/21/1/3 3ao4Hble KOHCynbMayuu
100958 [B01.034.001.004 |[pnem (ocmoOTp, KOHCYNbTaLuA) -NcuxoTepanesTa NePBUYHbIN

3aoyHas KoHcynbTauus 4 400
100959 (B01.034.002.002 [[puem (ocmoTp, KOHCYNbTaUUA) -NcUxoTepanesTa NOBTOPHbLIN

3aoyHas KoHcynbTauus 3100
10/21/1/1 O4Hble KOHCYnbmayuu
100105 |BOl.034.001 [puem (0CcMOTP, KOHCYMbTaums) -NncuxoTepaneBTa NePBUYHbIN 4 400
10/12 Ycnyeau xupypea
10/12/1 KoHcynbmayuu xupypea
10/12/1/3 3aoyHble KOHCynbmayuu
100782 [B01.057.001.003 |[prem (ocmoTp, KOHCYNbTaLUs) Bpava-xmpypra nepBuYHbIN

3ao4Has KoHcynbTauns 2 800
100783 [B01.057.002.003 [[prem (ocmoTp, KOHCYNbTaUUsA) Bpava-xmpypra noBTOPHbIN

3ao4Has KoHcynbTauns 2 200
10/12/1/1 O4HbIe KOHCYynbmayuu
101255 [B01.057.002.005 [[prem (ocmoTp, KOHCYNbTauus) Bpava-xmpypra noBTOPHbIN

KOHTpOMNbHbLI OCMOTP NOCIE ONepaTMBHOIO BMeLLATENbCTBA 1700
100161 |B01.057.001 [puem (0CcMOTP, KOHCYNbTaLUS) Bpadya-xupypra nepBrUYHbIN 2 800
100162 |B01.057.002 [lpuem (0CcMOTP, KOHCYNbTaLMs) Bpaya-xupypra NnoBTOPHbIN 2 200
10/12/2 MaHnunynsiyuu (*ymo4Hsilime 803MOXXHOCMb MPO8EeOEHUsT MaHUMyssyul 8 Kosut-
101196 |[A11.14.001.001 [Bwvoncumsa nedyeHn nog KOHTPONEM yNbTPa3BYKOBOrO UCCNefOBaHNS

CORE-6uoncus 12 700
100336 |A16.01.004.21 Xupypruyeckas obpaboTtka paHbl U MHULMPOBAHHON TKaHM

Bornbluas nepeBsiska YNCTOW paHbl 5 500
100686 |[A11.30.021.001 [MonyyeHune oTaensemoro 13 paHbl(NaTonornyeckoro 0bpa3oBaHums)

Ha pocT hnopbl U YYBCTBUTENBHOCTb K aHTMBMOTUKaM 1700
100687 |[A11.30.021.002 [MonyyeHune oTaensemoro 13 paHbl(NaTonornyeckoro obpa3oBaHums)

Ha uMTonormyeckoe obcnegoBaHune 1700
100688 |A11.30.021 [MonyyeHne oTAensieMoro 13 paHbl(NaTonormyeckoro 06pasoBaHns) 1700




100633 |[A16.30.076.002 |BckpbiTue remaToMbl MSArKUX TKAHEN

MHOroOKamepHom 5500
100632 |[A16.30.076.001 |BckpbiTue remaToMbl MSArKUX TKAHEN

06LLMpPHOW 3300
100634 |A16.30.076.003 BCKpbITUE reMaToMbl MATKUX TKaHEWN

OCNOXHUBLLENCS, C yaaneHnem HeKpoTU3MpPOBaHHLIX (oparMeHTOB unn

ornepaumMoHHbIM reMoCcTasoMm 11 000
100163 |[A16.01.011 BekpbiTve doypyHkyna (kapByHkyna)

1 kaTeropus 2 800
101370 [A16.01.011.001 |BckpbiTve dypyHkyna (kapbyHkyna)

2 Kkareropusi 3300
100332 [A16.01.023.11 WcceueHune pybLOB KOXU

0o 10 cm 11 000
100333 [A16.01.023.12 WcceueHune pybLOB KOXU

00 20 cm 16 500
100326 |[A16.30.064.2 VcceyeHne cBULLA MSATKUX TKAHEN

(0o 10 cm) 8 800
100324 |A16.30.064 VcceyeHne cBULLA MSATKUX TKAHEN

(0o 3 cm) 2 200
100325 |[A16.30.064.1 VcceyeHne cBULLA MSATKUX TKAHEN

(0o 6 cm) 5 500
100286 |[A16.01.027.001.1 |YAaneHne HOFTEBOW NNACTUHKM C KIMMHOBUOHOW pe3ekunen maTpukca

KpaeBasi pe3ekumsi HOrTEBOW NNAaCTUHBI 3300
100287 [A16.01.027.001.2 |YAaneHne HOFTEBOW NNACTUHKM C KIMMHOBUOHOW pe3ekuuen maTpukca

KpaeBasi pe3eKkLmsi HOrTEBOWM NNaCTUHbI C MCCEYEHNE OKOJTIOHOITEBOrO Banuka 3900
100337 |A16.01.004.22 Xupypruyeckasi o6paboTka paHbl N1 MHOULMPOBAHHON TKaHM

Manas nepeBsiska rHOMHOWN paHbl 5 000
100335 |A16.01.004.20 Xupypruyeckasi o6paboTka paHbl N1 MHOULMPOBAHHON TKaHM

Manas nepeBsisaka Y4CTOM paHbl 3900
100624 [A16.01.008.001 |HanoxeHne BTOPUYHLIX LUBOB 2 200
100339 [A11.30.024.2 MyHKUMA MATKUX TKaHEN

[yHKUMS cepoMbl MSITKMX TKaHel nog Y 3-HaBuraumnemn 4 400
100164 [A16.30.069 CHsATME nocreonepaumoHHbIX LWBOB (NMraTyp) 1100
100305 [A16.01.016.3 YhaneHue atepombl

00 1cm (TynoBuLLE/KOHEYHOCTH) 2 200
100306 |A16.01.016.4 YhaneHue atepombl

0o 1cm (wes/ronosa) 3900
100307 |A16.01.016.5 YaaneHue atepombl

00 3cM (TynoBuLLIE/KOHEYHOCTH) 4 400
100308 |[A16.01.016.6 YaaneHue atepombl

0o 3cm (wesi/ronosa) 5 000
100628 |[A16.01.017.003 [YmaneHue nobpokavyecTBEHHbIX HOBOOOPA30BaHMI KOXMW

Gonee 2 cm 5 500
100627 |A16.01.017.002 [YmaneHue nobpokavyecTBEHHbIX HOBOOOPA30BaHMI KOXW

[o 2 cm 3300
100309 |A16.30.033 YpaaneHvne HOBOOOpa3oBaHUS MATKUX TKaHew

YpaneHvne nunomsbl 4o 3x cM (TynoBuLLIE/KOHEYHOCTH) 5500
100310 [A16.30.033.1 YpaaneHvne HOBOOOpa3oBaHUS MATKUX TKaHew

YpaneHue nunomsbl 4o 3x cM (Lesi/ronosa) 5500
100311 |A16.30.033.2 YpaaneHvne HOBOOOpa3oBaHUS MATKUX TKaHew

YpaneHvne nunomsbl 4o 6T1 cM (TyNnoBULLE/KOHEYHOCTH) 8 800
100312 |A16.30.033.3 YpaaneHvne HOBOOOpa3oBaHUS! MATKUX TKaHeW

YpaneHue nunomsbl 4o 6T cM (Les/ronosa) 11 000
100285 [A16.01.027.001 [YpaneHwe HOrTEBOW NIACTUHKWN C KMMHOBUAHOW pe3eKLmen MaTpukea 2 800
100297 [A16.01.001.6 YpaaneHue NoBepXHOCTHO PacnofoXXeHHOro MHOPOAHOro Tena

XUpyprom 1100
100660 [A16.01.004.008 [Xvpypruyeckast 0bpaboTKa paHbl UM UHPULNPOBAHHOM TKaHU

C MCMONb30BaHNEM PACXOOHbIX CPEACTB U MEAULIMHCKUX MaTepmnarnos npu

nepessi3ke paHbl, 1 kateropus 5500
100661 |A16.01.004.009 |Xvpypruyeckas obpaboTka paHbl Vi HPULWPOBaHHON TKaHu

C MCNONb30BaHWEM PaCXOOHbIX CPEACTB U MEAULIMHCKUX MaTepunanos npu

nepessi3ke paHbl, 2 KaTeropus 7 700
100662 |A16.01.004.010 |Xvpypruyeckasi obpaboTKa paHbl N MHPULVPOBAHHON TKaHW

C MCMONb30BaHNEM PACXOAHbIX CPEACTB U MEANLIMHCKUX MaTepunarnos npu

nepessi3ke paHbl, 3 kKateropusi 9900
100165 |A16.01.004 Xupyprudyeckast obpaboTka paHbl N UHPULIMPOBAHHOW TKaHU 2 200
100657 |[A16.01.004.005 [Xupypruyeckas obpaboTka paHbl UM MHPULUPOBAHHOM TKaHW

/OBpaboTka LBOB, 2 KAaTeropusi CIoXHOCTH 2 800
100533 |A16.01.027.003 YOaneHune HOrTeBbIX NNacTUHOK

Xupypruyeckoe neyeHve BpoCLLEro HOrTs (MecTtHas aHectesus), 1

KaTeropusi CloXXHocTun 3300
100534 |A16.01.027.004 YpaneHne HOrTeBbIX NNacTUHOK

Xupypruyeckoe neyeHve BpoCLIEro HOrTst (MecTHasa aHecteaus), 2

KaTeropusi CroXxHoCTu 3900
10/12/3 Onepayuu
101131 [A16.30.004.010.0(Tanapockonmyeckas nnacTnka nepeaHen BPIOLLHON CTEHKM NP rpbhkax

Sublay repHunonnacTvka 6onbLUor nocneonepaumoHHON rpbixm 77 000
101132 [A16.30.004.010.0(Tanapockonmyeckas nnacTnka nepeaHen BPIOLLHON CTEHKM NP rpbhkax

Sublay repH1MonnacTuka nynoYHOM rpbixm 55 000
101310 [A16.30.079.003 [/Tanapockonus guarHoctuyeckas

1 kaTeropus 22 000




100448 |A16.18.009.001 |AnnNeHO3KTOMMS C MCMOSb30BaHNEM BUOEOIHOOCKOMNYECKUX TEXHOMOMMIN

1 KaTeropus Cro)XHoCcTu 30 800
100449 |A16.18.009.002 |AnnNeHO3KTOMMS C MCMOSb30BaHMEM BUOEOIHOOCKOMNYECKUX TEXHOMOMMI

2 KaTteropus CrioXXHOCTU 38 500
100450 [A16.18.009.003 |AnnNeHO3KTOMMS C MCMOSb30BaHNEM BUOEOIHAOCKONMNYECKUX TEXHOMOMMI

3 KaTeropus CroXXHoCTU 60 500
101163 |A16.01.012.012 [BckpbiTve un apeHupoBaHue dnermoHbl (abcuecca)

emMaToMbI/)KMOKOCTHOro obpasoBaHus, Ao 10 mn 3300
101164 |A16.01.012.013 |[BckpbiTne u apeHupoBaHue dnermoHbl (abcuecca)

[eMaToMbI/XKMOKOCTHOro obpasoBaHus, Ao 50 mn 5000
101165 |[A16.01.012.014 |[BckpbiTve u apeHupoBaHue dnermoHbl (abcuecca)

emaToMbI/KMOKOCTHOro obpasoBaHus, Ao 500 mn 6 600
101166 [A16.01.012.015 |[BckpbiTne n gpeHmpoBaHue pnermoHbl (abclecca)

CemMaToMbI/KMOKOCTHOro obpasoBaHus, cebiwe 500 mn 8 300
100625 |[A16.01.012.006 |BckpbiTne n gpeHmpoBaHue dpnermoHbl (abclecca)

B YCIOBUSIX OnepaunoHHOMN 11 000
100348 [A16.30.007.001 |OpeHvpoBaHue GPIOLLHON NOMOCTU NOA KOHTPOMEM YrbTPa3ByKOBOroO

ncenegoBaHnsa 4 400
100698 |A16.30.007.005 |DPEHVMPOBaHWE DPIOLLHON NONOCTW NOA KOHTPONEM YIbTPa3ByKOBOro

nccnenoBaHus

2 KaTeropusi CrIoXXHOCTH 5500
100347 |A16.09.004 [peHnpoBaHne nneBpanbHON NosiocTu 4 400
100631 [A16.01.023.005 |Vccevenve pybLOB KOXU

B YCII0BUSIX ONEPaLMOHHOM 11 000
101118 |[A16.14.009.002.0(XoneuncrTakromust nanapockonnyeckas

2 Kateropusi 49 500
101119 |[A16.14.009.002.0(XoneuncTakrommust nanapockonnyeckas

3 kateropusi 66 000
101311 |[A16.30.079.004 |[MNManapockonus guarHocTuyeckas

2 Kateropusi 27 500
101312 |[A16.30.079.005 [JTanapockonus guarHocTuyeckas

3 kateropusi 33 000
101028 |[A16.30.079.001 [MManapockonus guarHocTuyeckas

C MHOXeCTBEHHoW broncurel OpLWnHbLI, B3ATUEM CMbIBOB M3 OpHOLLHOM 27 500
100267 |[A16.30.004.011 [OnepaTnBHOE NeveHme rpbbkn NepeaHen BPLOLLIHON CTEHKK C

MCNONb30BaHNEM CEeTYATbIX UMMIAHTOB 38 500
100344 |A16.14.009 XoneumncTakTomus 38 500
100345 |[A16.14.009.002 |XoneuucTtakTomusi nanapockonuyeckas

1 kaTeropus 44 000
100281 |A16.30.001.001.1 OnepaTtnBHOE NneYeHne naxoBo-beapeHHON rpbiXn C UICMONb30BaHWEM

BNOE03HOOCKOMNMNYECKNX TEXHOMNOMMNM

OBYCTOPOHee 110 000
100280 [A16.30.001.001 [OnepaTuBHOE NeveHne naxoBo-6e4pEeHHON rPbKN C MCMONb30BaAHNEM

BWAE03HOO0CKOMNYECKNX TEXHONOMNMN 60 500
100720 [A16.30.001.003 [OnepaTuBHOE NneveHne naxoBo-6eApeHHON rPbKN C MCMONb30BaAHNEM

B1OE03HOO0CKOMNYECKMX TEXHOMOMMIA (BKNOYasi CTOMMOCTb repHMocTennepa) 60 500
101109 [A16.30.001.002 [OnepaTuBHOE NeveHne naxoBo-6eApeHHON rPbKN C MCMONb30BaAHNEM

ceTyaTbIX MMNNAaHTOB 33 000
100341 [A16.30.004.004 [Onepauusi npy Manow 1 cpegHer nocrneonepaumoHHON rpbhke (CnoXxHas 55 000
100340 [A16.30.004.003 [Onepauus npyu manon n cpegHen nocneonepaumnoHHON rpbbke

(nerkas dopma) 44 000
101083 |[A16.30.002.001.0( OnepaTnBHOE NeveHmne NynoYHON rpbikn C NCMOSNb30BaHNEM

BWAE03HO0CKONNYECKNX TexHonormn, 1 kateropusi 49 500
101281 |[A16.30.002.001.0( OnepaTnBHOE NeveHmne NynoYHON rpbikn C UCMOSNb30BaHNEM

BWAE03HO0CKOMNYECKNX TEXHOMOMNN, 2 KaTeropusi 55 000
101282 |[A16.30.002.001.0( OnepaTnBHOE NeveHmne NynoYHON rpbikn C UCMOSb30BaHNEM

BWAE03HO0CKOMNYECKNX TEXHOMOMMN, 3 KaTeropusi 60 500
101283 |[A16.30.002.001.0( OnepaTnBHOE NeveHmne NynoYHON rpbikn C UCMOSNb30BaHNEM

BWE03HO0CKOMNYECKNX TEXHOMOMMN, 4 kaTeropusi 66 000
100284 |A16.30.002.002.2 |OnepaTBHOE fieYeHne nynoYHOW PLhKA C UCTIONb30BaHNEM CeTJaTbIX

VMMNaHTOB

2 KaTeropusi CrioXXHoCTuU 33 000
100283 |A16.30.002.002.1 |OnepaTvBHOE fieYeHne NynoYHON rPBDKA C UCMIONB30BaHNEM CeTqaTbiX

MMMMaHToB

1 KaTeropmsi CroXHOCTn 27 500
100700 [A16.16.017.016 [l[NpooonbHas pe3ekLms Xenyaka nanapockonnyeckas 132 000
100346 |[A11.09.003.002 |[[yHkuusa nneBpasnbHOM NONOCTM NOA KOHTPONEM YrbTPa3BYKOBOrO

ncenegoBaHms 2 800
101149 [A16.30.071.001 |Pe3ekums 6onbLIOro canbHMUKa ¢ MCNOMb30BaHMEM BUOEO3HOOCKONMNYECKMX

TEXHONOIMM 33 000
101024 |A16.19.021.003 Pes3ekuunsa NpAMOUn KULLKK nepeaHdaa ¢ UCnosib3oBaHNEM

BUE03HIOCKOMNMNYECKUX TEXHONOMNI

1 kaTteropus 110 000
100630 [A16.01.018.002 YaaneHne Aobpoka4eCcTBEHHbIX HOBOOOPa3oBaHNU NOAKOXHO->KUPOBOW

KneT4yaTku

B YCIOBUSIX onepaunoHHou (bonee 5 cm) 16 500
100629 |A16.01.018.001 |YRaneHue [obpokayeCcTBEHHbIX HOBOODPa3oBaHUM NMOAKOXHO-XXUPOBOW

KIneT4yaTKu

B YCIIOBUSX onepaLmoHHon (4o 5 cm) 11 000
101167 |A16.30.025.006 |YAaneHue KucT 1 onyxoneBnaHbIX 06pa3oBaHUn GPIOLLHOM NOMOCTH

C MCMNONb30BaHMEM N1anapOCKONMYECKNX TEXHOMOrnm 55 000




100373 |A16.30.004.011.0]OnepaTnBHOE NeveHme rpbbku NepeaHel GPIOLWHON CTEHKM C

MCMNONb30BaHNEM CETYATbIX UMMIAHTOB 9 400
100697 |A16.16.033.001 [dyHoonnvkaums nanapockonuyeckas 88 000
09 Ycnyau cmayuoHapa
09/1 Ycnyau dHeeHO20 cmayuoHapa
090104 |B02.057.001.004 [lMpoueaypbl CECTPUHCKOro yxoda B yCrOBUSAX CTauMoHapa

[NpebblBaHWe B nanaTte crauuoHapa Ao 4 4acos 2 800
09/2 Ycnyau kpyanocymo4yHo20 cmayuoHapa
090108 |B02.057.001.011 [lMpoueaypbl CECTPUHCKOro yxoda B yCrOBUAX CTauMoHapa

[NpebbiBaHWe B nanarte craumoHapa 1 cyTku 9 700
090106 |B02.057.001.009 [lMpoueaypbl CECTPUHCKOro yxoda B yCrOBUSAX CTauMoHapa

[NpebbliBaHWe B nanaTte ctaumoHapa A0 12 4yacoB ¢ NUTaHNeM 6 600
090110 |B02.057.001.013 [lTpoueaypbl CECTPUHCKOro yxoaa B yCrOBUSAX CTauMoHapa

[NpebbiBaHWe B nanaTte cTalnoHapa, BTOPOM M Kaxabii nocneayrLmni AeHb 8 800
05 3KO
05/2 lpoepammbl KO
050149 Basosas nporpamma 3KO 6e3 nepeHoca amMbpuoHa 95 000
050150 Basosas nporpamma 3KO ¢ nepeHocoM amMOpuroHa 111 400
050156 KpuronepeHoc amGpuoHa 40 000
025005 |Ol.02.003 ObcnenoBaHe cypporatHo MaTepm 50 800
025019 [Nporpamma go3pesanHuns sunueknetok (IVM) 98 600
05/5 Penpodykmousioausi
05/5/1 KoHcynbmauyuu penpodykmoJsio2a
05/5/1/3 3ao4Hble KOHCynbmMayuu
050277 |B01.001.001.20 |[lMpuem (ocMOTp, KOHCYNbTaLMS) -aKyLlepa-rmHeKoriora NepBUYHbIN

ITMHEKOSI0r-penpPoayKTONOor, 3a04Has KoOHCYNbTauns 2 400
050278 |B01.001.002.21 [lMpuem (ocMOTp, KOHCYNbTaLMs) Bpaya-akyLuepa-rmHeKonora NoBTOPHbIN

rMHEKONOr-penpoayKTonor, 3ao4Hast KOHCynbTaums 1800
050280 |B01.001.002.22 [lMpuem (ocMoOTp, KOHCYMbTaUMsA) Bpaya-akyLlepa-rmHekoriora noBTopHas

K.M.H./0ouUeHT/BeayLLUmMiA cneumanmcT, 3a04Hast KOHCcynbTauus 3300
05/5/1/1 O4Hble KOHCYNbmayuu
021105 [Mpuem (koHcynbTaumsi, ooopMIIeHNE BbIMUCKN U3 MEOULMHCKOW KapThbl)

Bpayva-aKyLlepa-rmHeKosiora penpoayKronora noBTOPHbIN 1 400
050191 |B01.001.001.1 [Mprem (ocMOoTp, KOHCYNbTaLUMS) Bpaya-akyLlepa-ruHekonora NepBmMYHbIN

r’MHEeKonor-penpoayKronor 2 400
050262 |B01.001.001.2 [Mprem (oCcMOTp, KOHCYNbTaUMs) Bpaya-akyLlepa-rmHekonora

(rMHekonor-penpoayKTonor, K.M.H. ®asnsiesa 3.A. NepPBUYHbLIN Npuem) 4 400
050193 |B01.001.003.3 [Tpem (OCMOTP, KOHCYNbTaLWsl) Bpada-aKyllepa-rMHeKonora

penpoaykTonora ¢ ynbTpa3ByKOBbIM MCCNeAOBaHNEM SAMYHUKOB AJ151 OLIEHKU

oBapuanbHOro pesepea 3100
050265 |B01.001.001.17 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -aKyLLuepa-rmHeKonora neperuyHasi

rMHEKONOr-penpoayKTonor, K.M.H./AoueHT/Beaywmn cneumnanmct 3900
050192 |B01.001.002.1 Mpuem (0CMOTP, KOHCYNbTaLMA) Bpaya-aKyLlepa-rmHeKkosiora NoBTOPHbIN

rMHEeKonor-penpoayKTonor 1800
050263 |B01.001.002.20 |Mpuem (ocmoTp, KOHCYNbTaLMSA) Bpada-akyLlepa-ruHeKonora

(rmHekonor-penpoAykTonor, K.M.H. ®asnbieBa 3.A. NOBTOPHbIV Npuem) 3300
050194 |B01.001.003.4 I lpyem (OCMOTP, KOHCYNbTaLMA) Bpada-akyLlepa-rmHekonora ¢

yNbTPa3ByKOBbIM MCCNEAOBAHNEM SIMMHUKOB OS5l OLEHKN OBapuanbHOro

pesepBsa 2 200
050244 |BO1.001.003.9 [Tprem (OCMOTP, KOHCYNbTaLWs) -aKyLlepa-TMHEKOSOra C YbTPa3BYKOBbIM

nccrnenoBaHNEM SIMYHUKOB Arsi OLLEHKM OBapuarnbHOro pesepea

KoHcynbTaumnsa ruHekonora-penpoaykTonora NnoBTopHasi ¢ 3900
050266 |B01.001.002.18 |Mpuem (ocmoTp, KOHCYNbTaLMS) -aKyLLuepa-rmHeKkonora NoBTopHas

rMHEKONOor-penpoayKkTonor, K.M.H./AoueHT/BeayLmnin cneunanmct 2 200
050264 |B01.001.003.10 |[!!pnem (OCMOTP, KOHCYNbTaLMs1) Bpaya-aKyLlepa-ruHekonora ¢

yNbTPa3ByKOBbIM MCCNEAOBAHNEM SIMMHUKOB OS5l OLEHKU OBapuanbHOro

pesepsa (rMHeKonor-penpoaykTonor, K.M.H. ®asnsieBa 3.A.) 5 500
050312 |B01.001.001.004 |ITPvieM (OCMOTP, KOHCYMbTaLs) -aKyLlepa-rMHeKornora nepBuYHbIV

(koHcynbTauus penpoayktonora ¢ Y3U B pamkax npotokona BPT),

K.M.H./goueHT/BeayLmni cneuuanuct 4 400
050274 |B01.001.001.19 |Mpuem (ocmoTp, KOHCYNbTaLMS) Bpada-akyLlepa-rMHeKonora NnepBuYHbI

(koHcynbTauusa penpoaykronora ¢ Y3M B pamkax nporpammbl BPT) 2 200
05/5/2 MaHunynsuyuu (*ymo4Hsilime 803MOXHOCMb MpoeedeHusi MaHUNynssyul e KoJi-
050196 |A11.20.034.1 BHyTprMaTO4HOE BBEAEHME CEpMbl Myxa (NapTHepa)

BHyTpuMaTo4yHas nHcemmHauus 17 200
050199 [A11.20.030 BHyTpuMaTo4Hoe BBeaeHne aMOpUoHa 16 400
050283 [A11.20.030 BHyTpuMaTo4Hoe BBeaeHMe aMOpUoHa B paMKax KpMONpoToKona 16 400
050198 [A11.20.019 TpaHcBarnHanbHasa NyHKUMS ONMNKYIOB SUMHUKOB 36 100
050269 [A04.20.003 YnbTpasBykoBoe nccrnegoBaHne onnmkynoreHesa 1 900
05/3 CnepmozpaMMbl
050158 |B03.053.002.1 Cnepmorpamma

MAR-TecT (onpegeneHvne aHTUCNepM. aHTUTen) 1500
050295 |B03.053.002.5 Cnepmorpamma

MccnenoBaHue NOCTISAKYNATOPHOM MOYM 4 400
050270 |A11.21.001.1 Cbop obpasLa cnepmbl Ansi UCCNe40BaHNs

OnpepgeneHne BUPYCHOM Harpysky ouneHHbIX cnepmato3omaos (PHK/OHk

BWM 1 Tnna, ynbTpavyBCTBMTENbHOE UCCieqoBaHME) 30 000
050160 |B03.053.002.2 Cnepmorpamma ans BPT
050159 |B03.053.002.002 [Cnepmorpamma,c Mopdonormyeckum mnccrnegosaHmem no Kprorepy 1500




050161 |B03.053.002.3 Cnepmorpamma

TecT ¢ rmanypoHoBou kucnoton (HBA tecT) 6 400
05/7 Ambpuosozus
050201 |A11.30.010.2 buroncus ambprioHa

6uoncusa TpodakTogepmbl 1 6nacrToumncra 24 900
050202 |A11.30.010.3 buroncus ambprioHa

6uoncus TpodakTogepmbl 2-5 bnactouncT 36 600
050203 |A11.30.010.4 buroncus ambprioHa

6uoncus TpodakTogepmbl 6 1 6onee GnacTounct 43 500
050206 |[A11.20.029 BcnomoratenbHbI XeTYMHT (paccedyeHue bnecrtsauwen 060no04km) amopuoHa 5 600
050219 [A11.20.026.7 [lo3peBaHne 0oLNT-KYMYNHCHbLIX KOMNIEcoB B ycnoBusx in vitro (IVM) 49 700
050220 |A11.20.032.1 KpuokoHcepBaLms rameT (0oUMTOB, CNEPMaTO30Ma0B)

[oHopcKaga cnepmMa 16 400
050221 |A11.20.032.2 KpuokoHcepBaLms rameT (0oUMTOB, CNEPMaTO30Ma0B)

OOHOPCKUA oouMnT 24 900
050230 |A11.20.032.5 KpuokoHcepBaLms rameT (0oUMTOB, CNEPMaTO30Ma0B)

1-3 ooumTta, 1 HoCUTENDL 23 700
050233 |A11.20.032.8 KpuokoHcepBaLms rameT (0oUMTOB, CNEPMaTO30Ma0B)

10-12 oounToB, 4 HoCUTENS 39 200
050231 |A11.20.032.6 KpuokoHcepBaLms rameT (0oUMTOB, CNEPMaTO30Ma0B)

4-6 oounToB, 2 HOCUTENS 27 900
050232 |A11.20.032.7 KpuokoHcepBaLms rameT (OoUMTOB, CNEPMaTO30Ma0B)

7-9 ooumnTtoB, 3 HocuTens 31 000
050337 |A11.20.032.001 |KpwvokoHcepBauus rameT (ooLMTOB, CNEPMaTO30Ma0B)

Jonsarta 3a Kaxgblvi nocneayowmn HocuTenb, HauymMHas ¢ 5 HocuTens 12 000
050223 |A11.20.032.3 KpnokoHcepBaLms rameT (0oUMTOB, CNEPMaTO30Ma0B)

cnepmbl 1-a gosa 9 400
050224 |A11.20.032.4 KpuokoHcepBaLms rameT (0oUMTOB, CNEPMaToO30Ma0B)

cnepmbl 2-a 403a 1M nocneaywLmne 3100
050225 |A11.20.031.1 KpunokoHcepaauus aMbproHoB

(1 HocuTenb) 15 000
050229 [A11.20.031.5 KpviokoHcepBaLmsi aMBbproHoB

(11 n bonee HocuTenen) 46 000
050226 |A11.20.031.2 KpunokoHcepaauus aMbproHoB

(2 HocuTens) 19 900
050227 [A11.20.031.3 KpviokoHcepBaLmsi aMBbproHoB

(3-4 HocuTens) 27 400
050228 |A11.20.031.4 KpunokoHcepBaauus aM6proHoB

(5-10 Hocutenen) 38 500
050251 |A11.20.031.11 KpunokoHcepsauus aM6p1oHoB

(OONONHUTENbHbIA HOCUTENb) 3900
050216 |[A11.20.028 KynbTuBuposaHue smbproHa 29 900
050246 |[A11.20.027 OKcTpakopnoparnbHOe OnnoAoTBOPEHME 0OLMTOB 14 000
050212 |A11.20.032.10 KpuokoHcepBaLms rameT (0oUMTOB, CNEPMaTo30Ma0B)

oTTamBaHune ooumuta, 1 HocuTenb 16 200
050214 [A11.20.031.6 KpviokoHcepBaLmsi aMBGproHoB

oTTanBaHve ambpuoHa, 1 HocuTenb 20 500
050215 |A11.30.012.001 [UHbekums cnepmaTto3omaa, 0TobpaHHOro No hrM3nMonornyeckomy npuaHaky,

B untonnasmy oounta (MUKCIK) 18 700
050211 [A11.30.012.7 MHbekuunsa cnepmarto3omga B uuTonnasmy ooumta (MKCU)

13 1 bonee ANLEKNETOK 41 000
050209 [A11.30.012.5 MHbekuunsa cnepmartosomga B uuTonnasmy ooumta (MKCW)

3-5 anuekneTok 34 200
050210 |[A11.30.012.6 MHbekuunsa cnepmartosomga B uuTonnasmy ooumta (MKCW)

6-12 anuekneTok 36 600
050208 [A11.30.012.4 MHbekunsa cnepmarto3omga B uuTonnasmy ooumta (MKCW)

1-2 ANLEeKNeToK 30 500
050213 |A11.20.032.11 KpvokoHcepBaLumsi raMeT (0OUMTOB, CNEPMAaToO30Ma0B) pa3Mopo3ka cnepmbl 20 500
050222 |A11.20.026.5 MaoeHTudukaums 1 oueHka 3penocT ooumMToB

CBEXWIA HOPOCKUIA OOLINT 46 500
050257 |A11.20.032.17 KpuokoHcepBaLmsa rameT (0oUMTOB, CNepmMaTo3omaoB) (XpaHeHue ramer, 1

HOCUTENb) 1 300
050259 [A11.20.032.19 KpuokoHcepBaLms rameT (0oUMTOB, CNepMaTo3omaoB) (XpaHeHue rameT, 12

MecsiLeB) 12 400
050258 |A11.20.032.18 KpuokoHcepBaLms rameT (0OUMTOB, CNEPMaTo30MaoB) (XpaHeHne ramet, 6

MecsiLEeB) 7 500
050238 |A11.20.032.12 KpuokoHcepBaLms rameT (0OUMTOB, CNEPMaTo30MA0B) XpaHeHue cnepmbl 1

mecsy 1 300
050254 |A11.20.031.7 KpuokoHcepBaLmsa amoproHoB

(xpaHeHue ambpuoHoB, 1 mecsLl) 1300
050256 |A11.20.031.8 KpuokoHcepBaLmsa amoproHoB

(xpaHeHue ambprnoHoB, 12 MmecsiLeB) 12 400
050255 |A11.20.031.9 KpuokoHcepBaLmsa amoproHoB

(xpaHeHue ambpuoHoB, 6 MecsaLeB) 7 500
06 SAHJoKpuHoso2usi
06/1 KoHcynbmayuu aHOoKpuHosio2a
06/1/3 3aoyHble KOHCynbmayuu
060343 |B01.058.002.11 |"Mpuem (ocMOTp, KOHCYMNbTaLUWs) Bpaya-aHAOKPUHONOra NOBTOPHbIV

3aoyHas koHcynbTauus" 1800
060342 |B01.058.001.12 |Mpuem (ocmoTp, KOHCYNbTaLMA) -3HOAOKPUHOMNOra NePBUYHbLIN

3ao4yHas KoHcynbTauus 2100




060346 |B01.058.001.14 [lMpuem (ocMOTp, KOHCYNbTaLMS) -9HOOKPUHOOra NEPBUYHbBIN

[0.M.H./rMaBHbIN cNeLnanucT/pykoBoauTeNb OTAeNeHns, 3ao4Has 3500
060344 |B01.058.001.13 |[lMpuem (ocMOTp, KOHCYNbTaLUWs) -9HOOKPUHOOra NEPBUYHbBIN

K.M.H./0oueHT/BeayLnii cneumnanmcT, 3ao4Has KOHCcynbTauus 2 500
060347 |B01.058.002.13 |[lMpuem (ocMOTp, KOHCYNbTaUWs) -9HOOKPUHONOra NOBTOPHbIN

[0.M.H./rMaBHbIN cNeLnanucT/pykoBoauTeNb OTAeNeHns, 3ao4Has 2 700
060345 |B01.058.002.12 |[lMpuem (oCcMOTp, KOHCYNbTaLUWs) -9HOOKPUHONOra NOBTOPHbIN

K.M.H./0oueHT/BeayLmnii cneumnanmcT, 3ao4Has KOHCcynbTauus 2100
060413 |B01.058.001.012 |VTPvem (OCMOTP, KOHCYTbTaLMA) -3HOOKPUHOIOTa NepBUYHbIN

OHAOKPUHOMOT-XUPYPT, K.M.H./A0LEHT/BeayLUMIA CneunanmncT, 3aoqHas

KOHCYNbTauus 10 500
06/1/1 O4Hble KOHCYynbmayuu
060212 |B01.058.001 [Mprem (0CMOTP, KOHCYNbTaUMS) Bpaya-aHAOKPMHOMOra NepBUYHbIv 2100
060214 |B01.058.001.2 Mpuem (0CMOTP, KOHCYNbTaLWS) -3HAOKPUHOMOra NEPBUYHbI

O.M.H./IMaBHbIN cneunanucT/pykoBoaNTENb OTAENEHNs 3500
060229 |B01.058.001.8 Mpuem (0CMOTp, KOHCYNbTaLMsA) Bpaya-aHAOKPUHONOra NepBUYHbIN

K.M.H./goueHT/BegyLmi cneumanmct 2 500
060221 |B01.058.002 [Nprnem (0CMOTpP, KOHCYIbTaUMs1) Bpavya-3HAO0KPMHOIOra NoBTOPHbIN 1800
060223 |B01.058.002.2 Mpuem (0CMOTP, KOHCYNbTaLMA) -3HAOKPUHOMNOra NOBTOPHLIN

O.M.H./IMaBHbIN cneunanucT/pykoBoaNTENb OTAENEHNS 2700
060230 |B01.058.002.8 Mpuem (0CMOTP, KOHCYNbTaLWsA) Bpaya-aHAOKPUHONOra NOBTOPHbIN

K.M.H./goueHT/BeayLmi cneumanmct 2100
060361 |B01.058.001.6 Mpuem (0CMOTP, KOHCYNbTaLWS) ~-3HAOKPUHOMNOra NEPBUYHbI

OHOOKPMHOMOr-XNpypr 5500
060392 |B01.058.001.003 |Mprem (ocmoTp, KOHCYNbTaLMA) -3HOAOKPUHONOra NEPBUYHbLIN

OHOOKPMHOMOr-XMPYPr, K.M.H./OOLEHT/BeayLWnin cneumnannct 10 500
060362 |B01.058.002.16 |Mpnem (ocmoTp, KOHCYNbTaUMUS) -9HAOKPUHOMOra NOBTOPHbIN

OHOOKPMHOMOr-XNpypr 4 400
06/5 KoHcynbmayuu aHdokpuHosno2a-duemoJsio2a
06/5/3 3aoyHble KOHCynbmayuu
060390 |B01.013.001.002 |Mpuem (ocmoTp, KOHCYNbTaLMSA) -GUETONOra NePBUYHBI

3ao4yHas koHcynbTaums, 1 yac 5 000
060391 |B01.013.002.002 |Mpurem (ocmoTp, KOHCYNbTaLMSA) -GUEeTONOora NOBTOPHbIN

3aoyHas koHcynbTauus, 1 yac 5 000
06/2 MaHunynsyuu (*ymo4Hsilime 803MOXHOCMb MpoeedeHuUsi MaHUNynsiyul e KoJi-
060235 |A11.22.001.001.1 |Broncus wmtoBugHON Unu NapamnToBUAHOM Xernesbl No4 KOHTPONeMm

YNbTPa3BYKOBOro MCCreaoBaHUs 2 600
060363 |A11.05.004.001 |YcTaHoBKa cMCTEMbI ONUTENBHOrO MOHUTOPUHIA IOKO3bl KPOBU

Free style libra 2 6 500
06/3 Onepayuu
060376 |A16.06.002.001 |3OkcTupnaums numdaTmyeckmx y3nos

BokoBasi NMMA0ANCCEKLMS LLIEN C OOHOM CTOPOHbI (4OMONIHUTENBHO) 77 000
060364 |A16.22.001.004 |lemuTMpeonaskTomus

1 KaTeropumn CnoXxHocTu 159 500
060367 |A16.22.001.007 |lemuTpeonaskTomus

C UCMNOoNb30BaHWEM HEMPOMOHUTOPA 1 KaTeropum CrnoXxXHocTu 183 700
060368 |[A16.22.001.008 |l eMWUTUpEOUASKTOMMA

C OQHOCTOPOHHEN LieHTpanbHON NUMMGaneH3KTOMUEN C UCMOSNb30BaHNEM

HENPOMOHUTOPa 187 000
060383 |A16.22.007.005 |CybToTanbHas pe3ekums LWUMTOBUOHOM Xenesbl

Pesekuns nepeluerika WUTOBUAHOW Xene3bl C CNOoNb30BaHNEM 187 000
060384 |A16.22.007.006 [CyGToTanbHas pesekuusl LUTOBUAHON Kenesbl 176 000
060372 |A16.22.002.004 |TvpeonasktomMus

1 KaTeropumn CrnoXXHoCTu 165 000
060369 [A16.22.001.009 |[TvpeonaskToMnA

¢ bunaTepanbHON LeHTpanbHON NMdaneH3KTOMUEN C UCMONb30BaHNEM

HEepoOMOHUTOpa 192 500
060375 |A16.22.002.007 |Tvpeonaskromus

C MUCNONb30BaHNEM HEVNPOMOHMTOPA 192 500
060371 |A16.22.003.001 |MapaTupeonnaxkTomus

OAHOCTOPOHSAS 183 700
060385 |A16.22.003.002 |MapaTupeonnaxkTomus

O[HOCTOPOHSIS, K.M.H./QoueHT/BeayLumiA cneumanmct 176 000
06/4 lMpo2paMmbI U akyuu
060428 |B01.058.001.023 [/ Tpnem (OCMOTP, KOHCYNbTaLWsI) -SHOOKPUHOIOra NEPBUYHbBIN

ConpoBoxaeHne 3HA0KPMHONOrom "caxapHbli auabet Ha avetotepanun” (1

mecsL) 10 500
060421 |B01.058.001.016 [[Mpuem (ocMoTp, KOHCYNbTaLMS) -SHOOKPUHOOra NEPBUYHbIN

ConpoBoXxaeHne 3HA0KPMHONOroM "caxapHblii anabet Ha uHcynuHe" (1 10 500
060422 |(B01.058.001.017 [Tpyem (OCMOTP, KOHCYnbTaLud) -3HAOKPUHONOra NEPBUYHbBIN

ConpoBoxaeHre 3HAOKPUHOSIOrOM "caxapHblii AnabeT Ha TabneTMpoBaHHbIX

npenapaTtax" (1 mecsu) 10 500
CornacoBaHo

[MaBHbIN Bpay




